
Start crop Point End crop Point

MSA length = 3000
GTG - - - - - - - - - - - - - - - - - T - - T ACAAA - - - - - AA T AC T C - - - - - - - - C T AAGGCCCGT A T T T A T AGC TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAAGT A T T C - T AC - - - - - C T CCGAAGACAGTG - - - - - - - - - - - - - - ACGT A T
GACGAAAA T TGA TGT C TGG - TGT T A - - - - A - - - - AGGGCGC - AGGAAGAC T AAGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGGAAGGT - T AC - T TGA T T TGAAA TGT TGTGA T T TGT - - - - - - - - C T A T T T
GAAGAAAA T T T C T TGGC T A - CAGTGCA T AACCGAAAGAAGT - CACA T AC T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAAGT A T A - - TGA - T TGT A TGACAA TGT AA T TGT TGC T CA T T T A T AC T T C T C
ACAAAAAA T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AGT AGT C T T AGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGT CCAG - - TGAA T AA T A T T TGACAA T A T T T A T CAGCC T T T AGGT T T T AGT
GAAGAAAAC TGGCA - - - - - - T AGTGCAGTGGGCCAAGACGT - - - - - - - A T T T AGGCCCGT A T T T A T AGT T T CA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AAGC T TGC - T AA - - - - - T T AC T T ACACAGT A T CCAGT T T T T CAAA T TGTGC
AC T CAAAA T T AAA TGA T T T - - - - - - - - - - - - - - - - - - - - - - - AAAAAGAC T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT C T - - - - - - GGGAAAAA T CGA - - - - - - - A T T AAC TGT AGACC - T AC T C
T CCC T AGACAA T A T T A T A T A - - - - - - - - - AA T T AAAAC T A T - GAC T AC T C T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGC T T AAGAAGT A - - - - - - - - - - - - - - - - - - - - - - - - GGAA T CA T CAAACC - C T ACC
GCGT AAAAC T C T TGGGT TGAC T C T TGAAGT ACCGGACAA TG - GACGAC TGT T AGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AGGAGAA T T T AA T TGGT A T A T CAGAAAA T AA T T TGA T T T T T AACA T T T C T C
A TGTGAAAC TGT CACA T CCA T T T T T CAAA - T T T CGAGGA - - - AACGT T AC T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T A - - - - - - - - - - - - T AGTGCA T CAA T AG - - - - AGTGGT T CCAACA T T T CCCC
GT T CGGAAGT AGT T AA T T A - - - - - - - - - - - - - - - - - - - - - - - T CAAAA T C T ACGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T ACGT C T T A T - - - - - T A T T A T A T T T AAAGCC T A - - - - - - - - - - - - - - T T T T C T
A TGT CAAAC TGTGT AGC - - A - - - - - - - - - - AC T T T AGGCAC T - - - - - - A T T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T A T AGT TG - - TGGGT T T CA T T T TGGCA T T CAGT T T A T CCC T AAA T T - A T A TG
A TGT CAAAC TGTGT AGC - - A - - - - - - - - - - AC T T T AGGCAC T - - - - - - A T T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AGT T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T AGGCGAC TGAAGCGT AAGT CCCA T ACAAA TGAGAAACAA - AGTGAACC T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGAC TGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGTGT T A - - - - - - GT T T A T A T TGA T A T AA T T - - - - - - - - - - - - - - T T T T T T
AA T T T AAAC T AAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCGAC T A T AAA T ACGGGCC T A - - - - - - A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T A T C
T TGAAGAGT AAAAAC T T T T A - - - - - - - - - AGT AAAAA T CGC - T ACGAGT A T T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT CC TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A - - - - - - - - - - - - - - - - - - - - - - - - T ACGCCCGTGGA T T - T CA T A
A T AAAGGT ACGAC T A T T T T A T TGT A T AACAC T T TGCAACGT - - - GGAGA T T T AGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T A - - - - - - - - - - - - - - - - - - - GTGAC T TGACA T C TGA T C T CAGT T A - T TGT C
ACGAGAAAC T TGT TGAACAA TGGT A T AAC - - - - - - - - - - - - - AAAA T A T T T T CGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAG - - - GT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGTGA T A - - T AA - T T T C T T A T T ACCGA T T C T T C T AGAAC TGTGT AC T T A T T
A T A T ACGACGCGGT T T T T A - - - - - ACAAA T T T T AAAGT A - - - AAAA TGA T C T AGGC T CGT A T T T A T AGT TGCA T C T CGAGA TGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCCC T AGAGT T AA - T AA - CAGT A TGT AGCCAAA T T A T T TGAC T T T T T AA - - T AAAA
- - - T AAAACCGCC T AGCC - - T T T T ACA T A - - - - - - - - - - - - - - - - - - - - - T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGT ACC T A T AAA T ACGGGCC T AAA TGC T A T T T AAA T AC T AAGC T AC T AGT T CGGGCAGT A T CCAGGT T T CAAG
A T T AA T AA T T T AAGAA T T A - T T A T A TGGGAAAA T A T AACAC T T AAA TGAGT AGGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AGGC TGT - - - - - - - - - - - - - - - - GGTGT AA TGGGTGAGCA T CAA T T - T TGC T
A T AAAAA TGAGGTGA T ACCA T CACC T AAAGA T T AA T AAAA T T AGT T TGT C T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGT CGT A - - - - - - - CACAAC T AAA T ACGGCAA T T ACAGT T AACCG - A TGAA
- - - - GGAAC T ACC T T T CGG - TGT TGCAGGG - - - - TGGACAC - AGCAGT AC T AGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T T T
GTGCGAAGT TGA T TGAA - - - - - - - - - - - - AA TGT AAAA T AC - A T AAAA T CC T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCCC T C T AGA T A - - - - - - - - - - - - - - - - - - - - - - - - GC TGT T CCAAGA T C - AGC TG
AA T TGT T A T T T AA T T A T TG - T T A TGT AAC - - - - - - - - - - - - - GT A TGGTGT AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGAC T T A T T T AA - T TGT T TGT T T ACA T T T T A - - - - - - - - - - - - - - T T TGT C
T TGAGA TGT AAA T AGTG - - - T A T T T T AAGAAGT AGAGA TGCG - - - - - - - - - - - GGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACCAGCC T AAAACC - - - - - - - - - - C T CAA T TGA - - - - - - - - - - - - - - - - - - - - - - CC T T T
ACGT A T AACAAGGGAA TGGG - - - - - - - - - AACCGGGAA T T T - CGCA T C T C T T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AGGAAC - - - - - - CGT T T T T T T CGGGGT AC TGGTGCAGTGCAA T CA - T T T T C
GTGT A T AGGA T T T T AA T - - A - - - - - - - - - AAAAGGGGGGA TGGGCCGGA T T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGAA TGG - - AGACCC T C TGCA T AACA T A T TGAA T AGT T T CCGT T T - GT T T T
GAA T AA T T TGTGT TGA T CGGT T A T AC - - - AGT ACCGAAGT T - - - - - - - A T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGTGT TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGACC T T AGT C TGA - - - - - A T TGT ACGTGTGT AAAC T AGA T AGT TGGTGAGGT T T T T C
GAAGAAAGTGT A T AGAAA T - T AACA T TGGA - - - AAGAAG - - - - - - - - - A T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T T AGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AA - - GGCGT A T T AACGCAGT - - - - - - - - - - - - - - - - T T T CC
ACGT ACAACAAGACACACG - C T T T T TGGCAAAACAAAA T A T - TGGAAGAC T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAAC T TGA - - - - - - - GC T CCCGCAGT AA T ACGGT T - - - - - T TGGT C - A TGT C
GCAA TGGACAGGACACC TG - - - - - ACAGAAGT AGAAGA - - - - - - - - AGAC TGAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT T T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC TGAA - - - - A T - T AG - T CGT T T T TGT A T T A T T T C T T T A T T T T C T AA T A T T AA T T
C TGT CAAA T T AGT CGGGT A - T T A T A T T A T - T T T T AA T AAGT - T T A T T CAC T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCGAAGACCGT C T TGGCGT C T CGAGACGCAAA T A T AAA T ACGGGCC T AAGTGAA - - - - - - - - - - - - - - - - - - - - - - - - - A TGAA T T T T CAA T A - T T A T T
ACAAGAAA T CGC T A T AGT T - - - - - - - - - - - - - - - - - - - - - - - ACC T T CAC T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AA - - - - - A T - - - - - T CCCAC T C T AAAAAGT T - A T CAA T T T T - - - - - T T T A T T
GTGCGAGA TGGCA TGGT ACGT ACCC T AAC - GT T AAAAACA T - - - - - - - - - T T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AGAC T - - - - - - - - - - T T T C TGT AA T A T A T CG - - - - - - - - - - - - - - - GCACC
GAAAAAAA T AGT T AAAA T T - CC TGT CAAA - - - - - - - - - - - - - CA T CAAA T T T AGGCCCGT AA T T A T AGT TGCGT C T CGAGACGCCAAGAC TGT C T TGGGC - - - - - - - - - - ACCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGTGA T A T T T T A - T T AC T TGC T CAAAAGAGGGGT A T CCA T T T AA T T - - - - -
AGA T AAAA T A T A T CCAA T T - T C T CA T AAAA - - - TGAAAAAG - C T CCA T A T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGT C T T C T - T AG - CGA T A T A T T AGTGCAGTGA T T A T ACAAGA T AGAGT T T T
GAAAAAAA T AC T T AAAA T T - CC TGT CAAA - - - - - - - - - - - - - CA T CAAA T T T AGGCCCGT A T T T A T AA T TGCGT C T CGAGACGCCAAGAC TGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGTGA T A T T T T A - T T AC T TGC T CAAAACAGGGGT A T CCA T T T AA T T - - - - -
CGAGAAAC TGAA T A T TGT C - - - - - - - - - - - AA T T AGAA T CC - - - - - - - - C T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - CAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCA T AAGT CAAG - - T AAA T T CCA T T T T AA T A T CA - - - - - - - - - - - - AAAA - T T T TG
AAAAAAGA T AAA T T A TGT CG - - - - - - - - - - TGT AGAGAGGC - CAAAAC T CCCAGGCCCGT A T T T A T AGT TGCA T C T CGAAACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCCCCAA T T T T A - - CAGA T C T T CCGT CAACAAAGGA - - - - - - - - - - - - - - - T C T T T
- - - AGAGAC T AGCCAC T C T A T T A T ACG - - GAGACAAAGT AC - CACC TGT C T AGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T A TGGGCC T AGGGGC T A - - - - - - - - - - - - - - - - - - - - - - - - ACAAACGGC T AAC T T CGCCC
A TGAAAAA T AGACCC TGGT - T CC TGT T AA - CCGAAAA T TGT - T AGT T AAC T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGAGGTG - - T AA - T T A T T T A T T T A T AAAGCAA T T AA T T CACCA T AA T AAA T
T T AAAAGACAGGGT T T T C T - T T A T A TGGAG - - - - - - - - - - - - - - - - - - - - - - - GGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GACAAC TGT T AA - - A TGT C T
AA T AAAAA T CAA TGA TGA T - - - - - - - - - - - - - - - - - - - - - - - T AGT A T AC T T AGGCCCGT A T T T A T AGT CGCA T C T CGAGACGCCAAGACCGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AA T C - - A T - - CA - - - - - - - - - - - - - AAAA - AAC T AAACGT ACA T A T - - - - -
T CAAAAAAGAGAAAAAAAG - - - - - - - - - - - GGGCAAGACGC - GGCC T T AC T T AGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGTGACA - - - - - A T A T T AA T T T AA T AAAA T AA T T AAC TGT AAACA - T AGGT
AAA TGAAA T AGTGCCA T C T - - - - - - - - - - AA T CACAGGAAA - - - - - - GAC T T AGGCCCGT A T T T A T AGT CGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GCAGT AAACAGGGTGAGT C - - - - T ACAAAAC T C TGAGG - - - - AAAAAGA T T T AGGCCCGT A T T T A T AA T CGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCGAC T A T AAA T ACGGGCC T T AGAA T T A T T T CA - T C T T T T A T C T AGAGA T C T ACCAGCCC TGA - - - - T A T T T
T A T AAAAAC - - - - - - - - - - - CAGT A T TGAC T TGAAAGA T T T - - A T CAGAA T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACA T CAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AA T - - - A - T - AAA T AA T T TGC T TGTGGCGCACCAAC T T T T T AAC T T T TGT T
AAA TGT AA T A T AC T A T T T A - T AA T A T AAGGTGT T AAGGCGA - GGCA T CA T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGA TGT A - - - - - - - - - - - - - - - - - - - - - - - - A T TGC T T T T T AAGCGT CGT T
CCACGAGAC TGAACCAC TG - C TGT T T AAA - TGT - - - - - - - - - T CAA T T AC T T AGGCCCGT A T A T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAA T ACGC T - T AG - T T T T AC T ACAA T A T - - - - TGT A T T T C TGA T T T T T CA T T
- - - T CAA T TGAA TGGAGGG - - - - - - - - - - AGCGTGAAAGGA - - - A T AGA T A TGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC - - - - - - - - - T - T AA - CGGTGT A T CGGCGT AAC - - - - - - - - - - - - - - - T T T T C T
- - - T CAA T TGAA TGGAGGG - - - - - - - - - - AGCGTGAAAGGA - - - A T AGA T A TGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC - - - - - - - - - T - T AA - CGGTGT A T CGGCGT AAC - - - - - - - - - - - - - - - T T T T C T
T AA TGAAGT A TGT AAA T CAA T AC T AC T AA - CCC TGA T ACGA - - - - - - - GT T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T A - - - - - - - - - - - - T T ACGCA T CAGT AGCA TGACCGA T A T ACCAAAC T TGC T
TGA T AAAA T AAACACGT TGA T T C TGCAAAA T T T CAGT A T AA - - - - - - - A T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C T - - AAAAGT CA TGT TGACGT CAAA T C T AA T T T C T T A TGC T CA T C
GGAAAAAA T CGC T AA - - - - - - - - - - - - - - - - - - - - - - - - - - - CGGAAGAGT T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGCC T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGCCGGA T T T CA - - - - - - - - - - - - - AAAACCGT T ACACA T T T T T AA T T C T C
GGT T AAAA T ACCGT TGA T A - CA T T T T AAC - GT T T AGT AC TGT CGA T A T T C T AAGGCCC T T A T T T A T AGC TGCGT C T CGAAACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GCCGA - - - - - - ACCA T C T C T TGGCGTGGT CC T CGAC T A T T AGCA - T T C T A
T T T T T AAGCCCA T T CAACA - - - - - - - - - - - ACCGAA T T CAC - AA T T T CAC T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAA T CAAA - - - - - GGCAAAAAC T AACGAGA TG - - - - - - - - - - - - - - - - - - - -
A T CCA T AAC TGA T A T A T T T - T AA TGAAAAGA T CAAAAA T AA - AA T A T AC T AAAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGT C T AAA T CA T - - - - - - - - - - - - - - - - - - - - - - - - - GACAA T CA T T C T T T - T T CA T
AAAAAAAACGACCCAACCG - - - - T CCAAGAC T C T AAGG - - - - - - - - - - - - - - - - - CCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGAGC T - C T AAG - CAGTGT A T CAAAA T A - - - - - - - - - - - - - - - - - - T T T T T
A T T CCAAA T AAA T A T T T T T - - - - - - - - - - - AAGT AAAAAGT - ACCC T CA T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AA - - - - G - - T AAACAC T T T A T TGA TGT T A TGGCCA T A T C TGAAAA - T T T CC
AAA T AAC T C T T T C TGA T TG - - - - - - - - - - - C T AAAAGG - - - - - - - - - - - - - - - - - CCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAAA T TGA T - AAA - C TGCA T A T AGT CACAGC T AC T ACGCA TGCGCA T T A T T T
AAA T AAC T C T T T C TGA T TG - - - - - - - - - - - C T AAAAGG - - - - - - - - - - - - - - - - - CCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAAA T TGA T - AAA - C TGCA T A T AGT CACAGC T AC T ACGCA TGCGCA T T A T T T
AAA T AAAACCGT T T AAA T A - T A T T ACAA T - C T A TGA T ACGC T AAAA T T AC T AAGGCCCGT A T T T A T AGT CGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T A TGGCGCCCAAC T TGA T - TGT TGAAGCGAAAAACAA TGC T AGAA TGAC - - T AA TGAC TGT T T CCAA T TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T A - - - - - - - - - - - - - - - - - - - C T TGGCGAGTGT T T T T A T A T T T C T C T - T AGT T
ACGT TGTGCCGA T CAAGC T - T T TGT T AGG - - - - - - - - - - - - - CAAAAGA T A T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCCA T AGT CA T A - - T AA - CA T T ACA T CAA T AAGA T T - - - - - - - - - - - - - - T T TGCC
A TGGT A T AC TGGT T AC T T T - - - - - - - - - - - AGC TGAAA T AC - GAAGAC T AAAAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
ACA T ACAGCA TGC T CC T TGGCGA T A T AGAAA T T A T AGGT AA - AAA T TGT A T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAA - - - - - - - - - GT ACA T A T AAA - - - - - - - AC T AAA T T T AAA T A - T A T TG
- - - - GAGAC T ACGTGT T - - A - - - - - - - - - A T T T AAGAAAAC T A T T A T ACC T AAGGCCCGT A T T T A T AGT CGCGT C T CGAGACGCCAAGACAGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGAA T AA T A T AA T T AA T CACGA T CC T T T T T C
A T AAAAAA T TGAAGACAAAA T T T CACAAA - AACAAAGA TGC - - - - - - - A T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGT AGG - - - - AA - CAA T AGGT AAA T AAAAAA TGAAAA T T T T AAAA - T AC T T
C T ACAA T AA T AAA T AA T ACAGAA T C T AACGAA TGACAGCA T T AAGAAGACA T - GGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCCAAA T AC - - - - - - - - - - - - GGGCC T AACGT - - - - - - - - - - - - TGT T AA - GT AC T
- - - - - - AAC TGT T T CACCG - C T C TGAA T A - A T T TGAAA T T A - CGAAA T AC T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGAAGGT C T TGGGC - - - - - - - - - - GCCCAA T ACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T AAAAAGT T T AAAAAA TGA TGGT A T A - - GAAAAA TGGT A T - AGA T ACCA - - - - AA TGGT A T A T C TGGCA TGA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T TGGT CAC - - - - - - - - T T T C T C T TGT CGA T A T AA T T A T C T T T A T T CC - T AA T T
A TGCCGAACGC T TGT T T TGA TGA T T T AAG - T T T T AACAGGA - TGGACC T A T AAGGCCCA T A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGT AGAA T C T AAA T T T T AAC T CAAGAAAGGGAA T AGT T C TGT AAGT T T A T T
AGA T AAGGC T AA T T CGA T T - T CA T C T AC T - T T TGAA T AAGA - - - - - - - - - T AAGACCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGGAAG - T T T AA - TGA TGT A TGGT AGACGTGGGT AGAC T CAA T AA - T TGT T
T T C T T AAA T T CA T T A TG - - - TGT T A T AACAA T T AAC T ACA T T AAAGT AAC - - - - - - - - T T T T CCGAACCC TGA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T A - - - - - - - - - - - - - - - - - - - - - - AGCA T AA TGTGT A T T CA TGCA TG - - CACC
AAA T AAAA T T AGAACGAC - - GAA T T T AAG - - - - - - - - A TGC - - - - - - - - - - - - GGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T T AGTGCC T A T CGA T A T T T A - C T T AAA T T A T T T ACCAGAA T AAAG - - - - - - - - - - - - - - - T T T T T
AAA TGAAA T T T C T ACACC - - T T A T C TGT AGT T T AAGT AAAA - T T CAAC T C T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAAGT A T - T - AAA - - - - - - - - - - GA T ACC T AAC T TGA T T T T T T T T T T T CGT T
A T T CAAAAC TGT T T AA T CA T C T A T CCACA - A T CCAAAA TGA - AAAA TGAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T T T ACC T A T T AAC - GACC T T A T CGGT AAAA T AA T TGCC T ACCACAAGT T T T A
A T A T AAAAAA T AA T A T A T - - - AAA T T AAC - GGT AACAC TGCCAGT A - - - C T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGC T AA - C - T AAAC TGT A T ACAGGGGCAA T A - - - - - - - - - - - - - - - CCCC T
T TGCCAAA T T CAA T AGT C T - C T CA T TGAC - A T T AAAGACGT - AGAAAGGC T CGGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGAAC T A TGT A TGT A T CAAA T A - - - - - - - - - - - - - - - T T A T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AA T CA T CA T T T AAA T C T T A T C T T T C T AG - - - - AC T AA T T T C - - - - - T C TGT T
T T AAGAAAC T A TGAAAC - - - - - - - - - - - - AA TGAAAA T CGC - AAAA TGAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T CCGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGTGT T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GTGT AACAC T AAA TGT T - - - T AA T A T T ACGA T CAA T AA - - - T AGAGTGACC T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T T T AGGAC - - - - - - - - - - - C T T T T T T ACAC TGT A T AC T CC T AA T T TGAC T AACGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGGT T - - T T AAGACAAAACGT TGC TGCAA T ACCC TGTGGAAAAAA T T ACAC
AC T T AAGGC - - - - - - - - - - - T T T T CAAGAA T T A T AAAAGAC T - - - - - - - - - - GGCCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T A T A T ACGGGCC T T AGT T T AA T T - - - A T AA - - - - - T AAGGT AA T AGGCAA T CGGT AA T A T T AA T T
CGT T AAC T C - - - - - - - - - - - CA T T T T TGAAGT C T AAC T CC T CAC T T TGA T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - ACAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T CGC
GTGT AAAA T C T A T T - - - - - - CGGT TGAGAA - - - - - - - - - - - - - - - - CGA T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGCC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AG - - - - A T T - AA - - - - - - GA T T AGGGCAGCA - - - - - - TGT T AAC T T T T T T T
ACGT AAGA TGCAAAGGGAC - CC T C T T T - - A - - - - - - - - - - - - - - CGAC T C T T AGGCCCGT A T T T A T AGT TGGGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T - - AAA - AGA TGT A T T AA T A T AC T AAC T A T T T - - - - - - - A T C T T T
T T T AAAAAC - - - - - - - - - - ACAA T C T AGAA - - - - - - - - - - - - - - - - CGAC T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T C T AAA T ACGGGCC T T AGTGT AA T T - AAA T TGT TGAC T AGAAAAGCA - - - - - - T C T T AA TGT T T C T T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T T T AAGACA T - GAGT TGT C T AAGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACACAAC T A T AAA T ACGGGCC T AAGGTGT - - - - - - A T AA TGCGT T CACGGT ACGGT T T C T C T T CCA T A T T T T T T
C T CGAAAAC - - - - - - - - - - - CGCC T C TGAAAACCAAGA T CCC - - - - TGAC T T AGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGTGCCGT CCAAA T AA - - - - - TGACGCGAGAGT C TGT CCA T AACAC T A T T T
A T T T AGT AA - - - - - - - - - - - C T T T T T CAAA - - - - - - - - - - - T - - AC T T A TGTGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGTGCA - T A - - - AC T A - - CA T AGC TGGGACAGC T TGT T TGAA T T T - T CAA T
A T T T ACAAC T C T C T AA T T T - T T A T A T AAA - T AC T AAGGCCC T CGAGACGCCAAGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AAA - - - T AA - CGGTGT AC T AC - - - - - - - A T CGA T T T T T A T T T T T T T T T
A T AAA TGA T AGAA T T T CAC - TGA T A T T TGAACC TGGAA T A T T CGCA TGT T - - - GC T CA T T C T C T A T CCC T TGA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAA T T CC - - - - - - GCGAGCGT T TGACACAGAG - - - - - - - - - - - - - - - T C T C T
GGGCAAAGT T AAAAGGT T C - - - - - - - - - - - - - - - - - - - - - - - T C T CCGGC T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGGT AC - - - - - - CCA T C T CC T T AA - - - - - - - C T TGGT C T C T CC T T T T T C T T
CCCCAAA T T T T AAA T C T TG - - - - - - - - - - AA T CAGT AAAA T - GGACCAA T - - - - - - - - - - - - - - - - - - - - GCGT T T T T ACACACC - - - A T AGT C T TGGGC - - - - - - - - - - GCCCAAGACCA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GACCGG - - - - - GGC TGGCA T CAACGTGGCA - - - - C T AGC TGT T T - T T T T T
- - - T AAAAA - - - - - - - - - - - C T T C T T CAAACAGAAAACAACG - - - - - GT C T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGAGC T A T C - - - - - - - - - - - - TGC TGGAACA T C TGGC TGCCGA T A T T A T AA
ACACGT AACGA - - - - - - - - - - - - - - - - - - - AGA T - AA T CGA - - - - - - - - C T AGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC TGC T CA T T - - - - - - - - - - - - - - - - - - - - - - - - GT T CG
ACACGT AACGA - - - - - - - - - - - - - - - - - - - AGA T AAA T CGA - - - - - - - - C T AGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC TGC T CA T T - - - - - - - - - - - - - - - - - - - - - - - - GT T CG
GAGTGCGAC TGCGCGA TGAA - - - - - - - - - A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AC T TGGGGT CGA T T T ACAAC T CAA T AA T A T A - T T AA T CACGA T CC T T T T T C
A T AGAAAGT AAA T A T AGCA - T AA T T T A T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGCCCCAAGACAGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
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 size: 3000bp; fragments: 990; full length: 20 (>=2700bp)
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No TE domain detected

After TEtrimmer 3000 bp
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 size: 3300bp; fragments: 986; full length: 16 (>=2970bp)
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