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A T - - - - - - - - - - - - - - - - AAA T ACAAA T A T AAGC T CCCGCC TGC T AA - - C T T AGCGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGT T T TGGGT AA T T T T AGT T CA T A T T AA T T AGGT T T ACCAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGT CAC TGCCACA T
CAGA T CAGA T T T A T AGA T T CA TGT AGC T TGT AGC T T - - - - - - - - - - - - - GT AAGTGAGAGTGCCCACCAAAA TGACGT AGCA T C TGACGTGGCACGTGA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T A T AAC TGC T AACAAA T A T T CA T CC T C TGAGGACAACA TGT T T ACGCCAC TGCCACA T
- - AA T AGCGAAC T T T C T A T A T CA T ACA T T AAAAGT T T T C T A T AGA - - AGC T AAGTGAGAGTGCCCACCAAAGTGAC T T AGCA T C TGACGTGGCACGTGA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T A T AAC TGC T AACAAA T A T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
AAA T T TGAACA TGT AAAAC T TGA T AAA T AGGGAAGT T A T T CA T AC - - - - T T T AGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T - - - - - - T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T T A T CC T C TGAGT ACGACA TGT T T ACGCCAC TGCCACA T
CAAAC T AAC T T TGAGCACAACAGGAGC T T A T TGCAGT AGGT C T T T AAAA TGT AGTGAGAGCGCCCACCAAAGT AACGT AA T A T C TGACGTGGCACGT AA T - - - - - - - - - - - - TGCA T CGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGGCGACA TGT T T ACGCCAC TGT CACA T
ACAGAGA T A T T C - - - - - - T CCC T CAGT T T - - - - - - - - - - - - - - - - - - - - CCAAGTGAGAGTGCCCACCAAAGTGACA T AGCA T C TGACGTGGCACGTGA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T A T AAC TGC T AACAAA T A T T CA T CC T C TGACGACGACA TGT T T AAGCCAC TGCCACA T
- - - T C TGAGAC TGT T T AC - - - - - - AGT T C T CCA T C T CCGA T A T CA - - - - C T T AGTGAGAACGCCCACCAA TGT AACGT AGCA T C TGA TGTGGCACGT AA T - - - - - - - - - - A T AGAGACGC T T TGGA T AC T T T TGGC T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T TGA T CC T C TGAGGACGACA TGT T T A T T ACAC TGCCACA T
T A - GCCGTGT TGGT - - - - - - - - GCAACGTGA T A TGC T ACGT CAC T - - - - - - - - - - GACAGCGCCCACCAAAGT CACC T AGAA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCAACGC T T TGGT T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACA T A T C T T T A T CC T C TGAGGACGA T A TGT T T ACGCCAC TGCCACA T
AA - GA T AAA T T TG - - - - - - - - - GCAACGT CGGT T T TGGCAGCGAA - - - - GCAAGT T AAAGTGCCCACCAAAGT AACGT AGCA T CGGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC T T C T AACAAA T C T T CA T CC T C TGAGAACGACA TGT T T ACGCCAC TGT CACA T
CA - GCCA TGT A TGT A - - - - TGTGCAACGT CA T A TGC T ACGT CAC T AAAGA T AAC TGAGAGCGCCCAC T AAAGTGA TGT AGCA T T TGACGTGGC - - - - - - - - - - - - - - - - - A T ACCGAC T CGT TGGA T AA T T T TGC T T CA T A T TGA T T AGGT T T A T AAC TGC T AA T AAA T C T T CGT CC T C TGAGGACGACA T A T T T ACGCCAC TGCCAC T T
T CA - C T AAGT C T T T T TGA - - - - - - GA T T T AAGT C T T T T T A T AAAA - - - - GT T AGTGAGAGTGCCCACCAAAGT AACGT AGC T T C T CACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGT T T TGAA T AA T T T TGGT T CA T A T T AA T T AGGT T T AGAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T A TGCAAC TGCCACA T
A T AGC T A T AC - - - - - - - - - - - - - - AAA T T A T T A T T A T TGT T A T CA - - - - T T AACAA T AAGTGACCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CGT A T T AA T T AGGT T T ACAAC TGC T AACGAAGA T T T A T C T T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
T A T A T - - T AAA T T A T CGA T C T CGT TGA T T A T TGGT T TGAAA T AAA - - A T C T AAGTGAGAGTGCCCACCAAAGT AACGT AGCA T C TGACGTGGCACGTGA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T A T TGGT T AA T A T T AA T T AGGT T T A T AAC TGC T AACAAA T A T T CA T CC T T TGAGGACGACA TGT T T ACGCCAC TGCCACA T
AAA - - - - GACAC T T TGAA T T CCA TGAC T T ACGA T T T T A - - - - - - - AAGA T T A - GT T AGAGCGCCCACCGAAGTGACGT AGCA T C T T ACGTGGCACGT AA T - - - - - - - - - - A T AGCAACGC T T TGGA T AA T T T TGGC T CA T A T T AA T T AGGT T T ACAAC T AC T AACAAA T C T T CA T CC T C TGAGGACGACA T A T T T ACGCCAC TGCCACA T
AAAGT CAGAAGT - - - - - - T T A T ACAAA T T - - - - - - - - - - - - - - - - - - - - C T AAGTGAGAC TGCCCACCAAAGTGACGT AGCA T C TGACGTGGCAAGTGA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T A T AAC TGC T AACAAA T A T T CA T CC T C T - - - GACGCGC TGT T T ACGCCAC TGCCACA T
- - - A T T AGA T T T C T CGAA T A T CGT AAA T T T A T CCGT T AC - - - - - - - - - - C T AAGTGAGAGCGCCCACCAAAGTGACGTGGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCAACAC T T TGGA T AC T T T TGGT T CA T A T T AA T T AGGT T T - - - - - TGC T AACAAA T C T T CCAAC T T TGCGGACGACA TGT T T ACGCCAC TGCCACA T
- - - AC T AAACGT A T A TG - AAGT CCAAA T CGT CC T T CA T T T T T ACCAAAAC T AAGTGAGAGCGCCCA T CAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T A TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGCCAACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
AAAGGTGCAAA T A T C T T AGA T T A T AAGT T A T T A T A T T T A T T T T T T - - - - C T AAGTGAGAGCGCCCACCAA TGT AACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGA T AACAAACC T T CA T CC T C TGAGGGCGACA TGT T T ACGCCAC TGCCACA T
AAAGGTGCAAA T A T C T T AGA T T A T AAGT T A T T A T A T T T A T T T T T T - - - - C T AAGTGAGAGCGCC - ACCAA TGT AACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T - ACAAC TGA T AACAAACC T T CA T CC T C TGAGGGCGACA TGT T T ACGCCAC TGCCACA T
- - AGCAACGT T T T T A TGT T C T C T T TGT T CAGT ACA T T A T AAACGC - - AA T AAAGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACA T AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CGT A T TGA T T AGA T T T T CAAC TGC T AACAAA T C T T CA T CC T CCGAGAACGA T A TGT T T AAGCCAC TGCAACAA
- - - - - - - - - - - - - - - - - - ACGCGT A TGT T A T T AGGTGAGCGCCCA - - - - AAAAAAAAGAGCGCCCACCAAAA TGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGT T T TGGA T AA T T T T TGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CA T C TGAGGACGACA T A T T T ACACCAC TGCCACA T
GCAGT CGGA T A T C TGT AGC T CC T AGAA T AACAAAC T TG - - - - - - - GAAA T T A - GTGAGAGCGCCCACCAAAGTGAC - - - - - - - - TGACGTGGCACGT AA T - - - - - - - - - - A T AGCAACGC T T TGT A T AA T T T TGGT T T A T A T T AA T T AGGT T T ACAAC TGC T A T CAAA T C T T CA T CC T C T AACGACGACA TGT T T ACGCCAC TGCCACA T
GAA - - - - - - - - - - - - T A T A T AGGAAAA T TGA T T T A T TG - - - - - - - - - CA T T T AGTGAGAGCGCCCAC T AAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGTGACGC T T TGGAGA - - - T A T A T T AA T T T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CAGCC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
T CAA T T CAAC T T A T ACAA - - - AAAAAA T AGA T A T A - - - - - - - - - - - - ACC T AAGTGAGAGCCCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACGAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACGTGT T T ACGCCAC TGCCACA T
A T - - T TGA T T T A T TGTGA - - - - - - - - T C TGC T A T T TGA T AAA T CACAAAC T AA T T T TGAGC T CCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCAACGC T T TGGGT AA T T T TGGC T CA T A T T AA T T AGGT T T A T AAC TGC T AA T AAA T C T T CA T CC T C TGAGGACGACA TGT T T ACCCCCC TGCCACA T
GA - C T AAGGAGTGT C T AAAGAAAAAGTGCAA TGT ACCAGGT ACC T - - - - T T T AGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T T TGA T AA T T T T AGT T CA T A T T AA T T ACGT T T ACAAC TGC T AACAAA T C T T CA T CC T A TGAGGACGACA TGT T T ACGCCAC TGCCACA T
AAAACCA T AA T T - - - - - - - - - - GGAAA T CGT TGAA T AAGC TGAGA - - - - T T AAGT AAGAGCGACAACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACCC T T TGGA T AA T T T TGGC T CA T A T T T A T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC - - - - AGGACGACA TGT T T ACGCCAC TGCCACA T
- - AACAAGAAGT T T T T T C T CAAACGACCCGT TGCC T T AC TGT ACAACAAC T T AGTGA T AGCGCCCACCAAAA TGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGA TGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGGC T ACA TGT T T ACGCCAC TGT CACA T
- - - A T T AGGC T T T T AC TGCACA T T AACAGT AGA T AC T A T A T TGCA - - - - A T T AGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGACACGT AA T - - - - - - - - - - A T AGCGACGC T T T T CA T AA T T T TGGT T T A T A T T AA T T AGGT T T ACAAC TGC T AACAAA T CGT CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
- - - T T T ACA TGT T TGAGGGACCGT A T ACCGT TGT T C T C T A T - - - - - - - - GT AAGTGAGAGCGCCCAC T AAAGTGACGT AGC T T C TGACGTGGCACA T AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T CGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCCC TGCCACA T
AAAAAA T AA T A T T T ACAGC TGTGT AAGT TGA TGT T T C T T T T CACCCAAAGT T AGTGTGAGCGCGCACCAACGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T T TGT T CA T A T T AA T T AGGT T T A T AAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGT CAC TGCCACGT
- - A - - - - - - - - - - - - - - - CGCA T ACAA T C T ACA T T T - ACA T AA T A - - - - C T T AGTGAGAGCGCCCACCAAAGT AACGT AGCA T C TGACGTGACACGT AA T - - - - - - - - - - A T AGTGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T T A T CC T C TGAGGA TGACA TGT T T ACGCCAC TGCGACA T
A T - A TGACC T A T A TGAGGA T ACAAGAA T TGT CA T T T T A T T T C T - - - - - - A T T AGTGAGAA TGCCCACCAAAGTGACGT AGCA T C TGACGT AGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACCAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
AGAGT ACAAC T T A T C T AGAACAAGAAA T AGCCA T C T T A T C TGA T A - - A - T - - - GTGAAAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T T T CA T AA T T T TGGT T CA T A T T AA T T AGGT T T A T AAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
CCAGCCACGT A T T CGTGGGA T CGGAA T T AAAGA T A T T - - - - - - - - - - - - T T AAGCGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - GT AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAC T C T CCA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
ACAA T T AAA T T T T AGCAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT T AGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGT AGCACGT A T T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CGT A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACACGT T T ACGC T AC TGCCACA T
- - AGGT A TGT T T T T T T T C TGT CAAAAGT TGA T A T A TGA T A TGT - C - - - - C T AAGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGT T AA T T A TGGT T CA T A T T A T T T AGGT T T ACAA T TGC T AACAAA T C T T CA T CC T C TGAGGAC - - - A TGT T T ACGCCAC TGCC T CA T
AAAA T AGAAC T T C T AA T AGAA T AAAAA T AAGT T T A T TGGACACAA - - - - T T TGGT T AGTGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGA T T T ACAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT T ACGCCAC TGCCACA T
C T A T A TGGGT A T T T CCCAA T C T ACAAAA T AAAA T AGT TGT T T T T T - - - - GT T AGTGAGAGCGCCCACCAAAGTGACGCAACA T C T TGCGTGGCACGT AA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT AACAAA T C T T CA T CC T C TGAGGA TGACA TGT T T ACGCCAC TGCCACA T
- - - - - T A T A TGT A T A T A - A T AAC T AGC T T C T AC T T CCCAC T AGT C - - AAC T AAGTGAGAGCACCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T T A T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T CCGCCAC TGCCACA T
- - - - - TGCAGT T T T A T A TGGAGC TGGGT T A TGT TGT C T T T T T C T T AAAAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGA T AA T T T AGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T T A T C TGAGGACGACA TGT T T ACGT CAC TGCCCCA T
CAG - - - - - - - - - - - - - - - CA T AA T AAAACAAGA T AC T A T T A TGT C - - - - C T T AGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGA TGC T T TGGA T AA T T T TGGT T CA T A T AA T T - - GGT T T T CAAC TGC T AACAAA T C T T CA T CC T C T - - - GAGGACA TGT T T ACGCCAC TGCCACA T
- - A - - - - - - - - - - - - - - - CCCA T ACGA T C T ACA T T T - ACA T AA T A - - - - C T T AGTGAGAGCGCCCACCAAAA T AACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T A TGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACACCAC TGCGACA T
T T TGA T T T A T T T T T AAA T TGT CA T AAA T T A T AGT T T T A T T T T T T T - - AGGT AAGT AAGAGCGCCCACCAAAGTGA TGT AGCA T C TGACGTGGCACA T AA T - - - - - - - - - - A T AGCGACGA T T TGGA T AA T T T TGGT T CA T A T T AA T - - - - - - - AAAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGA - - - - - - - - - - - - - - - - - - - - - -
- - - A T T AAACAAGT T CAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C T T AGTGAGAGCGC T CACCAAAA TGA TGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGT AGCGC T T T AGA T AA T T T T AGT T CACA T T AA T T AGGT T T AAAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
G - - - - - - - - - - - - - - - - - - T C T A T AAC T AGT T A T T T TG - - - - - - - - - GAC T AAGTGAGAGCGCCCACCAAAGTGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AGCGACGC T T TGGA T AGT T T TGGT T CA T A T T AA T T AGGT T T ACAA T TGC T AACAAA T C T T C - - - C T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
C T AAC T A TGT A T T TGT AAAGCGGT AAA T AAAAACA T TGAC T C T T T - - - - T T T AGAGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGAAAC T T TGAA T T A T T T TGGT T CA T A T T AA T T AGGA T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA T C - - - - - - - - - - - - - - - - - -
GAAA T T CAAA T T T T AAC T - - - - - - - - GT T CAAA T A T TGG - - - - - - - - AAC T T AGTGAGAGCAACCACCAAAGTGACGT AGCA T C TGACGTGGCACA T AA T - - - - - - - - - - A T AGCGACAC T A TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACCAC TGC T AACAAA T C T T CA T CCCAGC - - - - - - - - - - - - - - - C T T CAAAGCCACA T
T A - T T TGT ACA T A T A T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C T T AGTGAGAGCGCCCACCAAAGTGA TGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGTGACGC T T TGGA T AA T T T TGGGT CA T A T T AA T T AGA T T T ACGAC TGC T AACAAA T C T T CA T CC T C T - - - GAGGACA T A T T T ACGCCAC TGCCACA T
T C - - CAGC T T T T T T A T AAAACAGT AA T T T T TGGT T T T C T T T A T T ACAAA T T AAGTGAGAGCGCCCACCAAAGT A T CGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T A T AGGAA TGCCACA T
T AA T ACACAC T T T T C T TGT AA TGT A TGT AAAA TGT T T ACC T T A T T - - - - - - - - - - - - - - - - - - - CACCAAAGTGA TGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGTGACGC T T TGGA T AA T T T TGGGT CA T A T T AA T T AGA T T T ACAAC TGC T AACAAA T C T T CA T CCCC TGAG - - - GACA TGT T T ACGCCAC TGCCACA T
T CAGT T AAGT CAGT - - AAGAA T T CAA T T T AAGT AC T T T T T T AAC - - - - - GT T AGTGAGAGCGCCCACCAAAGT AAAGT AGCA T C TGACGTGGCACA T AA T - - - - - - - - - - ACAGCGACGC T T TGGGT AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAA - T C T T CA T CCCC TGAGGACGACA TGT T T ACGCCAC TGCCACA T
- - A - - - - - - - - - - - - - - - T T T TGAGT A T T CGCGT T T CACACAGCA - - - - - T T AGTGAGAGCGCCCACCA T AGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGA T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAA TGC T AACAAA T C T T CA T CC T C TGACGA TGACA TGT T T ACGCCAC TGCCACA T
GC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAA T TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
AAA T T C T AGCC T T TGT T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T AGTGAGAGT ACCC T CCAAAGTGACGT AGCA T C TGACGT AGCACGT AA T - - - - - - - - - - A T AGCAACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T AC T A T TGT T AAAGAGT T T T AAA T T T T TGAAAAAGACAAGAGGACACAAA T AA T T C T C
GA - A T T A T A T T CACA TGT AAA TGGACC T T A T CA T T T T T T ACGT AG - - - - C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AAA T A TGGCAAA T A - - - - - - - - - - - - A T AGCAACGC T T TGGA T AA T T T TGGT T T A T A T T AA T T AGGT T T ACAAA T AC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGT T AAA T
GC - - - - - - - - - - - - - - - - - - - - - - AA T T T A TGAGC T C TGA T AA - - - - - - - - - - GTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACAC T T TGGA T AA T T T TGGT T CA T A T T AA T CAGAGT TGCAAC T T T T AAAAA - GAC T T AAGT C T T AAGAA TGA T T T A T T AACA T AAAGT T CAAA T
T A - - - - - - - - - - - - - - - - TGCAGT T AC T T C T T ACA T CCCC T T C T A - - - - A T AAGTGAGAGCGCCCACCAAAA T AACGT AGCA T C TGACGTGACACGT AA T - - - - - - - - - - A T AGTGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AAAAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
T T - ACC T CGCAC T T AC T AA T T TGGGT A T T C T CA T C TGACACGC T T - - - - C T T AGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT CA T - - - - - - - - - - A T AGTGT CGT T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAACC T T CA T CC T C T - - - GAGGACA TGT T T ACGCCAC TGCCACA T
AAA T T C T AGCC T T TGT T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T AGTGAGAGCGCCC T CCAAAGTGACGT AGCA T C TGACGTGGAACGT AA T - - - - - - - - - - A T AGCGACGC T T T AGA T AA T T T TGGT T C T T A T T AA T T AGGT T T AC T A T TGT T AAAGAGT T T T AA T A T T T TGAAAAAGACAAGAAGACACAAA T T AC T C T T
GT AGT TGAA T C TGACC T A T AA T A T A T T T CGT AC T T T TGTGC T T AG - - - - C T AGGTGAGAGCGCCCACCAAAC T AACGT AGCA T C TGACGTGGCACGT A - - - - - - - - - - - - A T AGCGACGC T T T AGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CAC T T T T T - - - - - - - - - - - - T T AA T T T T A T C T T CACAA
T CA - - - - AA T AA T T T C T AA T C T A T AACC T T C T AA T C T A T - - - - - - AAAGC T T AGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGT CGGT T TGAA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T A T CAAA T C T T CA T CC T CCGAGGGCGACA TGT T T ACGCCAC TGCCA T A T
- - - - - - - - - - - - - - - - - - TGCGT AAAA T CC T AA T CC - - - - - - - - - - - - - - T T AGTGAGAGCGCCCACCAAAGT AACGT AGCA T C T AACGTGGCACGT AA T - - - - - - - - - - - - - - CGACGC T T TGGA T AA T T T TGGT T CA T A T TGT T ACGGA T T CCAA T AC T T AACGAA T T T T CAC T C TGT A T ACACAAC T T A T T C - - - T A T T T ACAACAC
- - - T T TGAAAGTGTGA TGTGAGAAA T C T TGGAA T A T TGAACC T CA - - - - T T AAAAAAGAGT T C - AGT CAAGA TGAAA T AGCAGC TGA TGT TGAAAA T CA T - - - - - - - - - - AAAGCGGCGC T T TGGGT AA T T T TGGT T CA T A T T T A T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
GCAAA TGAA T T T T CA TGA T AGGT CGGAC T CGT ACA T CGGC T T CAAAAGAC T T AGTGAGAGCGCCCACCAAAGT AA TGT AGCA T C TGACGTGGT ACGT AA T - - - - - - - - - - A T AGCGGCGC T T T TGGT TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA TGAAGCGCCACC T CGTGA T - - - - - - - - - - - - - - - - - - - - - - - - - - -
T AAGT T A T TGGCA T AAC TGT T T A T T CGTGCAA T T A T T AGT CAC T T AAGGT T T AGTGAGGGCGCCCACCAAAGTGA TGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCAACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
T TGGT CGCA T T T C T CCAC - - - - - - - - - - - - - - - - - - - - - - - - - - - AA - - T T T AGTGAGAGCGC - CACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
GA - - - - - - - - - - - - - - - - T AAAA T TGA T TGACA T A T T CAA T TGT C - - - - T - - - - - - - - - - - - - - - - - - - - - - - GAGGGGGCA T T TGCCC TGGA T CC TGA T - - - - - - - - - - A T AGCGA TGC T T T AGA T AA T T T TGGT CCA T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CGTGC T C TGAGGACGACA TG - - - - - GCCAC TGCAACA T
AA - AA T AAGT CC T AAAA T T AA T A T AAC T T CGT T T T CA T T C T T TGA - - - - T T T AGTGAGAGCGCCCACCAAAGT AACGTGGCA T C TGACGT CGCACGT AA T - - - - - - - - - - A T AGCAACGC T T TGGA T ACACCCC T T T TG - - - - - - - - - - - - - - - - - - - - - - T AACA T A T T T T TGT T T T T T AAGCACAAAA T T T T T AGT T CAGTGC T ACGA
- - AGACAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AAGTGAGAGCGCCCACCAAAGT AACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AAGT T TGCAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
- - A - - - - - - - - - - - - - - - T AC T ACAAGT CA TGACC T A TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGCGACGT T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T AAAAC - GC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACACCAC TGCCACA T
GAAGT T A TGGA T T TGT - - - - - - - - - - - T T CAAA TGGCAGGTGA T T - - GAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC TGC T AA T AAA T C T T CA T CAC T TGAGGACGACA TGT T T ACGT CAC TGCCACA T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GTGGGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGCAACGC T T TGAA T AA T T T TGGT T T A T A T T AA T T AGGT T T ACAAA T AC T AACAAA T C T T CA T T C T C TGAGGACGGCA TGT T T ACGCCAC TGCCACA T
AAAAGT AAGCGT A T A T AAAAAGGAGG - - - - ACACAA T AGA T C T A T - - - - C T T AGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T C T T CA T C T T C TGAGGACGACACGT T T ACGCCA T TGCCACA T
- - A - - - - - - - - - - - - - - - AGC TGAAAA T CA T A T T T T A T CGT CC - - - - - - - - - - - CGAGAGACGCC T T T AA TGT AGCGT T ACA T CGT AGGT TGCACA - - T T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T A - C T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGCGGACGAAA TGT T T ACGCCAC TGCCACA T
- - - - - - - - - - - - - - - - - - - - - - - - - AA T TGT T T T T T T A - - - - - - - - - - - - - - - - - AGGT ACGCCCACCAAAGT AA - - - - GCA T C TGACGTGGCACGTGA T - - - - - - - - - - A T AGCGACGA T T TGGA T AA T T T TGC T T CA T A T T AA T T AGGT T T ACAAC T T C T AACAAA T C T T CA T CC T C TGAGGCCGACA TGT T T ACGCCAC TGCCACA T
- - - T C TGAGA TGGT T T A T - - - - - - AGT T C TGCA T C T CCGA T A T CA - - - - C T T AGCGAGAGCGCCCACCAA T ACGT CA T AAAA T T ACAAA T AAAACA T AA T - - - - - - - - - - A T AGAGAC T CAACGGAGAC TGT TGTGT - - - - - - - - - - - - - - - - - - - - - - - T AAAAA TGT T T T AA T T A T T T TGACCAGAAGT T T T AACGT TGT TGACAGGT
CA - GCCA TGT A TGT - - - - - - - - GCAACGT CA T A TGT CACA T CAC T - - - - - - - - - - GAGAGCGCCCACCAAAGTGACGT AGCA T C TGAAGTGGCGCGTGA T - - - - - - - - - - A T AGCGAC T C T T TGGA T AA T T T TGGT T CA T A T TGA T T AGGT T T A T AACAGC T AACAAA T C T T CGT T C T CCGAGGACGACA TGT T T ACGCCAC TGCCAC T C
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T T A T A T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCC T CA T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T T T T AA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAAGACGA T A TGT T T A TGCCAC TGCCACA T
CA - GT CA TGT A T T T - - - - - - - - GCAACGT CA T A TGC T ACGT CAC T - - - - - - - - - - GAGAGCGC T CACCAA TGT AACGT ACCA T C TGGCGTGGCACGT AA T - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T T AA T T AGGT T T ACAAC T AA T AACAAACC T T CA T CC T C TGAGGACGACA TGT T T A TGCCAC TGCCACA T
- - - - - - - - - - - - - - - - - - - - - - - - - AAC TGCGT T T C T A - - - - - - - AAGA T T AAGTGAGAGCGCCCACCAA T A TGACGT AGCA T C TGACGTGGCGT C T A - T - - - - - - - - - - A T AGCAACGC T T TGGA T AA T T T TGGC T CA T A T T AA T T AGGT T T ACAAC T AC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACGCCAC TGCCACA T
A - AGT T A T A TGT C TGCAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C T T AGTGAGAGCACCCACCAAAGTGACGT AGCA T C TGACGTGGCACGT AA T - - - - - - - - - - A T AGAGAC T C T T TGGA T AA T T T TGGT T CA T A T TGA T T AGGT T T ACAAC TGC T AACAAA T C T T CA T CC T C TGAGGACGACA TGT T T ACACCAC TGCCACA T
CA - GCCA TGT A TGT - - - - - - - - GCAACGT CA T A TGT T ACGT CAC T AAAA T T AAGTGAGAGCGCCCACCAAAGTGACGT AGCA T C TGACGTGGCACA T AA - - - - - - - - - - - A T AGCGACGC T T TGGA T AA T T T TGGT T CA T A T TGA T T AGGT T T ACAAC TGC T AACAAA T T T T CA T CCAC TGAGGACGACA TGT T T ACGCCAC TGCCACA T
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 size: 551bp; fragments: 469; full length: 48 (>=495.9bp)
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 size: 851bp; fragments: 514; full length: 0 (>=765.9bp)

TE consensus (bp)

di
ve

rg
en

ce
 to

 c
on

se
ns

us
 (

%
)

200 400 600 800

0
50

10
0

15
0

20
0

TE consensus genomic coverage plot (bp)

co
ve

ra
ge

 (
bp

)

0 200 400 600 800

0
20

0
40

0
60

0
80

0

TE consensus self dotplot (bp)

T
E

 c
on

se
ns

us
 s

el
f d

ot
pl

ot
 (

bp
)

0 200 400 600 800

TE consensus structure and protein hits (bp)

No TE domain detected

After TEtrimmer Extended plot Blue lines are boundaries



0 100 200 300 400 500 600 700

0
5

10
15

20
TE: rnd_5_family_16157

 size: 704bp; fragments: 538; full length: 36 (>=633.6bp)
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