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AA T CCAA T T T T - T T T T CAAAC T AAAA T A T T T T T TGT T TGAAAAAAAA T T TGAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGT T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT AGT A - - - - - - - - - - - - - - - - - - - - - - - AAAAGT T AAA T T T A T T T T AAC T T TGT - -
T A T AC - A T T T T - - - - - - - - - - T AAAA T T T T T T CAAACA T A T T A - - - - - - - - - T T ACAC TGCCGAGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGC T CGGCAGTGT A - - - - AAAAGA T AAGT T T T T T CAC T A T T CGAC T T T AA T C T AC T T CGGC T T AC T A T
GGAA T - A T T T T - T T TGACCA T CAAAA T T - - - T T AAAAA T AAAGAAAA T T - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGCCC T T T T ACAA - CA T T T A T AA - - - - T CCAAA TGC T T A T T T TGC T AC T T T T T TGGAC T - - - A T
AACCA - A T T T T - - - - AAAAA T AAACA T A T C T T T AA - - - - - - - - AAAA T T T AAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CAAAA T T TGCGA T T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA TGAAAAAA T - - T A T CGA T T - - - - - -
AA T ACAGGT T T - - - AGAGT C T AGAAGT TGA T C T AAA T A TGAAA - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGC T A T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCA T T A T A T TGAAAAA T AAAA - - - - - AAC T A T T AAGC T ACAGA TGT T T T A T T ACA T A T T AA T
AA T A T - AGT - - - - - - - GTGAC T T AAAAGT A T T TGA T A TGAA - - GAAAA T - - - T T ACAC TGCCGTGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T T AA T AA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT T T A T - T A TGC T T AA - - - - - - - - - - - - - AAA T A T AAAAGT T T T A T T AAGC - - - - - -
T CA T T - A T T T T - GT AAA T T T CCAAGAC T T AA T CCAAAC T A T AAAAA - - - - - - C T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAG - GT ACAAACGT AAG - GAA T T T T CGAGC TGAC T AAC TGGAA T T T AAA T T T CCCGC T AA T
T CA T T - A T T T T - GT AAA T T T CCAAGAC T T AA T CCAAAC T A T AAAAA - - - - - - C T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAG - GT ACAAACGT AAG - GAA T T T T CGAGC TGAC T AAC TGGAA T T T AAA T T T CCCGC T AA T
T AAC T - GTGAC - TGT TGA T A T AAAAA T A T CC T T AAA T A T AGAAGAAA T T - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A - - - - GTGGAA T AA - - T T - T TGAC T A T A T AAA TGT T T T T T T T T T CAAGTG - - - - -
AC T A T AAA T T T - T T ACA T T T T AAAAA T AAA T T T - - C T T T AAAA - - - - - - - - - A T ACA T TGT CGGT CA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAA T A T - - - - - - - - - - - - - - - - - - T T TGAA TGT TGC T C T AC - - - - - - - -
- - - - - - A T T TGT T CACACCGACA T AAAA T C T T AGA T TGGCAGA - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT AGC T - - - - - - - - - - - - - - - T C TGT CAGT CCCA T CAGC T T T AGA TGC - - - - - - - - -
AA T AA - GT T - - - - - - - GT AGT T T AA - - - - - - - T AA T AGTGA - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGCCACC T T CAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGT A T A T AG - T AAAAA T AA - - - - T T T CAA T AGTGA TGT AAA TGT T T AA T T T AAA TGCA - -
TGCGT - CA T C T - - - A T AAAA T AGAA T T T T T T T T AAGTGCAAAC - - AA T T - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - A T TGC T T - - - - - - T C T T T ACAAAA T CC T AAAA T A T - - - - - - - - - - - - - - -
AGGA T AGT T T T T C T T T AA TGGT AGGAAC TGT T T AAA TGAAAAA - - - - - - T - - - T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - TGT T T AAAG - - - - - GCC TGT AACAA T TGCCAAA T T T T T T T AAC T A T AA - -
- - - - - - A T T T T T T T CCAGCGGCGAAA T A T A T T T AGACGTGGA T - - - - - - - - - A T ACAC TGCCGGGCA T AAAAC T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T CA - AGT T T T T - - - - - - T T TGAGGGT AAAAGCGAGT CC T CAC T A T ACCGA - - - -
TGGT T AA TGT T T ACAGGC T T T AGAAAAACA T T TGA T T A T C T ACAAAAC - T AAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAAGTGACCC T AA T T T T A TGCCCGGCAGTGT AGA T - GGGAC T T AA - - - - T A T C T AGT AAGCCA TGAAC T T T T T CAAAAA T C TGA - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AGTGGAGGT T CCAA T AAGCAA T AAGGGA - - - - TGAAC T T AGAA - - AA T - - - - A T ACAC TGCCGGGCA T AAAA T T AGAGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC T T AAC T AAAAA T T AA T T T T A T T ACAAGC T A T T - -
- - T T T - GGC T T T T AAC T AC T C TGT A T AA T AA T T AA T T AAGACA - CAA T A TGCA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T A T AAA T A T C T A T A T T T A T T T CA TGAAGC T - T T AAC T T T - - - - AACA T A T T AAA
GGT A T - - - - - - - - - - - - - - - - - - - - - T A T T T T T AA T CGT A TGA - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T AGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A - - - - AA T A T T T - - - - - - T T C TGAC T A TGACA T CGA T A T T AA T ACAGA TGA T T A T
T AAA T - A T T T T T T T CAACC T T CCAGAGA T A T T T AAAAC T A T AA - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T T ACGAC T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGA T CC T AA T T T T A TGCCCGGCAGTGT A T T AC - - - - - - - - - - - - - - T T T AAGACA T T T A T T AA T AC T A T A T CAAAAAGGA - -
GA T A T - A T AC T - - - - AAAAAA T CGGT CGGGT TGAGT TGGAAA - - - - - - - - - - A T AAAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T T T CGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - - - - - - - - - - - - - - A - - - - - - - - AAGGGTGGGGGT AGT T T T CACCC - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGC - AA T T TGGAGGTGAC T C T AA T T T CA TGCCCGGCAGTGT A T A T - T A T AGT AAG - - - - - T C T CA T T T AAACGT AAAAA T TGT AC T T T T T - - - - - -
CAAA T - A T T T T - GGT AAA T C T CGA T AAA - - - - - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T AA T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - CAAA TGT AAA T T T T T CCCGGGT T T T C T T TGC T C T AAA T T T AA T C T ACC T C
GACA T - - - - - - - GT CAAC T T T TGACA T T T A T T AAA T TGT AACAACAA T - T AAA T ACAC TGCCGGGCA T AAAAC T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT ACCAA - - - - - - - - - - - - - - A T T CGT AAAAAAA TGC T T T T T CCAAA T A T AC T A T - -
- - - - - - GT T C T T A T A T A T T T T TGAAGGC T AA T CAAAC T AGAAA - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AAGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT T A T T A - - - - - - - - - - - - - - T T AAGT CAAAGA T T T AAGAC T A T T T AAGT C T T AA - -
- - - - - - A T T T T - ACA T AA T CCCAAGACAAAA T - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGAGT A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - - - - - - - - - - - - - - T A T CAA T CAA T AAA T AAAAA T T A T A T T A T A T T T T CAA
AAAA T AACGA T - AA T CAA T T - - - - - - - - TGT T T TGGT T T A - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCAA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGACAGTGT A T T T - AAC T T T T AG - - - - - - - - - AAAA TGAGGT AAA T T T T TGT T ACA T T T CG - - -
T A T AC - GT T - - - - - - - AGT ACAAACAGAC T TGCGA T - - - - - - - AAAA T T T AAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T A T T CGCAAAA T TGAAGGTGACCC T AA T T T T A TGCCCGGCAGTGT ACA T - - - - - - - - - - - - - - - - - - - - - - - CAA T T T T AAGA T - - T CCCGT T T - - - - - -
- - - - - - A T T T T T A T T TGC T A T CAAAAA T T A T T CAAA T A T T A T T - - - - - - T AAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - - - - - - - - - - - - - - T A T T AC T T AA TGC T T T T A T CA T TGC T AAAGT T A T T A T
C T AGA - AGTGT - A T T AA T T T T CGGT AAA - - - - - - - - - - - - - - - T AAA T - - - - A T ACAC TGCCGGGCA T AAAAC T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGA T CC T AA T T T T A TGCCCGGCAGTGT A T A T ACGCAAG - GGA T T T T CGTGA TGAA T AAC TGGAAC T T AAA T T T TGCGC TGA T
AA T A T - A T T T T - AACGAGCGAAA T CA T A T T C T CGA T A TGT AA T AAAGT T - - - T T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA TGGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - T AAAAGT AA - - - - - - - - - - - - - ACGT T TGAAAA T - - - - - - - - - - - - - - - -
AACGC T A T T T T T AGCGA T T CCGAAAGT C TGC T T ACGTGCCACGAAAAG - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGAAGGTGACCC T AA T TGT ACGCCCGGT A T T A T A T T T - - - - - - - - - - - - - - T T A T AGCAAC T ACGA T AGT TGTGT T A T AGA T T CAA - -
AGAA T - ACCC T - A T AA T A T A T CGAGAAA - - - C T A TGGT T ACGAACAC T T - - - A T ACAC TGCAGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T AA - AG - - - GCAA - - - - T CCAAGCGT T AAAA T CAC T T T T T A T A T TGCC - - - - A T
- - - - - - GT A T T AGT AGGC T A T T AGAA T A T T T T TGA T T - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T A T T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCAGGCAGTGT A - - - - - - - - - - - - - - - - - - - - T A T TGT AAAAA T AAA T T T CA T A T A - - - - - - - - - -
A TGACAAAA T T - T A T T AA T T A T AA T A - - T A - - AAAGT T TGGAAA T CA T T - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T ACGCCCGGCAGTGT A T T T - AA - - - - - - - - - - - - T T T T T CGT A T T T T T ACA T T - - - - - - - - - - - - - - A - -
- - - - - - - - - - - T C T CAAACC TGGAAA T C T T T T TGAAGGTGTGT - - - - - - - - - C T ACAC TGCCGGT CA T AAAA T T AGGGT CACC T CCAAAC T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GT T A T - T T T T C T T TGT ACCCAGGAGT T A T T T T T T CA T ACC T TG - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T TGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A TGT AGCCGGT C - - - - - - - - - - - ACAAAAGAAGGAA T T T T T ACAAAAAGCC T TGT
T AGA T AGT T T T T AC T T AAAACCAAGA - - - - T T AAAACA T AAAA - - - - - - T AAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T AAAAAA T T - - - - - - - - - - - - - - -
CAC T T AGA T T T - AA T AAACA - CAAAAGA T T T T T AGGCCAGT AA - - - - - - - - - T T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGACAGTGT A - - - GAACCAC TGG - - - - - - - - - A T A TGT AGA T AA TGA T C T CC T - - A T T T AA - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - T T T A T T T AA T T C TGT T T - - AGT T - AGA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGTGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCAGCAGTGT AGA T - A T AAC T T - TGCCA T T T TGGGT ACGG - - - - AACCC T - - - - - - - - - - - - A T T
T ACA T - AAC T T - GC TGA T T T C TGA T AGT T AC T CCAGT A T TGTGAA TGTG - - - A T ACAC TGCCGGGCA T AAAAC T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGT AAG - - - - AA - - - - - - - - - - - - A T T AGTGT A T AGC T T CA T T T CAACAAAACAAA T A - -
AA T T T AA T T C T T A T T AAGC T T T AAGAGA - - - - CAAA T A T A T AGAAAGCC - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACA T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAGT T TGGAGGTGACC T T AA T T T T A TGCCCGGCAGTGT A T T A - GC T A TGT CAA T CC - AGGGACGTGC T T A TGAC T T T T T C T T C T A T TGT TG - -
- - - - - - A T T T T - AGA T AA T T C T AAGA T AAAA T - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - - - - - - - - - - - - - - T - - - AA T AAA T AAA T AAAAAA T A T A T T - - - T T T T CA T
AACA T - A T A T C - AGT T AGTGT CAAGAA T - - - - - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CAC T T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAAGTGACCC T AA T T T T A TGCCCGGCAGTGT A TGT T - - - - - - - - - - - - - - T T A TGCGAAAGT T C TGA TGA T T AAAAAAC T T T AA - -
A T AA T - A T T T T T AACCAGGACCAAAAGCGGT T T T AA TGT AAAAAAA - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGAAGGTGAGCC T AA T T T T A TGCCCGGCAGTGT A T C T - ACCGA - - AAGA T T - T CCA T AGGGTGT T T AAAC T T T CACCGAAA T T AA T A T
- - - - - - - - - - - - - - - - AA T A T TGGGGT A TGA T CAA T T T AGT AC - - AAC T - AAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AA TGT AGT T T T - - TGCAAACC T AAAGT - - - - - - - - GTGT ACGA - - - - - - - A TGT ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T T CCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A T ACCCGGCAGTG - - - - - - - - - - - - - - - - - - - - T CAGGAAAA T A T T T T AAC T T C T A T AGGGT AGC T A - -
AGT AC - T C T T T - GT T T A TGACAAAAA T T T A T - - - - AC T T AAG - - - - - - - - T AA T ACAC TGCCGGGCC T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A - A T - AA T AA - - AA - - - - - ACCACGT A T T AAC T T T A - - T T T AGCA T A T AGT T A - -
- - - - - - GTGT T - - - TGT T T A T CAA T A T T - - - - T AA - - - - - - - - - - - - - - - - - - T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGA T CC T AA T T T T A TGCCCAGCAGTGT A T T T - GGA T AA T AA - - - - T TGACA T AGT CA T AA T AA - - T T A T T CAGGAC T A TGAC
AA TGG - T C T - - - G - - AGAAGT T T AAA T T AA T T T AGT CGCAA - - - - - - - - AAAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGACAGTGT A T T A - - - - - - GTGA - - - - - TGT T C T AAAGT T T T A - - - - - - - - - - - - - - - - - - - - -
AA T T C - A T T A T - A T T CC TGTGT AA T A T T T T T T T A T T TGT ACGT - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T T T CGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - T T AA T A T AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - AGT T TGAA T CAGGGCAAAAGGACA T T CAAA T AGAGTGAACA T - - - - A T ACAC TGCCGGGCA T AAAA T T AAGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGT AAC T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AACA T - AGT T T - - - - CGC TGT T AAAGT A T CA T T T AA T C T A - - - - - - - - - C TGC T ACAC TGCCAGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T AAA T A T T T - - - - - - T A T TGGT AAACC - - - - - GT T T T T CCGGAAA T T T A T CA
AGCGT - GT T T T T T T T T AGGAAACAAAAA T AA T T AA T T A T - - - - - - - - - - - AAC T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T A T AAAAA T A T A TGT T T T T T CGC - AA T AAAAGGGGT T C T AAA - - - AAGA T T A - -
GAC T TGA T T T T AAGT T AA T T CAGAAACACAC T T T A T T T T A T AA - - - - - - - - - T T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAAGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T A - - - - - - - - - - - - - - T T A TGT ACAAAA TGT CGGT TGTGA T T C T T T T AA T - - -
TGTGT - AC T T C - - - - - - - - - - - - - - - - - T AC T CA T ACAGAAAA - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A T ACCCGGCAGTGT A T T T - - - - - - ACAA - - - - - TGT AGAAACGT T A T ACA TGT T T AGT T T T T T A TGA - -
- - - - - - A T T C T - T T C TGGT AGT AAAGA T T A T T T TGT CCCAAA T - - - - - - - - - T T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T - T ACA T T AAG - - - - CAGT A T TGAGAGCC T T T AAC T AGT T C TGAGT T CGGA T
CAGC T - A T T T T - ACAGGGT C T T AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CAC T T CCAAA T T TGCGA T T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAAA TGT AA - - - - A - - - - - AGCA T AC T T AA T CC T T T A T T T T T T T T A T T T T
- - - - - - - - - - - - A TGAA T T C T T CA T AA - - - - - - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAAC T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T TGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T ACGT - - - - - - - T C T - CA T T T T AGA - - - - - GAAAA T T AAA T AAAAACA T AA T
GGAA T - A T T T T - T T TGACCA T CAAAA T C - - - T T AAAAA T AAAGAAAA TG - - - GT ACAC TGCAGGGCA T AAAA T T AGTGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCCAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T AA - AA T T TGT AAA T T T T AAAAAAGT T T AGA T AAA T A T T CC T T CGAA T T - - - - -
AA T AA - A TGT T T AC T AGGT AC T AAAAAC T A T T T CAGT T T T T T T - - - - - - AAAC T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T ACAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T A T A - - - - - - - - - - T T T T C T TGC TGAC T AAC TGGAA T T T AAA T T T CGCGC TG - -
- - - - - - A T T CC - GT T T TGT T C T T AAA T A T AC T - - - - - - - - - - - - - - - - - - - - A T ACAC TGGCGGGCA T AAAA T T AGGGGCACC T CCAAA T T T T CGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAAGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T A - - - - - - - - - - - - - - - GCGTGT T AAAA T A T T AA T T T TGTGGAA T A T A T ACA T
- - - - - - A T T T T - A T ACAACCC T AAA T A T T T T T T AA T AGCGA T A - - - - - - AAAA T ACAC TGCCAGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T TGCAAA T T TGGACC T AACCC T AA T T T T A TGCCCGGCAGTGT AA T T - - - - - - - - - - - - - - - T CAACCCCGT AAA T AAAGA TGAC TGT TGT C T CAA - -
AACACCGT T T T CGA T AA T A T CCGA T A T A - - - - CAAA T A TGT AG - - - - - - T AAGT ACAC TGCCGGGCA T AAAAC T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - AAAACGCAAA T T TGGAGGTGACC T T AA T T T T A TGCCCGGCAGTGT A T A T - AGT T T T T AA - - - - - T T T AGT T AAAAAGCA T AA T T T C T TGA T AA T AAGC - -
AGGT T AA T T C T T TGCGAGC T C T T AA - - - - - - - - - - - - - - - - - - - - - - - T - - - C T ACAC TGCCGGGCA T AAAA T T AGGGT CACA T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T CAA T T T CAA TGT - AGA T ACCGAGA T A TGA T T T T T T T T T C T AA T AA T A - -
T A T AC TGT T T C - GC T T T A T T T T AAAA T T T T T T - - - - - - - - - - - AAAAG - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AAA - - - - - - T T TGGAGGTGACCC T AAA T T T A TGCCCGGCAGTGT AGA T A - - - - - - - - - - - - - - GTGAAAGAA T AAA T AAA T A T CAGCAAAA T T T T A - - -
AA T AG - AGT - - - - - - - A TGAC - - A T AGT T AA T TGC T AA T AG - - AAAA T T T AAA T ACAC TGCCGGGCA T AAAA T T AGGGT T ACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T A T - T A T TGGT T A - - - - - - - - - - - - - T T T T A T T AAAC TGA T A T AAAAC - - - - - -
- - - - - - A T T T T T AGT T AA T T T T AAAAA T - - - - CAACGC T CGAAGAAGT - T AA T T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T AGAAA T T AAA - - - - - A T A T C T AAGCA T T T T AGT T T T T AC T AGTGCAA T A - -
AA T AC T A T C T T - AA TGA T T T T T AAAAA T T A T T TGAA TGTGGCAAAGAGT - - - T T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A - - - - AAGGA T AAA - - - - - AC TGGC TGACGAGT - - A T T TGACA TGAGCA T CAA - -
AA TGA - AAC T C - - - - - AGCA T TGGT A T C T CGGT AACCGT AA T ACCAA T T T AAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A - - - - AAAA T A T - GAGT AAA T T AGGGAGGGTGGT AACCC T T T CGAACA TGT AAAC
AACAA - - - - - - - - - - - A T T AC T AAAA T A T T AC T T A T T AAA T T A - - AA TGT AAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A - - - - AAGA T A T - - AGT C - GT CAGT CAAAG - - - - - - - - - - - T TGA T CACGT - - A T
TGGAC - A T A T T - AC T AGAA T T T AAAA T T - - - - - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT ACAAAAGGA T C T AAA T T T T C T ACCAGCAGGGGC T AAAA T T T CA T TGGGGT C T T AC
- - - - - - - - - - - - GT A T T T T T T CGAAAAA T A T T T - - - - - - - - - - AAA T T - - - - A T ACAC TGCCGGGCA T AAAAC T AGGGT CACCACCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T A - - CA T AAGCCACC T T T C T C TGT ACA - - - - - - - - - - - - AAA T C T C T T T A T AAC
AGT T T - AGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T A - - - - - - - - - - - - - - - T T T T CCAAAAA T T T T - - - - - - - - - - - - - - - - - - - - -
AGT A T AGC T T T - - TGT A TGGAAAGGGT C T A T T AAAA T A T AGGA - - - - - - GAAA T ACAC TGCCGGGCA T AAAA T T AGGT T CACC T CCAAA T T TGTGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT ACAA - T A T AGT T AA - - - - - AGCGGGT AA T AGA T T T AAGT A T ACAGGGT CGGT A - -
- - - - - - GT T A T AAC T AC T TGT CAGCAGT T ACA T AA - - - - - - - - - - - - - - - - - - T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T - - - - - - - A T A T - - - - T TGT T T AAAA T A T A T TGAGT T AA T T T AAC T AAA T AA T
CAC T A - A T T - - - - - - - - - - - - - - - - - - - - - - - T AA T CACAA - - - - - - - - - - - C T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T T AGA T AAA T AA - - - - - T T TGT A T AAAC T T T A - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T T CAAA T T TGCGA T T A - - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A TGA T T C TGAC T CAA T T A T AC T TGGGT AAAAA T A T A T A T T T T T T A T T A T T A TGA T
AA TGA - - - - - - - A T T AAAGT TGAAAGT T T A T T CAAAAA T AA T A - - AA T T - - - GT T T AC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT AGA TGT A T A T T T AA - - - - - T T T A TGGCAAA TGC TGGAGC T A T C TGCAAACC T A - -
GT T AC - A T CCGT CCCA T AAGC TGAAAAA TGTGT AAGT ACAAAAAAAAGT CAAA T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCAA T T A T - - - - - - - - - - T AA T CGCAAA T T TGAAGGTGGCCC T AA T T T T A TGCCCGGCAGTGT A T A T - T T CGTGTGT A T T T T T T AA TGAAC T A T AA T T A TGT A T T T AGAAGC T A T AA -
T AAG - - - - - - - - A T T T A T T T T T CA T A T C TGC T T TGT T T CGT AGAAAGT - - - - A T ACAC TGCCGGGT A T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACC T T AA T T T T A TGCCCGGCAGTGT A T AAA T AA - - - - - - T C T AA TGA T A T AAA - AAAA T AA T T C T T A T T T T T ACGT AAA T
AGAA T - T T A T T - A T T AAC T T A T AAGA T T A T T T T AAAA TGC T AAGT AAC - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGT T ACCC T AA T T T T A TGCCCGGCAGTGT A T A T AAA TGT A T T A - - T T T T T AGGCGT AAAAA TGAC TGT T T T A T A T TGT T - - - A T
- - - - - - CC T T T - - - CGA T T A T CGA T TGT T T T T T AAACA T T CCC - - - - - - - - - GGAGT C TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAGAGC T AA - - - - GCCAACAA T AGACAAAGAGC T T A T C T AAA T A T A T A - -
- - - - - - AGT T T - AC T T T A T T CAAA T AACAA T T T AAA T AC - - - - - - - - - - - - - A T ACAC TGCCGGGCA T AAAAC T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT - - - - - - - - A T A T TG - - - - T T CA TGGGAAGAAAA T AAGTGT T AGT T T T T C T A T - - -
A T T T A - GT T - - - A T T AGAAGC T AAG - - - - - - - T AA T AAC T T - - - - - - - - T A - A T ACAC TGCCGGGCA T AAAA T TGGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T AA - T ACAAA T AA - - - - - T CCC T T ACA T A T T T AGA T AA T C T CC T T - - - - - - - - -
CAGAAAA T C T T - AAAAAA T T ACA T AACA T T T TGAAGT T - - - - - - - - - - - - - - A T ACAC TGCCGGGT A T AAAA T T AGGGT T ACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT AACAAAAGC T A T AA - - - - ACA T T AAA TGAAAA TGA T T T T T T T T T AGA T T T AGA - -
AA T A T - AGT - - - - - - - GTGAC T T AAAAGT A T T TGA T A TGAA - - GAAAA T - - - T T ACAC TGCCGTGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGACAGTGT A T A T - T A TGC T T AA - - - - - - - - - - - - - AAA T A T AAAAGT T T T A T T AAGC - - - - - -
AA T A T - AGT - - - - - - - GTGAC T T AAAAGT A T T TGA T A TGAA - - GAAAA T - - - T T ACAC TGCCGTGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGACAGTGT A T A T - T A TGC T T AA - - - - - - - - - - - - - AAA T A T AAAAGT T T T A T T AAGC - - - - - -
CACA T AAA TGTGACGT AC T AGCAAAA T A T A T T CACCC T T AAGA - - - - - - - - - A T ACAC TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGT AGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AA TGT CA T T T T - A T AGA T T C T CCAAAAA T T T T CAAAAAC T A TGCAAA T A - - - A T ACAC TGCCGGGCA T AAAA T T AAGGT CACC T CCAAA T T TGCGA T T A - - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCC T AA T T T T A TGCCCGGCAGTGT A T T AAAAAA TGT AG - - - - - A T T AGCA TGGAA T T T AACGT T T CAAACACCACCG - -
AGT A T - ACC T T - - - - - - - - T T TGACGAA TGC T T A T T T A T AACA - AGA T A T C T T AA T T C TGCCGGGCA T AAAA T T AGGGT CACC T CCAAA T T TGCGA T T A T - - - - - - - - - - T AA T CGCAAA T T TGGAGGTGACCCCAA T T T T A TGCCCGGCAGT - - - - - - - AGT A T T C - - A T T CAGC T AGCAA TGT T A T CGGT T T T - - - - AGCACC TGACA
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TE: rnd_5_family_4221.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_n.bed_g_1.bed_fm_2.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 1539bp; fragments: 492; full length: 91 (>=1385.1bp)
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No TE domain detected

After TEtrimmer 1539 bp
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TE: rnd_5_family_4221.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_n.bed_g_1.bed_fm_2.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 1839bp; fragments: 492; full length: 0 (>=1655.1bp)
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No TE domain detected

After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_5_family_4221
 size: 912bp; fragments: 313; full length: 112 (>=820.8bp)
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No TE domain detected

Before TEtrimmer 912 bp
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Dotplot
(windowsize = 25, threshold = 50.00  10/10/25)

TE consensus after TEtrimmer (bp)

T
E

 c
on

se
ns

us
 b

ef
or

e 
T

E
tr

im
m

er
 (

bp
)

0 500 1000 1500
0

100

200

300

400

500

600

700

800

900


