Start crop Point End crop Point

1 MSA length = 1426
AAITIAAA ------ ATATATACTITGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA ---------- AATATATTTACATTTACTGIGTGTTGCIATTTITATGTCAIACAGT-TIT
- - -TT- ATATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGTTAGCTATA- - - -« - --- ABBATATTTACATTTACTGGGTGTTCAATTTCTATGBCACACAGTATAT - - - - - ETGGH - - - - - - - - - - - - - - - - - - - TRAAAABART - - - - - - - - - - -
TAATTTANG C--AATT--T - -TATATACTGTGTGACATAGAAATTGCAACAJJCCAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACABTTACTGGGTGTTGCAATTTCTATGTCACACAGTATA -« -« -« -« -« - - -
------- CITAAIT.T —ATAIATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA— - —AATATAITTACATTTACTGGITGTTGCAATTTCTATGICAIACAGTATAT_T— STT
TAATATA- - - - - - - C--AATT--T - -TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA - - ------- - AATATATTTACAT TACTGGGTGTTGCAATTTCTATGTCACACAGTATA - - - - == = - oo = = = = - T
TAATATA- - - - - - - C--AATT--T - -TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA - - - - -~~~ - - AATATATTTACAITTACTGGGTGTTGCAATTTCTATGTCACACAGTATA
-------- —AT————————————————————————————————————————————————————————————AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATATIT_
------ -ATAT--ACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - --------AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAJTATA
e AT - - - - ATATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA - - - -~ -~ - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACICAGTATA ------------- TTIA.T-T-TTAAIA -------
------------------------------------------------------------------------------------------ AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT S es-s-e- oo -TAAAGAR- - -
------- AA ---------JlcTcTGACATAGAAATTGACACIIBG TATATGCTTAGCTATA- - - - - - - - - - AATATATTTAATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
- cAT----A TTTETATACTGTGTJACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
- - - -TTAAG TATATATACTGTGTGACATAGAAA - TGCAACACCCAGTATATGCTTAGCTATA - - - == - - - - - AATATATTTACATTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
TATATATACTGTGTGACATAGAAATTGCAACAJJCCAITATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCEATTTCTAT@CACAAGTATAT

AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCICACIGTATAT
AATATATTTACATTTACTGGGTGTTGIAATTTCTATGTCACICAGTATA
AATATATTTACATTTACTGGGTGTTGCAATTTC--TGTCACACAGTATAT
- TAA CTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA---=-=-=----- AATATATTTACATTTACTIGGTGTTGCAATTTCTATGTCACACAGTATAT

- -ATT

- -ATT _ATATA ACIGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA ---------- AATATATTTICATTTACTGGGTGTTGCAATTTCTATGTCACAC———ATAT
T.TT .TIAIATAIAIA.GCIACACCCAGTATATGCTTAGCTATA ---------- AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
-------------------------------------------------------------------------------------------------------------- AATATATTTACATTTACTGGGTGTTICIATTT.ATGTCACACAGIATAT
------ TTI——ITT —TTAIATACTGTGTGACATAGAAATTGCAAIACCCAGTATATGCTTAGCTATA——————————AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATA —————————————————TAIAGA———— e oo
AAIATAAA TT-TAATT- - TAATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA - - - = = = = = = - AATATATTTACATTTACTGGGTGTTICAATTTCTATGTIACACAGTATAT TIAAAAA -----
AATATATTTACATTTACTGGGTITTGCAATTTCTATGTCACA AGTATATATEACCTTTA- - -E T A2 2CCAT TTECAAT - - - - - - - - - oo oo o oo
AATATATTTACATTTACTGGGTGTTICAITTTCTATITCACA AGTATAT AAA AT - - - --- - - - -
AATATATTTACATTTACTGGITITTGCAATTT.ATGTCACACAGTATAT
----------------------------------------------------------------------------- AATATATTTACATTTAITGGGTGTTGCAATTTCTATGTCACACAGTATAT TAMA
C A TGTGACATAGAAATTGCAACACCCAG- - - - - - CTTAGCTATA- - = == = = = - - AITATATTTACATTTACTGGGTGTTGCAATTICTATGTCACACAGTATAT - —T-AIT.TIT-TTAAAA
THART TGTGACATIGAAATTICAACAICCAITATATICTTAGCTATA ---------- AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
R . AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT

-------------------------------------------------------------------------------------------------------------- AATATATTTACATTTACTGGGTGTTGCAAJTTCTATGTCACACAGTATA
- AAATATACTJTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTAT]---------- AATATATTTACATTTACTGGGTGTTGCEATTTCTATGTACACAGTATAT
----- BlACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - -~ -~ -~ -AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT

----------------------------------------------------------------------------- AATATATTTACATTTACTGGGTGTTJCAATTTCTATGTCACACAGTATAT
-------------------------------------------------------------------------------------------------------------- AJTATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATA
-------------------------------------------------------------------------------------------------------------- AATATATTTACATTTACTGGGTGTTGCAATTTCTATTCACACAGTAT
-------------------------------------------------------------------------------------------------------------- AATATATTTAJJATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATA
-ATATATACTJTGJGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - - - - - - - - AATATTTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT

TAAATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA---=-=-=-=---- AATATATTTACATTTACTGGITGTTICAATTI—TATGTCACACAGTATA
————— ATACTGTGTGAIATAGAAATTGCAACACCCAGTATATGCTTAGCTATA——————————AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
TTTATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA---=-=-=----- AATATATTTICATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATA
-TT--=---- T--ABATTGCAACACCCAGTABATGCTTAGCTATA---=-=-=----- AATATATTTACATTTARTGGGTGTTGCAATTTCTATGTCACACAGTATAT

TGN T G A
GITGIAT - —AIATTGCAACACCCAGTAIATGCTTAGCTATA ---------- AATATATTTACATTTAITGGGTGTTGCAATTTCTATGTCACACAGTATAT
-ATATATACTGTGTGACATAGAAATTGCAACACCCAGTATAT- - -TAJJcTARA- - - ------- AATATATTTACATTTACTGGGTGTTGCAATTTTATJTCACACAGTATAT
AAATATTTACATTACTGGGTGTTGCAATTTCTATGTCACACAGTATA - - - - - - - - - - -
IATATATTTAIATTTACTGGGTGTTGCAAITTCTATGTCACACAGTATATIT-
AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACHGTA -« -« -« - oo
AATATATJTACATTTACTGGGTGTTGJAATTTCTATGTCACACAGTATAT
AATATATTTAATTTACTGGGJGTTGCAATTTCTATGTCACACAGTATAT
AATATATTTACATTJACTGGGTGTTGCATTTCTATGTCACACAGTATA
AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
ABTATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACABAGTATAT
AATATATTTACATTTACTGGGTGTTJCAATTTCTATGCACACAGTA
AATITATTTACITTTACTGGGTGTTGCAATTTCTAIGTCACACAGTATAT
AATATATTTACATTTACTGGGTGTTJCAATTTCTATGTCACACAGTATAT
AATATETTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTAT -« - v o s e m o e e m e
AATATATTTACATTACTGGGTTTGCAATTTCTATGTCACACAGTATAT
AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCAAClGTATAT
AATATATTTACATTTACHGGGTGTTGCAATTTCTATGTCACARAGTATAT
TATATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - == - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCATGTCACBCAGTATAT
TTTATATACTGTTGACATAGAAATTGCAACACCCAGTAJATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
-AAATATACTGTGTGACATAGAAATTGCA- - - - - CAGTATATGCTTAGCTATA- - - - -~ - - - AATATATTTACATTTACTGGGTGTTICIATTTITITGTCACACAGTATAT
AATATATTTACATTTACTGG|TGTTGCAATTTETATGTCACACAGTATAT
AATATATTTACATTTACTGGGTGTTICAATTTCTATGTCICICAGTATAT
AATETATTTACATTTACTGGGTGTTGCAATTTCTATGTCACHCAGTATAT - - - - - - - - - -
-AJJATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - -« -« -« - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
TAAATETACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
—IIATATACTGTGTGACATAGAAATTGCAAIACCCAGTATATGCTT e s TATA- - - oo o - AATATATTTACATTTACTGGGTGTTGCAATTTCTTGTCACACAGTATATH- - - - - - -

4 0 0 o4 4 4 - -

> 4 4 > 4 4 -

------------------------------------------------------------ AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATAT
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2d_fm_1.bed 0 0 n.bed g 1.bed fm_2.bed 0 0 bcin.fa_aln.fa_cl.f After TEtrimmer 1426 bp

size: 1426bp; fragments: 1535; full length: 52 (>=1283.4bp)
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>d_uf.bed g 1.bed fm 1.bed O O n.bed g 1.bed fm 2.bed 0 O I
size: 1728bp; fragments: 1532; full length: 0 (>=1555.2bp)

divergence to consensus (%)
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TE: rnd_5_ family 1452

size: 298bp; fragments: 695; full length: 191 (>=268.2bp)
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After TEtrimmer ORF and PFAM domain plot
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nsensus before TEtrimmer (bp)
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