MSA length = 3003
TCTCGAGACGCCAAGACGGTCTTGGGC - =-=-=-=-=----- GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC-=-=-=-=-=----- GCCCAAGACCGTITTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - =-=-=-=-=----- GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - =-=-=-=-=-=---- GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - =-=-=-=-=----- GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - =-=-=-=-=----- GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - =-=-=-=-=----- GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - =-=-=-=-=----- GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - =-=-=-=-=----- GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACIGTCTTGGGC —————————— GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - =-=-=-=-=-=---- GCCIAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAG---GTCTTGGGC - =-=-=-=-=----- GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGAIGCCAAGACGGTCTTGGGC —————————— GCCCAAGACCGTCTTGGCGTCTCGAGA

GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCC
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GIAICTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAAITATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCC

T- BT

Se--T

Start crop Point End crop Point
T AGGCCCGTATTTATAGITGC
TBAGGCCCGTATTTATAGTTGC
TBAGGCCCGTATTTATAGTTGC
----------- AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
A TETATTTATAGTTGC
A.TITATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC

GGCCCGTATTTATAGTTGC
____________________________ AGGCTCGTATTTATAGTTGC

—————— AACCAA

TH--A--TA
- A!I!AAAATTAA
----AAT-ABAACCG-
----AAT-ABAACCG-

> > > > > > >

—AATIAAAATTAA
- - - -AAT - -AAA---A
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A AGGCCCGTATTTATAITTGC TCTCGAGACGCCAAGACHGTCTTGGGC--=-=-=-=-=---- GCCCAAGACCGTCTTGGCGTCTCGAGARGCAACTATAAATACGGGCCT
A AGGCCCGTAITTATAGTTGC TCTCGAGACGCCAAGACHGTCTTGGGC--=-=-=-=-=---- ICCCAAGACCGTCTTGGCGTCTCGAGA GCAACTATAAATACGGGCCT
~AAAT ATGACAGAAGAATTAAAAATGTTA AAG- - - - - AGGCCCGTATTTATAGTTGCETCTCGAGACGCCAAGACGGTCTTGGGC - -=-=-=-=-==--- GCCCAAGACCGTCTTGGCGTCTCGAGARGCAACTATAAATACGGGCCT

AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTIC
AGGCCCGTATTTATAGTTGC
GGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
GGCCCGTATTTATAGTTGC
GGCCCGTATTTATAGTTGC
GGCCCGTATTTATAGTTGC
----------------------------------------------------- GGCCCGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC
GGCCCGTATTTATAGTTGC
AGGCTGGTATTTATAGTTGC
AGGCCCGTATTTATAGTTGC

TCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~ =~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - - -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - - -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~ =~ - - - GCCCAAGACCG|CTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - - -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGABMACGCCAAGACGGTCTTGGGC - = -« - - - - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - - - -~ =~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC
TCTCGAGACGCCAAGACGGTCTTGGGC
TCTCGAGACGCCAAGACGGTCTTGGGC
TCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
TCTCGAGACGCCAAGACGGTCTTGGGC - - -~~~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
------------------ GGCTGGTATTTATAGTTGClTCTCGAGACGCCAAGACGGTCTTGGGC----------GCCCAAGACCGTCTTGGCGTCTCGAGA
TIBGPCCCGTATTTATAGT TGCBTCTCGAGACGCCAAGACGGTCTTGGGC - - - - - - - - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
--------------------------------------------- TGGGC----------GCCCAAGACCGTCTTGGCGTCTCGAGA
GGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGGC - - - - - - - - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
AGGCCCGTATTTATAGTTGCHMTCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~ =~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
AGGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~ =~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
AGICCCGTATTTATAGT TGCBTCTCGAGACGCCAAGACGGTCTTGGGC- - - - - - - - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
AGGCCCGTATTTATAGTTGCHTCTCGAGACGCCAAGACGGTCTTGGGC - -~ - - =~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
AGGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGGC - --=--= - - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
AIGCTGGTATTTATAGT TGCRTCTCGAGACGCCAAGACGGTCTTGGGC- - - - - - - - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
AGGCCCGTATTTATAGTTGCETCTCGAGACCAAGACGGTCTTGGGC- - - - - - - - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
AGGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGGC - -~ -~ =~ - - - GCCCAAGACCGTCTTGGCGTCTCGAGA
AGGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGC---------- GCCCAAGACCGTCTTGGCGTCTCGAGAGCAACTATAAATACGGGCCT
AGGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGGC - --=--= - - - - GCCCAAGACCGTCTTGGCGTCTCGAGARGCAACTTAAATACGGGCCT
AGGCCCGTATTTATAGT TGCHTCTCGAGACGCCAAGACGGTCTTGGGC = = = = = = = = = = = = = = m = e e m e e @ e e e e e @ e e @ e e @ e e @ e e e e e e e e e e e e e e e e e e e o
AGGCCCGTATTTATAGTTGEBBTCTCGAGACGCCAAGACGGTCTTGGGC - == == === s mmmmmmmmm e mmmmmemmemmeemeemeeeeeeeeeeeceecee e - - - - - - - ...
----------------------------------------------------------------------------------------------- GCCCAAGACCGTCTTGGCGTCTCGAGAIGCAACTATAAATACGGGCCTHA
AGGCCCGTATRTATAGTTGCIBTCTCGAGACGCCAAGACGGTCTTGGGC - - - - - - - - - GCCCAAGACCGTCTTGGCGTCTCGAGAIGCAACTATAAATACGGGCCT A
AGGCCCITATTTATAGITGCITCTCGAIACGCCAAGACGGTCTTGGGC
-------------------------------------------------------------------------------------------------- GC
AGGCCCGTATTTATAGTTGCTCTCGAGACGCCAAGACGGTCTTGGC
AGGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGGC
AGGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGGC
AGGCCCGTATTTATAGTTGC TITCGAGACGCCAAGACGITCTTGGGC ---------- GCCCAAGACCGTCTTGGCGTCTCGAGAIGCAACTATAAATACGGGCCTIA - A——AAIA——AA
-------------------------------------------------------------------------------------------------------------- BeCBAARABC- - - - - - - ATTAAAACHAA
GGCCCGTATTTATAGTTGCIT CTCGAGACGCCAAGACGGTCTTGGGC - = = = = = = = = = = = = m & e e e & e & e & e & e & e & e & e & e e e & e & e & e e e e e & e e e e e e e e e e e e f e e e e e e e e e m e e
GGITIGTATTTATAGTTGCITCTCGAGACGCCAAGACGGTCTTGGGC --------------------------------------------------------------------------------------------------------------
-------------------------------------------------------------------------------------------------------------- GCCCAAGACCGTCTTGGCGTCTCGAGAGcaAacTATAAATACGGGCCTHA
------------- GGCTGGTATTTATAGTTGCITCTCGAGACGCCAAGACGGTCTTGGGC----------GCCCAAGACCGTCTTGGCGTCTCGAGAMGCAACTATAAATACGGGCC
TBAGGCTGGTATTTATAGTTGCTCTCGAGACGCCAAGACGGTCTTGGGC - - = - = - = = - - GCCCAAGACCGTCTTGGCGTCTCGAGAMGCAACTATAAATACGGGCHTHA
.
.
.

GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATAIGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCC
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCNGENEIE - - - - - - A- - - - - - =« - = oo e e ot e o emmeame e
GCAACTATAAATACGGGCCHRNGEINEIE - - - - - - A- - - - - - = = === m e e o e memmeema o

- 4 4 -4 4 4 - -

> > > > > > > > >

O O > > > 0O > > > > > > >

GCAACTATAAATACGGGCCTHA
GCAACTATAAATACGGGCCTHA
GCAACTATHA TI ------------------
GCAACTAT!E%TACGGGCCTIA
GCAACTATAAATACGGGCCT - - - - -
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCTIAGHIGEMN - ATT - - - - - -« = - m o e o e i e i e mmemmeema -
GCAACTATAAATACGGGCCTHA- - - - - AAT-AAAATTAAIE TR TR AR T - - - - - -
GCAACTATAAATACGGGCCT
CAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT

GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT

4 4 4 4 4 4 -4 < -
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AGGCTGGTATTTATAGTTGCTCTCGAGACGCCAAGACGGTCTTGGGC - = = == = = = = - GCCCAAGACCGTCTTGGCGTCTCGAGAMGCAACTATAAATACGGGCCTRA
AGGCTGGTATTTATAGTTGCHTCTCGAGACGCCAAGACGGTCTTGGGC - = - = = = & & & & e & d e o o o f o f o f o f o f e ff e f i f i d i d il
AGGCTGGTATTTATAGTTGCETCTCGAGACGCCAAGACGGTCTGGGT - -« - o v o e oo e
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGA
GCCCAAGACCGTCTTGGCGTCTCGAGAMGCAACTATAAATACGGGCC
GCCCAAGACCGTCTTGGCGTCTCGAGAMGCAACTATAAATACGGGCCTHA
TRAGGCCCGTATTTATAGTGCETCTCGAGACGCCAAGACGGTCTTGGGC + - = =« @ m o w o s oo oo et et et oo oottt
------------------------------------------- B 7lcc----------GCCCAAGACCGTCTTGGCGTCTCGAGAIGCAACTATAAATACGGGCCTHA
------- CINGCE 8~ TTET@- - BT CTCCAGACGCCAAGACGGTCTTGGGC - - - - - - - - —GCCCAAGACCGTCTTGGCGTCTCGAGAIGCAACTATAAATACGGGCCT A
------------- LgTTGC TCGCAATTCCCCABBATBG TCTTGGGC - - - - - - - - -GCCCAAGACCHT - - - - oo e e
TIBGGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGGC

AGGCCCGTATTTATAGTTGCBTCTCGAGACGCCAAGACGGTCTTGGGC
TBAGGCCCGTATTTATAGTTGCTCTCGAGACGCCAAGACGGTCTTGGGC

GCAACTATAAATACGGGCCTHA
GCAACTATAAATACGGGCCTHA
GCAACTATAAATAC.GCCT A
GCAACTATAAATACGGGCCTHA
GCAACTATAAATACGGGCCTHA
GCAACTATAAATACGGGCCTHA
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCT
GCAACTATAAATACGGGCCTHA
GCAACTATAAATACGGGCCTHA
GCAACTATAAATACGGGICT A
GCAACTATAAATACGGGCCT

—

T A.CT.TATTTATAGTTGC TCTCGAGACGCCAAGACGGTCTTGGGC

AGGCCCGTATTTATAGTJGCBTCTCGAGACGCCAAGACGTCTTGGGC
IAGGCCCGTATTTATAGTTGC TCTCGAGACGCCAAGAI!GTCTTGGGC
----------------------------------------- GTCTTGGGC
TIAGGCCCGTATTTATAGTTGCTCTCGAGACGCCAAGACGGTCTTGGGC

AGGCCCGTATTTATAGTTGCETCTCGAGACGCCAAGACGGTCTTGGGC
AGGCCCGTATTTATAGTTGCETCTCGAGACGCCAAGACGGTCTTGGGC
AGGCCCGTATTTATAGTEGC TCTCGAGACGCCAAGACIGTCTTGGGC
AGGCCCGTATTTATAITIGC TCTCGAGACGCCAAGACGGTCTTGGGC
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size: 3003bp; fragments: 990; full length: 20 (>=2702.7bp)
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size: 3303bp; fragments: 981; full length: 16 (>=2972.7bp)
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TE: rnd_5 family 1576
size: 2500bp; fragments: 918; full length: 38 (>=2250bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)

/ % / S
4 / 7/
/ Y /
/
/7 7/
/
2000 4
7 é / / 4
/
/
7 s
/
/ / v g
/ /
1500 / / /
/ // /// 4 / // /
p / / / /// . 2 %
2/ s / ,7 s
/ ‘y 7 7 /7 / / / /
/
/s s 20404 / 7 < p S/
1000 / 74 J/ s 7/ 7 d y 7/
/
/4
/
/
7/ // / /
%
J/ /
/ /7 /
/
% / L s
/
H d s 7/ d 7/
v 7 Y4
0 | | | | |
0 500 1000 1500 2000 2500 3000

TE consensus after TEtrimmer (bp)



