
Start crop Point End crop Point

MSA length = 1315
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACAAACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCC TGTGT T AAAC T T T T - AAAAAAACAAAA - TGTG - T T T T A T - - - - - - - - - - - - - - - - - - - - - T TGAG
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGAGA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CA TGA T CCGCCCC TGACACAGC T - - - - - - - - - - - - - - - - - - - - - - - - - C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - ACA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC T - - - - - - - - - - - - - - - - - - - GA TGAGA T T AGAC T T AAC T T T ACACACAA T AA T T A T T T AAAACACA - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGACC - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CAA
A T TGGT T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCGCCACAAA T T CACGA T CCGCCCC TGC T CCAAA T A T T T T - - - AGAAAA T A T T CAAA T A T A TGGC T AC T T AGC T T AAGAA T A T T T AGGA T A - - A
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGACCC TGT A T CCCC T T T - GAAGT AA T T AAAA - A T A - T T CG - - GA T T T AAGAGCA T A T A T T T T C - - AAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGC T AAA - - - - - - - - - - - AAAAAAA T A T AAA T A T AAAA - - AC TGAA TGCAAAGACAC T AA T AACC - - A
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGACCCCAC T AA T T CACGA T CCGCCCC TGT T AAAAA T - - - - - - - - - AA T T ACAA T A T AA - GT - A T AAGAAGAACAA T AAACAAAAAAA T AGA T AAA
A T TGGT T C T T T AAAAGAC T T TGTGGGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCA - - - - - - AAAA T T T T AAAACAA T CG - ACA T AAAA T A T A T T AAGT T T T CAA T AAA T T A T AAAAA - - A
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T T AAAAA T T AAGT AC T AA TGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGA T CGGGAG - - - - - - - - - CA T A T T CAGGGA - - - - AACA T T - - - - - - - - - - - - - - - - - - - - - - - - - GT A
A T TGT T T C T T T AAAAGAC T T TGTGAACAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGT T CCA T T T A T TGT T T A T CCAAAGC T C - - - - - - A - - - - - A T T T C T T AAGCGAA T A TGT CAAAAGGTG
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AGTGTGGACAAACCCC T T CCA - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGC TGCGAG - - - - - - - - - GAAACAAAAGGA - - - - C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T A
A T TGT T T C T T T AAAAGAGT T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CACAGGGCCCCACAAA T T CACGA T CCGCCCC TGCC TGGAA T - - - - - - - - - GAA TGGACCCGA - - - - A - - - - - AAC TGT TGT AAC TGAA T T A T TGT T T AAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAGT T AAA T AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGCCA T A T A - - - - - - - - - T A T AAA T T T T AAA - A T - - - - - - ACCAGT T TGCA T CA T ACC T T CAA TGAAG
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT CA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCGAGT C - - - - - - - - - - - - - - - - - - - - - AA - - - - - AGA T A T T AAAA T C T AAGGA T A T T - - - - - - - - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAGA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCC TGCA T CACCAC - - - - - - - - - - - - - - - - - - - - - - - A T CA TGT TGC T AAACGAC T AGA T T T T T A T AAA T T T A
A T TGT T T C T T T AAAAGAC - - TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCC T C TGAA T A T A T T AA T C T T C T A T A T A T CA T T T AAA T - - - GTGGAAC T ACGT AAAA TGT T C T T AA TGT TGAA T
A T TGT T T C T T T AAAAGAC T T TGTGGGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGG - CCCCACAAA T T CACGA T CCGC T CC TGC T ACCAGT - - - - - - - - - - - - - - - - - - - - - - - - - - AAACG - - - - - - T A T AAGGAAAC TGCAGGT CC TG
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA T T T T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - C T CAGGGCCCCACAAA T T CACGA T CCGCCCC TGC TGGAAAGAA T T TGT T ACGACAGGTGT AGA T A T A - - - - - T C TGAC T AA T A T AGAGT T CA TGA T AAAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T T AA T CAGA T CAAGTGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGAGT A T AGG - - - - - - - - - AAA T AGC T T CA T AC - - AA T A T TGT CAA T T AGCAAGCAA T AAGGGA TGAGG
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T CCA TGA T CCGCCCC TGC T T A T T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T CGGT A T CCAAAAA T ACGGGCGAA T AAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGC T TGT AAC - - - - - - - - - - - - - - - - - - - AA - - A T T - - - - - A T AAA T T AGGAAAGT AAA T AAAGT CGGA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGACCAAAGGT T ACAGGAA T ACGACAAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGC TGGCGT - - - - - - - - - - - - - - - - - - - - - A - - - - GT T CC - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T TGT T T C T T T AAAAGAC T T T C TGAACAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGT C T T CC T T - - - - - - - - - - - - - - - - - - - - - - - - - A - - - - - T T CA T T T AA T AAAAAAGT AGGGA TGT AA
A T T A T T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CAC T A T CCGCCCC TGGT T TGGAC - - - - - - - - - GAAA T AGA T T - - - - - - - A T A T AA TGGT T T TGT AGCAAA T TGC T CGC T CAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T CCACGA T CCGCCCC TGT CA T TGT - AA T T T T CAAAAAAAAA T A T - - A T A T - A T - - - - T T T T A T AAAGAGA T A T T T T TGACG - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACAACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGGCAAAA T - - - - - - - - - AAAAACCC - - TG - - - - - ACACAAC T T TGTGA TGT AAACA T T A T AAC T - - -
C T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T A TGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCCACCCCCAAA T T T T AA T AAACGACAG - - A T T T - A T A TG - - - - - - - - AAAAGA T A T T CACGGTG - - G
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACAAAGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AA TGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGAA T AAAA T - - C T C T T T A T AAA T AA T T AAAA - A T - ACAAGA T T AGT T AA T A T T AAA T T T A T - - - - AAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGAGCCCCACAAA T T CACA T T CCGCCCC TGC - - - - - - - - - - - - - - - - CAGACAAC T AAGA - - - - - - - - - T T T AAAAA T AAACA T A T T T C T - - - - ACA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC T - - - - - - - - - - - - - - - - - - AAACCAAAC T AAA T - - - GTGGTGCGT A T T CAGAACGT T AAAA T AGT AGT A
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCCC - - - - - - - - - - - - - - - - - - - - A T T AA T T T CAA T - - - C T A T T A T T T A T T ACGAGT AGAAAAAA T A T TGCG
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T T AA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGT CGAAGGG - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T A - - - - - - - - - - - - - - - - - - - - - - - - - T AA
A T TGT T T C T T T AAAAGA T T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AA TGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TG - - - - - - - - AA T T - - - - - - - AAAA T T ACGA - AG - - ACCCGT TGGAC T A T T AGAC T A T T - - - - - - - AGA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGT A T AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C - - A T A T A T AAAA T T A T AAA T AGA T T T T - - - - - T AA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TG - - - - - - - - - - - - - - - - - GA T T AA T A T T AAA - A T AGACCGT T TGAAA T AAAAAA TGCAGGT C - - - - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA TGAAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGA T CGT T AG - - - - - - - - - A T AA T CAC - - - - - - - - - AA T CGT C T TGT CA T T A T T CAA T T CA T T A T T AGT
A T TGT T T C T T T AAAACAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TG - - - - - - - - - - - - - - - - - AAA T AA - - - - AA - - ACAAAC TGA T TGCGGT AAAA T A - - - - - - - - - - - - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T T AAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGT T AGT AGT T T T T T - - - AAACAAGAAC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGA
A T TGT T T C T T T AAAAGAC T T TGTGTGCAACA T ACGACA T CAA TGAGA T CAAA TGT T ACAAGAGT ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCA T CGA T C - CGCC T T T A T A T AA T ACC TGA - T AGAA T A T T A T AAC T TGGCAA T A T T TGAGGGGT AAA T
A T TGT T T C T T T AAAAGAGT T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AG - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGT T ACAGT AAA T T T T TG - - - - - - - - - - - GCA T - - AA T T T T - - - - - - - - - - - - - - - - - - - - - - - - - AGA
A T TGT T T C T T T AAAAGAC T T CGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACAA T CCGCCCC TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T - AAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGT CCC TG - - - - - - - - - - - - - - - - - AGA T AAGA T T CAA T C T AA T C T T ACGCA T AAAAGAGGT T C T AAAAAGA - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGT TGT AGC - - - - - - - - - GT AC T ACAA T AG - - - - - A TGTGT CGCGA T AAAAA T A T T T T CAAAA T T T AA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T AC T ACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - T T CAGGGCCCCACAAA T T CACGA T CCGCCCC TGA T CAACA - - - - - - - - - - - - - - - - - - - - AAG - A T - - - - - - - - - - - - - - - - GACGT A T AAA T AA T - T T T
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGGCA T CAGT CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGC TGT A T TG - A T T T T T TGAAA T AA T T T T AAGT AAAA T A T A - - T A T TGGAAGGGACA TGAAAGGAA - - A
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T T AA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAAC T CACGA T CCGCCCCGAAGA T C T AA - A T T T T T T AAAGAAA TGAAAA - - - - AACACG - T ACAACAAAAAGGAA T T T TGGAAG - - A
A T TGT T T C T T T AAAAGAC - T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TG - - - - - - - - T T C T T T T T - AAAGAAA T T T AAA - AAAGT ACGT CGAAC TGAAA T T A T A T AGGT T CCCAAA
A T TGT T T C T T T CAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGT T CGT A - - - - - - - - - - - CAGAAA TGCC - - - - C T - - - - - - A T A TGA T C T AAC T ACAGT T T AGGC T T AG
A T TG - T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAAA T CAAA TGT T AGAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCAAGT T AGAA - - - - - - - AAAA T T T CGT AGA T AACGTGT A T T T AAC T T C T AA T A T C T TGT T CCCCCAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGACCCCACAAA T T CACGA T CCGCCCC T - - - - - - - - - - - - - - - - - - CAGT AAC T T T - - - T A T T A T A T AGT T AA T T T AACAAAAA T T CAAGA T T - - C
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGGCA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGC T CC TGGGT C T AAC - - - - - - - - - GA T TGACAAAAAA - A T AAAGCACCCAAGA T AGGAAGAAA T T ACG - - - - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T T AAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CA TGA T CCGCCCC TGT A T C TGGA - - - - - - - - - GGGT AGTGA T AA - - - - - GT CCA T CCACC T A T TGA T T AA T T AAA T A T - T T A
A T TGT T T C T T T AAAAGAC T T TGT AAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCCC T - - - - - - - - - - - - - - - - - - - - - - - - - - - AA - - - - - - - - - - CC T AGA T AA T AAAA TGA T T T TGG - - T T C
A T TGT T T T T T T AAAAGAC T T TGTGTGCAACA T ACGACA T T AA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC TGAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCAAAAA T T CACGA T CCGCCCC TGCAGA TGTG - - - - - - - - - - - - - - - - - - - - - - - A T T - - - - - AAA TGT CACGAACACCCC T A T T T T A T A T
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGCCGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TG - - - - - - - - - - - - - - - - - T T T CAAGAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T
A T TGT T T C T T T AAAAAAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGAC T AGT AAG - - T AC T AC T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCAGT C T CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGA T AC TGTG - A T T T A T TGT AAAAAAAAC - - - - A T AA T A T T - CAAAGT AAGAACAGAC T A T C T ACA - - G
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGA T A T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA TGAAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCGAACAGT AA T T T C T T AAAAAAAGT AGAGCCA T - AC T CAACCAGCCGT A T AAA T A T T TGCAC T T TGT
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T A TGACA T CAA T CAGA T CAAA TGT T ACAGAAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGTGGCAAGC - - - - - - - - - AC T AAGCAA T AA - - - - - - - - - - A T T T T T T AACGA T AAAA T AGTGAA T AAG
A T T T T T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAAAGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCA T AA T T T - - T T T T C T A T AGAGC T T T T - - - - - - - A T A T CA TGTGA TGT A T TGAAA T T AGT CGC T T T A
- - - - - T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGCCGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGG - - - - - - - - A T T C T C T AAGGAAAA T CCAAA T ACGACGCA - T T C T TGGAGAACA T CC T CAA T A T AAGG
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT - - - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGT A TGT AAA - - - - - - - - - TGT AAGT T T A - - - - - - - - - - - - T CGGC T T T CGAA T AGA T CAAGCGT TGC T
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T T CGCCCC TGAAGT AACC - - - - - - - - - - - - - - - - - - - AA - - - - T T T ACA - - - - - - - - - - - - - - - - - - - - - - - - - A T C
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T AAGGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCAAAACAGAA T T T T CAGAGGAAAA T CGAG - - A T AA TGT T - - - - TGT CC T AAAA TGT T TGCACC T - - A
A T TGTGT C T T T AAAAGAC T T TGTGAGCAACA T ACGACACCAA T CAGA T CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT AC T AGTGT AG - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCA T T T CAA - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T AGTGAA T T TGAAGTGAA TGAAGTGGT AGG
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACAACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - C T CAGGGCCCCACAAA T T CACGA T CCGCCCC TGCCC T C T T T - AC T C - - - - AA T AAACCGC - - A T A T AA T ACCAGTGGA T A T AAA TGTGT T C TGAA T T - - G
A T TGT T T C T T T AAAAG - - - - - - - - - - - - ACA T ACGACA T T AA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - C T CAGGGCCCCACAAA T T CACGA T CCGCCCC TGAGCACCAG - - - - - - - - - - - - - - - - - - - AAA - A T - - - - - - - - - - - - - - - GGAAA T C T CAAAGA T - T AA
A T TGTGT C T T T AAAAGAC T T TGTGAGCAACA T ACGACACCAA T CAGA T CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT AC T AGTGT AG - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCA T T T CAA - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T AGTGAA T T TGAAGTGAA TGAAGTGGT AGG
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAAA T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TG - - - T TGA T AA T T T - - - A T A T T ACGGA T AAAGACAAA T T C T T T AGGCAAGAAAGGGA TGA TGA - - AAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TG - T ACAGGAA T ACGACGAAAAAGC T AAAAAAA T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TG - - - T TGA T AA T T T - - - A T A T T ACGGA T AAAGACAAA T T C T T T AGGCAAGAAAGGGA TGA TGA - - AAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAGAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - ACCAGGGCCCCAGAAA T T CACGA T CCGCCCC TGCGT A T A T ACAC T C T TGAAA T AAAAA T AAAA T ACA - - - - - GTGAAA T TGCAGT AAACA T T T T AAGAGA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACAACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGCGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGC T T AGAA T AGT A T AAAAAGAAAAGCAC - - A T - - AA TGCAGT TGAGTGT A TGAA T A TGGA T AGCAA T A
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - C TGT AAGCCCC T TGT C T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A TGCA - - - - - - - - - - - - - - - - - - - - - - - - - A T A
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T T AA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC T - - - - - - - - - - - - - - - - - - - GCCCACGC T AA - T - - T A T C T T T CC T AGCAAAA T T ACAGT AA T AGGA - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGAAACA T ACGACA T CAA T CAGA T CAAA TGT T AAGGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT CA - - - - - - - - - - CCCAGGGCCCCACAAA T CCACGA T CA T T T CA T - - - - - - - - - - - - - - - - - - AAAACAAAGT A T A T CCAGT AC T AC TGA TGAGGAAGGGACAAAGAA T T - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGC TGAGGAGGTGT AAGAC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A TGCA - - - - - - - - - - - - - - - - - - - - - - - - - A TG
- - - - - - - - - - - - - - AGAC T T TGTGAGCAACA T ACGGCA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGC T CCACAAA T T CACGA T CCGCCCC TGA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G - - - - - A T T T T A TGAAAA T T ACGT A T T T CCA - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAAA T AAGT AC T AGTGT AA - - - - - - - - - - ACCAGGGCCCCACAAA T T CACGA T CCGCCCC TGC T T AA T AG - - - - - - - - - AAGACGACGC T A - - - - - GA T CCAC T T AGTGCC - - - - - - - - - - - - - - - GA T
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACGT AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGCCGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGAGGA T AAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T A
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGC T ACAGGAA T ACGACGAGAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGACACA T CGA T T - - - - AGAGAAAAC T AAAAC - - - A TGCCA T T AAC T A T AAGT AAGTGAA T AGAGAC T
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T CCACGA T CCGCCCC TGACAA T AAG - - - - - - - - - - - - - - - - - - - - - - - - - - A T A - - A TGACGT AGGGACAGAGGCGCAAC T - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGTGAGAGT AA - - - - - - - AACAAAA T ACAGAC - - AA - - - - GCCAACCACAGA - - - - - CAACAA TG - - G
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAGAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T T CGCCCC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGT C T AAAA T T - - T T AGT A TGAA T AGCAGGT ACA - - - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AGGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCGGA TGAGT A T A T CAA T CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T A T C TGAAAAAA T AAAAAGGT T ACCC
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGT T ACAGT AA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGGAA T T AGAA T T T - - - ACAAAAA T C TGCA - T - - - A TGT A T AGA T C T AAAGGGAAA T T - - - - - - - AAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAGT CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA - - - - - A T CAC - CCA T T TGAAA T CAAA T CCA T AAC - T C T
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T AAGACA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCAAAAA T T CACGA T CCGCCCC TGC T AC T AAA - - - - - - - - - AGTGAAAC T TGAG - GT - ACACGACGAGC T AGCGAGAAAAAAAGTGGT AAA
A T TGTGT CA T T AAAAGAC T T TGTGAACAACA T ACGACACCAA T CAAA T CAAAAGC T AAAGGAA T ACGAAGAGAAAGC T AAAAAA T T AAGT AC T AGTGTGG - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGC T CC TGGGTGCGGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAA
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGCCA T CAA T CAGA T CAAA TGT T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T TGTGT CA T T AAAAGAGT T TGTGAACAACA T ACGA T ACCGA T CAAA T CAAAAGC T AAAGGAA T ACGAAGAGAAAGC T - AAAAA T T AAGT AC T AGTGTGG - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGCAAACG - - - - - - - - - - - AAA T AAACCG - - - - - - - ACGTG - - - - - - - AAGGGGA T A T AGCAGA T T - - -
A T TGT T T C T T T AAAAGAC T T TGTGAGCAACA T ACGACA T CAA T CAGA T CAAA TGA T ACAGGAA T ACGACGAAAAAGC T AAAAAA T T AAGT AC T AGTGT AA - - - - - - - - - - CCCAGGGCCCCACAAA T T CGCGA T CCGCCCC TGCGT T C - - - - - T T T - - - - AA T AAAA T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T TGTGT CA T T AAAAGAC T T TGTGAACAACA T ACGA T ACCGT T CAGA T CAAAAGC T AAAGGAA T ACGAAGAGAAAGC T - AAAAA T T AAGT AC T AGTGTGG - - - - - - - - - - CCCAGGGCCC T AGAAA T T CACAA T CCGCCCCAGGA T T TGAC - - - - - - - - - GA TGAAA T C T - - - - - - - - - - - - - - - - - - - - - - - - T A T CCAGT C T A T T - - -
A T TGTGT CA T T AAAAGAC T T TGTGAACAACA T ACGA T ACCGA T CAGA T CAAAAGC T AAAGGAA T ACGAAGAGAAAGC T - AAAAA T T AAGT AC T AGTGTGG - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGCGT T T AC - - - - - - - - - GAAAA T A T CG - - - - - - - ACCCGACAAGT T CAGCGT AAA T AAGAGA T T - - -
A T TGTGT CA T T AAAAGAC T T TGTGAACAACA T ACGA T ACCGA T CAGA T CAAAAGC T AAAGGAA T ACGAAGAGAAAGC T - AAAAA T T AAGT AC T AGTGTGA - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGC T TGAACG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - ACA
A T TGGGT CA T T AAAAGAC T T TGT T AACAACA T ACGA T ACCGA T CAGA T CAAAAGC T AAAGGAA T ACGAAGAGAAAGC T - AAAAA T T AAGT AC T AGTGTGA - - - - - - - - - - ACCAGGGCCCCACAAA T T CACGA T CCGCCCC TGC TGGT C - - - - - - - - - - - AGAACAA T TG - - - - - - - - - - - - - - - - - - - - - - - - GACACAAGAA T A T - - -
A T TGTGT CA T T AAAAGAC T T TGTGAACAACA T ACGACACCGA T CAGA T CAAAAGC T AAAGGAA T ACGAAAAGAAAGC T - AAAAA T T AAGT AC T AGTGTGG - - - - - - - - - - CCCAGGGCCCCACAAA T T CACGA T CCGCCCC TGGAC T T A - - - - - - - - - - - AAAGA T T T T A - - - - - - - - - - - - - - - - - - - - - - - - AAAA T AAAAGC T A - - -





0 200 400 600 800 1000 1200

0
5

10
15

20
TE: rnd_5_family_4538.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_n.bed_g_1.bed_fm_2.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa

 size: 1315bp; fragments: 1283; full length: 85 (>=1183.5bp)
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No TE domain detected

After TEtrimmer 1315 bp
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 size: 1615bp; fragments: 1295; full length: 0 (>=1453.5bp)
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After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_5_family_4538

 size: 1762bp; fragments: 1368; full length: 75 (>=1585.8bp)
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No TE domain detected

Before TEtrimmer 1762 bp
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Dotplot
(windowsize = 25, threshold = 50.00  10/10/25)
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