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T CC T T T T CAAGT T CC T T CAAGT T T TGA T T A T CA T T T A T T A TGTGTGT T A TGT ACAGAGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCAC T C TGT A T A TGT TGT T T A T T A T A TGA T CCC TGT T AGT AGA T CCAC T ACAA T T T T - - - - -
- - - - - - AAACAGT A T T T T A T T A T T T AAAAA T T AGT - - - - - - - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T - - - - - - - - - T T T A T - GT CCGA T A TGCGGT T AA TGT CGACA T - - - - - - - -
T CAAA - - - - - - - - - T T T T AAGTGT C TGAGAAGGCC - - AA T A T A T A T T CC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A T A T A T A T A T A T AA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T
- - - - - - - - - - - - - AA T A T CAGA T A T AAAAA T AAA T - - - - A T AA T A T T A T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T - - - - - - - - - - - - - T AC - - - - - - - - - - TGT AC T AA TGT C T - A T T - - - - - - - -
T AAAAA T CA T A T - - T C T TGAAAC - - GGGAA T CA T A - - - - - - - CA T A T T T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCC - CCC TGT A T AC T T T A T T ACA - - - - - T CAAA T T T T T AGAGGAAA TGT T T CGAAACA - - - - -
- - - - - - - - - - - - GA T T T T AA T T T A TGTGT A T A T A T - - - - - - - - AA T A T ACA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T - - - - - - - - - - - CC T A T - - - ACA T T CCGC T AGAAAG - - - - - T A T AGC T TGC -
AA T AAGA T TGCG - - - - - - - AAC T T C - - - - - - - - - T - - A T T T TGT T - - TGT A T ACAAGGTGGGCCAC TGAACAC T T ACAGTGGT T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A TGT T CGGT CAGA T T - - AA T T T AAACAGCC T AAAAA T A T T T A T T T A T T T ACA T
GCAGCCA T CAA TGGA T T T CCACCACACGGACAAAA - - - - A T T A T AC T TGT A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T - - - - - - - - - - T T A T CCCA T CA T T AGGT AGAAAAA T CAAAGGGT T T A TG -
GA T AACGGA T A T - - - - - - - - - - T AGACACACAA T T - - CCA T T AGAACACAA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCGA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCAC T C TGT A T A T AAAAC T T T A - - - - - - - - - - - - - - - CA T T AAAA T T T AAAGGTGT CCA T T T
- - - - - - - - - - - - - - - T T T CAGT T T T A T AAAGT T T T - - - - - - - - T T T T A T AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AACGT AC T T - T TGT - - - A T - T T T T T T CAGAAA T - - - - - AA T - - - - - - - -
AAGA T T AC T CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T C T AA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T T AGT T AC - - - - - - - - - - - - - - - - - - - GT T A T AAA T ACCCCAACGAA TGT A T
- - - - T T ACGTGAAC T T T T TGA T AC TGAAAAC T AC T - - T A - - - - - - - - - - - - - - - - - - C TGGGCCAC TGAAAAC T T ACAA TGGC T A T T A T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A TG - - - - - - - - - - - - - - - AACAC TGGGGT ACA T AAA TGT T CCCA T CA T A T CGA
T A T TG - - - - - - - AC T T C T AAA T AACAAGA T TGA T T - - - - - - - - TGAA T ACA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGAAA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A TGCA T T AGT A TGAA T - - - - - - - - - - A T T AGAAA T - - - - - GA T - - - - - - - -
- - - - - - - - - - - - - - - - - T CAGACCCAC TGA T T A T - - - - - - - - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AAC T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T - - - - - - - - - - - T A T - - - - - - - - - - GT CAAAAA T CCCGCAAC - - - - - - - -
CAAGA - - - - - - - CA T T T T T A T ACCGAC T T A T T A T T - - - - - - - - - - - T T T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AAC T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AA T AAA T CGT T - T AA T - - - - - - - - - - T TGAAAAA T - - - - - AA T A T T T T T C -
GT AGC - - - - - - - GA T C T CGGT CAAAA T AAGTGAC T - - - - - - - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T TGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AA T A T AAA T AC - - - - - C TGA T CA T T T A TGGAA T A T AC T T AAAA - - - - - - - -
A T A T A T A T A T A T T A T A T A T A T A T A T A T A T A T AA T C - - GGCGC T AGT T T C T A T ACAGGGTGGGCCAC TGAAAACA T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T T T T AAGT T T T T AGTGGCCCACCC TGT A T AA - - - - - - - - - - - T A T C T T C T A T T C T T A T A T AAA T A T TGGT AAA T A T T TGT
T ACA T CA TGT AGCGT A T T AAAAACACGA T A T CA T T - - CA T T A T ACA T A T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AA - - - - - - - - - - - T ACCACA TGT A TGT T TGGT AAAGT CA T AAGACGT T CCA
AAAAA - - - - - - - A T T T C T AGGT T T CC T AAA T AAA T - - - - - - - - T A T AAA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAAAGT CCC T A - - AAA - - - GCGT T T T C TGAAAAA T T C T T TGA TGACGT T CA
T TGGG - - - - - - - AC T TGGGGGT A T AAACCA T AGC T - - C T AC TGA T T A T ACA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AAC T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAAA T T T CA T C - - - - - CAAGCCGT T T CGGAGGAC T AAGGT AAC - - - - - - - -
A T A T A T A T A T A T T A T A T A T A T A T A T A T A T A T A T A T - - T A T A T A T A T A T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACC T TGT A T A T A T A T A T A T A - - - - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - - - - -
- - - - - - - - - - - - - - - - - - - AGC T T CAGACGC T A TG - - T T AAAA T A T CCC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T AGT AAA T T T T CAGTGACCCACCC TGT A T A T T AAAA T A T T - - - - - T T C T CA T T T T AACGAAA T T T T T AC T AA T T T T T T T A
T AA T C T AC T T AAAAC T TGT T A T T T CC T ACAC T A T T - - - - - - GGC T CGC T AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGT T AAAA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A TGGAAACGT T T A T - - - - - - - - - - AA T A T AAAAGT T A T AGGGT T T T T AA
GAACGT T CC TGAAAC T T CA T AC T T A T A T TGT AA T T - - - - T T TGT ACC T C T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T C T T AAACCAA - - - - - - - - - - TGGT A T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAGCAAA T AA T - - - - - CAC T CGCAA T T T T AAAAAAGT T AAAA T T T CAGT T A
- - - - - - A T ACA T AGTGT T CGT T T T T AGTGCCGGT T - - - - - - - - - - AGTGT A T ACAGTGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A - - - - - - - - - - T C T A - - - - - - - - - - - A T CAAGAA - - - - - - GGT TGA T T T T A
T A T ACCGGGTGC T T T T T T T A T T T T T AGA T AAAAA T - - T TGGT A TGT T AGT A T ACAGTGTGGGCCAC TGAAAAC T T ACCA TGGC T A T AA T T T T CAAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AACA T AAC T T A - - - - - T T CC TGT T T T CCGGGAAA TGGC T ACAAC T T T T T AA
TGGAA TGCGTGTGGT A T CA T T C TGT TGGT A T CA T T TGA TGGC TGAGAA T AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T A T CCA T TGT AAGT T T T CAGTGGCCC - - CCCGT A T AA T AACA T CCGC T T A T - - - - - - - - - - CACAGAAACCGC T A TGT A T T - - - - -
TGCA T CACGTGT T A T C TGAA T T T T AAGAGA T AAA T T ACACGT T AGAC T T TGT ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T T A T T T T AAGAA - - - - - TGAC T T T T T T TGT AA T T T T C T T A T AA T A T A T T T T T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T CA T T AA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAAAAAC - - - - - - - - - TGCACGA T TGCCGAAAAA T - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - AC T T C T AAA T A TGGT T CAACACA T A T A T A T T A T ACAGGGTGGGCCAC T T ACAA T T AA T T T TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - A TGA T T AAAAA T T A T AACCA T TGT AAGT A T T CAGTGGCC T ACCC TGT A T AACA T ACAACA - - - - - - - - - - - - A T A T A T T AAAA T AA T T T T C T T AC - - - - -
T AAAA T T T CC T T - - - - - - - AAC T C T - - - - - - - - - - - - - - - - A T T T AC T C T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA T AGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCAC TGT AAGT T T T CAGTGGCCCACCC TGT A T A T C T CA T A T A T T T T AGTGTGT AAAGTGT AAAA T A TG - - - - - AAA T A T T AAC
T AAAA - GT A T AC T A T T T TGGGAGT CAC T AA T A T A T - - - - - - - - - - T C T T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAAC T AA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AA T T T T T AGA T A T T CCA T CA T T T ACGTGAAA - - - - - - T T A T - CC T CACAAC T T TGAAAA T A T T AGAA T T T TGT T AA
T AA T A - - - - - - - T C T T T T CA T T T T AAAGTGC T A T T - - - - - - T AC T T AGT AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - GGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCCCGT A T A TGACA T A TGA - - - - - C TGGTGAAAC TGA T TGAA T A T TGTGA T AA TGTGCA
- - - - - - - - - - - - - - - - - - - AACGT T AAACGT - - - - - - T - - - - - - - - - - - T A T A T AGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA TGT T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGT CA T TGT AAGT T T T CAGT AGCCCACCC TGT A T A - - - - - - - - - - - - - - - T A T A T CGT CA T T CAAAAA T AA TGTGA TGT A T C T AA
- - - - - - - - - - - - - - - - - - - AA T C T T AGAAA T A T A T - - C T T T A T T T C T AAAA T ACGAGGTGGGT T AC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T T T T T CAGAG - - - - - AAAACGGT T ACA T AAACAGAC T T CGC T A T T - - - - -
T T AAC - - - - - - - A TGT A T CAACA T T A TGT AC TGT A - - - - - - CA T A T A TGT A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AAA T AAA TG - - T A T - - - - - - - - - - T CGAGAAA T A T AAGAAAAC T T T CAG
- - - - - - - - - - - - - - - - - - - A T T T CCGGAAA TGAAC - - GA T T ACA T T CCCCA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AA T T A T ACA T A T T CACCAAA T CGT T T T T T ACAAGT T T T T TGA T T T T - - - - -
T ACA T TGCAAACAA T CC TGC TGT T AAAACA T AACA - - GGT T T T T A T AAGT A T ACAGGGT AGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT ACGT T T T CAGTGGCCCACC T TGT AAA T TGT AGT CAC T T T T A - - - - T CAC T T CA TGAAGCGT CGGT T AGGT T AGCAG
T ACCA T A TGAAA TGT C T TGCA T C T T AAA TGGAA T T T AAAACACGAGGCC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGGCA T TGT AAGT T T T CAGTGACCCACCC TGT A T AGA - - AGT AGA - - - - - CAGA TGA T A T T AAGAGAGTGGC TGGAAAC T T T CAA
CGAAACGCGGGT TGT T T TGAGT C T T A T AAA T T A T C - - AAGT A T AAAA T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T ACGT T T T T TGT CGGT T CCGTGTGG - - - - - - - - - - - - - T T T AAACACA - - - - - AAAGA T T T - - - AAAGAAC T A T T T ACAAAC T - - - - -
CA T ACC T T AAA T AC T CC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAGTGTGGGCCAC TGAAAAC T T ACAA TGGC T AAAA T T T T T AAAC T AA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T CCCGT AAAGT T T A - - - - - - - - - - - ACAAAGAA T T TGC T AAGTGC T ACCG
TGT T A T A T T T T T T AGCCC T A T T T T CA TGAA T T T T T - - - - T AGCAAGC TGT A T AGAGGGTGGGCCAC TGAAAAC T T ACAACGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCGT T T T AAGT T T T CAGTGGCCCACCC TGT A T AA T T A T A T CAA - T T A - AAC T CAGT T T T T T A T AAAC T T T AGT A T T TGGC T AA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T T AAA T A T - - - - T A - - - - - - - - - - - T C T AA T AA T - - - - - AAA - - - - - - - -
T AGACAACGAA T AA T AC T AAA T T T TGT A TGT AA T T - - - - - - - - - - - - T ACA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACAC TGT A T A T T AGCAGGT A - - - - - T T T T T C TGGCC T T AGT AACC T TGAGA T T A T - - - - -
T AA T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC T T T AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T TGGAA T A T A T T T A T A T TGGCA T T AGGT AAAAA TGCGAGT AA - - - - - - - -
TGAAGAGC T T T T AGT CCC TGGT TGCGT AGA T CGAC TGC T A T AGAAA T T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T T AGAA T C T T T T T CGGAAAA T TGT T AGT AAACACCC T ACAAGGCCC T T A T
A T A TGT AAC T A - CA T AC T T AA T ACAA TGA T T T A T T - - GT T T T A T T AAAA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AACCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A TGAAAGT AAA - - - - - - - - - - - - - - - AGGAGT AA T T A T TGCACA T T T T T A T
T T AAACA T C TGCCA TGGT T AGCGAAACGCGTGT T T - - AAAA T TGT AAAA T A T ACACAGT AGGACAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCAA T TGT AAGT T T T CAGTGGC T CGCCC TGT A T A T T TGTGAA T T T T TGT - - - - - - - - - - TGT AA T AA T A TGGAAA T AAA TGAAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T AA T T - - GC T CGGC T C T A T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAGC T CAGAGT T T CA TGT TGTGT AA T CGAAAA T AAA T AAAGACAA TGGAAG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAAGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T C T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A TGT T T C T T T T - - - - - GA T C T ACCA T CCC TGAAA T A T T TGCAC T T A T T T AA
T CCCA T TGT TGT - - - - - - - AGGT T TGTGCA T AAA T - - - - - - - - - - - - AA T A T ACAGGGTGGGCCAC TGAAAAC T TGCAA TGGC T A T AAA T T T T A T ACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A TGT A TGGCAGAC - - - - - TGAGT AAA T T T A T AGAAC T T T A T CGAAGT T - - - - -
AGGAGT AGGGT T T A TGT T T AGC T T T AGGGA TGAGT - - CA TGGAACACAA T A T A T AGGGTGAGCCAC TGAAAAC T T ACAA TGGC T A T AAGT T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA - - - - - - - - - - T A T AAGT T T T CAGTGGCCCACCC TGT A T AAA TGA TGT CA T T T A T - - - - - - - - - - AA T CAA TGT T T T T T CA TGT C - - - - -
AAAAC T T TGA T T - - - - - - - - - T A T T A TGGACAAC T TGA T CAAGAAAACC T ACACAGGA TGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AGC T T T T T A T T - - - - - C T TGT AA T T AAACGAA T AGAC T CCA T T A T T TGT AA
T A T AA T A T T T CGCCA T A T CGT C T T CAAGAGT TGT T - - GCAAAAGC T T A T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T TGACAGGA T - - - - - GC T C T AGT AACCAGT AAA T T T T CC TGT AC T T T AA T
A T A T A T A T A T A T T A T A T A T A T A T A T A T A T A T A T A T T A T T AGT T A T A TGC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGAC T A T AA TGT T T AAAC T AA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AC TGT A T A TGC - - - - - AAA T T CC T C T C T CGAAAACA T TGC T T AC T AC T CA T
TGGTGTGGA T T CAA T T T T AAAA T C T ACAGGAA T T T T T - - - - - - - A TGT A T A T ACAGGGTGGGCCAC TGCAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T - - - - - - - - - - - - - - - - AA T A T T AC T T T A T T T T TGTGCAAA T A T T T T T AA
GAAAA T A T T T T C - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T A T T T T A T T A T ACAGGGTGGGCCA T TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - T TGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T T A T T T T CAGTG - - - - - GGGACGGT T T TGCGGCAGT AGT AA T A T - - - - - - - -
- - - - - - - - - - - - AA T A T T CGAGT A T ACA T A T T AC T - - - - - - - - T T T AAA T T T T T AGGGTGGGCC T C TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - T AGT T T AAGAA T T A T AGCCA T TGGAAGT T T T CAGTGGCCCACCC TGT A T AGAAAA T A - - - - - - - - - - - - - - - - - - T A T CAAAA TGT TGT T A T A T T T AA T T
T ACA T TGCAAACAA T CC TGC TGT T AAAACA T AACA - - GGT T T T T A T AGGT A T ACAGGGT AGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T TGT AGT CAC T T T T AC T T C T CAC T T CA TGAAGCGT CGGT T AGGT T AGCAG
AAAAC T T TGA T T - - - - - - - - - T A T T A TGGACAAC T TGA T CAAGAAAACC T ACACAGGA TGGGCCAC TGAAAA - T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGG - T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AGC T T T T T A T T - - - - - C T TGT AA T T AAACGAA T AGAC T CCA T T A T T TGT AA
T T T T T AA T ACGT T A T C T C T AAA T T TGAA T A T T T T T - - A T T T T T A T T T AAGA T ACAGGGT AGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T T AGTGGCCCACCC TGT A T A T T AGTGT TGC - - - - - - - - - - - - - - - TGGAAACA T T C T AAAA T A T T T T TGA
CAAAAA T T T T C T - - - - - - - AA T C TGGAAAA T A T T T - - AA T T CAC TGA T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - - - - - - - AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T - - - - - - - - - - - C T T T T T C T C TGT C TGT CCAGAGGT T T T CGT C T A T T T T CC T
GGGAGAA T CGAA T AC T CAA T ACC T TGAAAACAGT T T AGAGGT A T AAAAAAA T ACAGGGTGGGCCAC TGAAAAC T T ACA - - GGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGC T CACCC TGT A T A T T AAAAACGT - - - - - AAAA T A T T T T T C T AGGAGT A T A T TGGCCAAA T T C T
T AGCA T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AACCAAA - - - - - - - - - - TGGT T T AAAAAA T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A TGT - - - AGA T ACC T T A T CGC T T CCGGT A T AGAAAA TGT T CAAAGA T A T T AA T
AAAGTGT CAAA T - - - - - - - - - - T CGA T A T A T AA T T - - T T T AAA T C T T C T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T - - - - - - TGT T CAGTGGCCCACCC TGT A T T A T T TGGAACG - - - - - AGT ACC T A T T TGT AAAGGT C T CCAAA T T TGT AAAA
- - - - - - - - - - - - - - - - - - - AAC TGCAAA T A T - - - - - - T T C T AGGGA TGGT A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TG - - - - - - - - - - - - - - - - - - - T A T T T CGA T CCACAGGAACAACACG - - - - - T T T T T
TGAAGAGTGT TGGGT T C T AAA T CC T AAAAGT AAAA T ACAACAGCAGCGA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T - - T AAGT T T T CAGTGGCCCACCC TGT A TGA T A T C TGAGA - - - - - T AGA T T AGA T T T T TGAGGTGAC T ACA T T T T A T TGG
GCAGAA T CAGGT AA T CGTGAACGT AGC T T A T AA TG - - AA T A TGT AAC T ACA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA - - - - T T AACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A TGT AA TGAC T T A T - - - - - - - - - - T C T AA T AC T A T T T T AA T A T T ACA TG
T AAA T T CGC T CC T T T T CGAAA T T T CGGAGA T AA T A - - - T AAC T T C T A T A T A T ACAGGGTGGGCCGC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGAAAGT T T T CAGTGGCC T ACCC TGT A T AAA T AA T T T C T - - - - - AAC T CGC T A TGGAAAAAA T A T TGT T T T A T A T AGGA
T A TGT - - - - - - - T T T T CGAAAA T AAAAACA T AA T T T AAAA T T C TGT T A TG - - - - - - AA T AGA T TGA - - ACAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AGGT T T T CAGTGGCCC - CCC TGT A T AA T T T A T A TGGT C T A T - - - - - - - - - - A T AAAAAAAAC TGT AAC T T T C TGT A
CAAAA T A T - - - - - - - - - - - - - - - - - - T AAA T T A T T - - GT AACGAC T T AA T A T ACAGGGTGGGCCAC TGA T AAC T TGCAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAA T T T T CAGTGGCC T ACCC TGT A T A - - - - - - - - - - T T CGT T T T A T T T AA T C T T CGACA T A T AAGAA T AC T T T T AA
T AAAA TGGA T A - AGT T T T AAAA T T AACCAGT AA T T - - - - - - - - T TGAAAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AA T A T A T TGCC T A T A T - - AGT CAA T C T AAAAAAA T - - - - - GA T - - - - - - - -
TGGGT T TGACC TGA T T ACAA T T CCCAGCCGT C T T T - - C T T T T T T T T AA T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T AA TGT T T AAAC T T A - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT C T A T T A T T T TGA T - T T A T - - - - - - - - - - CA T CGAAC TGT T AAAACGGAC T CGT
- - - - - - - - - - - - AA T A T T CGAGT A T ACA T A T T AC T - - - - - - - - T T T AAA T T T T T AGGGTGGGCC T C TGAAACC T T ACAA TGGC T A T AA T T T T T T AAACCA - - - - - - - - - - T AGT T T AAGAA T T A T AGCCA T TGGAAG - T T T CAGTGGCCCACCC TGT A T AGAAAA T A - - - - - - - - - - - - - - - - - - T A T CAAAA TGT TGT T A T A T T T AA T T
- - - - - - - - - - - - - - - - - - - AA T T CCGGAAGT AGA T - - TGA T T ACAGTGA T AAACAGGGTGGGCCAC TGAAAAC T T T CAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T A T CAGTGGCCCAA T T T A T A TGGT T T TGAAAC - - - - - T ACGGCAA T TGC TGAAGC T C TGCAAAC T T T C T T AA
GACA T T A TGAGC T A T T T T AA T A T T T AAAAACAGGT T A - - - - - - T CACCC T A T ACAGGGTGGGCCAA TGAAAAC T T ACAA TGGC T - - - A T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCC T ACCC TGT A T - - - - - - - - - - A - - - - - - - - - - - - - - - - - - - - TGA T C T A T CGA T A T T T A T T A
AAAAA T A T A T AA T A T T T A T AACA T CA T ACGC T AC T TGTGACAAGT AGT AAA T AAAAGCAAAAA T AC TGAAAAC T T ACAA TGGC T A T AA T T T T AAAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AACCA T TGT AAGT T T T T AGTGGCCCACCC TGT A TGT TGT AGAAAG - - - - - TGT AGT C T T T C T T AAAGCCC TGAGAC TGT A T A T AA
T AAGT T A TGTGA - - - - - T TGA T A T T - - AGGT CGC T T A T AGT AGAAGT A T T A T ACAGGGTGGGCCAC TGAAAAC T T A T - - - - T T T A T T A T T A T T - - - - - - A - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGT CCACCC TGT A T A T - - - - - - - - - - - - - - T T T AAGAGAA T AAAA T T C T T T C T T CA T T T T T T AGA
CCGGA T A T CAGG - - - - - - - - - - - - - AAAAGT A T T T T AGT A T AA T A T A T A T A T ACAGGGTGAGCCAGTGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGC T A T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T T AA T CGT TG - - - - - AGCA TGT AGGTGGGAAGGAA T CACGT T T T T - - - - -
- - - - - - - - - - - - - - - - - - - T AC T C T AAA T ACAAAA T A T TGAAAAAA T AA T A T ACAGGGTGAGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CA T TGGCCCACCC TGT A T AG - - - - - - - - - - - - - - T AAAA TGACAAAGAAAAA T T A T T T T A T A T - T T TGG
T ACAACA T A T ACAAA T A T AGCA T C T AACAACAAA T - - T T AA T A T C T C T T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGGCA T T AAAAGT T T AC T ACACAGT A - - - - - - - - - T AAC T AA T T T - - - - - AA T ACC T A T AGT T A T AAAC T TGCACGT AGT T T CAC
T AAAAAAAA T T TGAA T T CAGC T T CGAAAAA T A T AA - - AAAGT AGA T A T A T ACC T AA T ACAGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T C T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T ACAGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T ACGTGT T ACGT T ACA TGGGTGAGT C TGAAA T AAGTGCCAA T A T A T A T AA T T
- - - - - - - - - - - - TGC T T T T AAC T A T AAGAGC T C T C - - C TGT AGA T T T C T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - T AGT A T AAGAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAAAGC T AG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T ACAAAA T AA T T A T T C T AA T A T T T T AAACAAAA T T T AAAA - - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAA T T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A T T C T T AA T - - - - - AA T T TGA T A T T AAAA T AA T A T T - - - - - - - - T T T AG
- - - - - - - - - - - - AA T T T T A TGA T T T AA T AA T AAA T - - T AAAAGAACAACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAGT T A T AGCCA T TGT AAA T T T T CAGTGGCCCACCC TGT A T A T AAAGAA T AA - - - - - - - - - - - - - - - A TGAAAA T T T CC T A T A T A T T T T C T T
TGAAAAA T A T ACAA T T TGAAAGT T AAAA TGT A T T T TGA T T T AA T AAGGA TGT ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T C T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AGT C T T CA T T - - - - - - CGT A T T T T T T A T T AAACGTGC T ACA T T T T C T T T AA
TGAC T TGCGT T TGA T T T CAAAAA T TGCA T A - - - T T T AA T T A T TGAAGGA T A T ACAGGGTGGGCCAC TGAAAAC T T A - AA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T T A - AAGT T T T CAGTGGCCCACCC TGT AGA T CC T T CAA T A - - - - - GAAGT T T CAC T T CAAA T A TGCGCACA TGGT T T T TG
CAAACCA T AAGAGA T A T T AAAA T T AAGGGA T AAC T T AAAA T CCCGT T T A T A T ACAGGGTGGACCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - T TGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGT A T AACCC TGT A T ACA TGT T TGT T - - - - - AGT C T T C TGT T AAAC T AC T A T T T T AA T AA T T C T AG
T A T AC T ACA T ACAGT T T T A T A T T C T AGGAGC T ACA - - C T AC TGCCGGAC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGT AGCCCACCC TGT A T ACGAAA T AC - - - - - - - - - - - - - - - - - CA T A TGAA T A TGAGAAA T A T T T T A T
CA T AA T A TGA T T - - - - - - - - - - - - - A T AAA TGA T T - - A TGGTGT CAA T T AA T ACAGAGTGGGCCAC TGAACAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - - - GGT T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAA T T A T AAAC T T AA T - - - - T T TGA T T A T CG - T ACA T AAAACCA T T CC T AA
GAAAA T C T AC T A T A T T TGAA T T TGT T TGTGT AA T T - - T A T A T C TGT AC T AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCC T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AAAA T CC T T - - - - - A T CACGA T T C TGC T CAAACCAC T CAACGT AAGAAG
- - - - - - - - - - - - - - - - - - - - - - - A TGTGT A T A T T T - - - - - - T AAAAA TGT A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAGAA T T A T AGAAA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AGT AAACCA T T T A T T CAGAAGCAC TGGAAAAAA - - - - - AA TGAAG - - - -
- - - - - - - - - - - - - - - - - - - A T T - - - - - - - - - - - - - T AA TGGACACGGT T T A T ACAGGGTGGGCCAC TGAAAA T T T ACAA TGGC T A T AA TGT T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAC TGGCCCACCC T A TGAGAAAC - - - - - - - - - - - - - - - - - - - T T T AGAAAAA T AA T TGT A TGAA - - - - -
A T A T A T A T A T A T T A T A T A T A T A T A T A T A T A T A T A T - - T A T A T A T A T A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T TGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A T A T A T A T A - - - - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - - - - -
T T AGT CACA TGA T A T T T T AAGAAACAAAAA T AAA T T AA T T A T A T A T A T A T A T ACAGGGTGGGCCAC TGAAAACC T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGC T T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T ACACAGT T AAACAC T T CAAAA T A T T C T AA T AAGGT TGGGA TGAGT T T T T
GAGGT AAAGGT T AA T A T CAAGT T T CGAAAA T AAGT - - - - - - A T AAA TGT T A T ACAGGGTGGACCAC TGAAAA T T T ACAA TGGC T A T AA T T T T T AAACCAA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCA T CC T A TGT C T AA T T C T ACA - - - - - T ACA T T T A T TGGCAAGT C T T T ACAGAGAA T T T TGG
T A T A T AA TGGT C - - - - - - - AAA T T AGT AAA T T AGT - - T TGACGT AGT AGT A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC TGT AA T T T T T AAACCAA - - - - - - - - - - T AAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T A T A T A T A - - - - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T C - - - - -
T A TGA T ACA T T T - - - - - - - A T T CC T T T AAACGGT T - - AGCAGAA T AA T AAA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T A T ACCAA - - - - - - - - - - T TGT T T AAAAA T T A T AGCCA T TGT AAGT T T T T AGTGGCCCGCCC TGTGT AA T AAAA TGT T - - - - - T C TGA T T A T T TGTGGTGT T AC T CGTGTGT T - - - - -
AAAACAACAAA T CACGT C T ACCC T ACA T CA T AGT T - - T T ACA T T T T T T AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A T AAAAC T A - - - - - - - - - - - - - - - CA TGAAAA T T T T AAGGTGCC T A T TG
- - - - - - - - - - - - AGA T - - - - - - - - - - - - - - - - - - - - - - GT C T T T A T AAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGC T CACCC TGT A T - - - - - - - - - - - - - - - - - T CA T C T T T T CA TGAAA T T T TGACGACGT T T CCAA
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TE: rnd_5_family_3946.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 2359bp; fragments: 3530; full length: 41 (>=2123.1bp)
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After TEtrimmer 2359 bp
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TE: rnd_5_family_3946.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 2659bp; fragments: 3531; full length: 0 (>=2393.1bp)
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After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_5_family_3946
 size: 2347bp; fragments: 3595; full length: 40 (>=2112.3bp)
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