
Start crop Point End crop Point

MSA length = 2026
T T T TGA T AA T AGCCC - - - - A T T AA T T A T TGT T T A T AAA T T - - - - AA T A T T T AAA T A TGA T T T T A T A T ACAC TGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T T T AACAGAGC T ACGCA - - - - - - - - - - - - - - - - - - - - - - - - TGT TGACAGT T T C T T T T T T T A T C T T T C T
GA T AAAAA T T CCA T C - ACA T AC T ACAAA T T CCA T T A T T T T T CA T CAA T T C T AAAAA T A - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T - T TGTGT T C T T T AAAA T C T T AAA T T - - - AA T A T T T A T A T AAAAAAA TGC - - - - - - - - - - - - -
AACAGT AGT T T T A T A T A TGT AAGGAAAA T A T CGAAAAA T T A T T C - - - - - - - - - - - - - - - - - GT ACA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT AGAAAAA T AGA - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA T T TGT T TGAAA T C T T ACGT T T T AGAAA T T T
T AAC T T AA T T T T CCA - T CGT C T C T T T A T T T CAGC TGT T T - T T T T - - - - - - - - - - - - - - - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGT A T AC T C TGA T T T T AGT T T AGTGT AGT T CA T AA TG - - - - T C TGT T AAAGGCGA T A T CA T CCACA T A T T T
GC T A T T AAC T CGCAGAA T AAAGT T AA T A TGA TGA T A T A T - T T C T - - - - - - - - - - - - - - A T AAGA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGTGA T CAAAGAC T A T AAA T T AGCGT C T AA TGCG - - - - - - - ACGACA T AAAAA T C T AAA T TGCAA T T A T T A
AAGAAAAACCGAGTG - AA T AGAAAGAAA TGT AGA T AA T T T T T T T - - - - - - - - - - - - - - GT A T T ACA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT ACA T A TGTGGT AA T A T T T T A T T ACAA T T AAACA T C - - - - - - - A T CAGA T ACAGAACGGGTGAAAA T A T T T T A
AA TGCAGA T TGAACGA T T CGGA T AC T AAAAAAAACACGT C - - - - T AAGCC T T AA T A T AGT T T T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T T AAGT A T CA T A T CA T CC T AAAAA T AGA - - - - - - - - - AC T ACAAAAAAAA T TGT C T AA T ACAGGT T T
T T TGGGAAGT T T A - - - T T ACAACA T ACC TGT A T A T A T A T T A T T T - - - - - - - - - - - - - - - - GT T A T A T ACAGTGTGACCCGC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGT A T C TGAA TGC T T CAAGT T T T TGCAA T AAAAAACAAAGC TGTGT AAC T AAAGT TGGT A - - - - - - - - - - -
T A T AA T AA T T T AAAA - A T A T AA T A T AA T A T A T AA T A T A T - - - - - - - - - - - - - - - - - - - T A T A T A TGT ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGGGTGGGT CACAC TGT A T A T A T T T T T C - - - - - - - - - - - A TGA TGAAGCACGACA TGAAA T T AAAAACA TGCGT C T CAGACACCAA T CC
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T A T A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T ACACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T TGGT A T T T T A T T AAA T T AGGA TGT T CA - - - - - - - - - - - T C T AAA T C T ACAGGT A T CA T A T A T ACCC
AA T A T A T A T - - - - - - - AAGA T A T A T A T A T A T A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACA - - GTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T AC T A T AAA T A T A T AAGT T T T CAAC TGGT AGAACA - - - - A T T T T T CGCAAAAAAAAA T T TGAAA T T T T T
AACA T T AAGCC T AC T - - - - - - - - - - - - - - - - - - - - - - - - - - T T T T T T T T T T T T AAA T AAGAA T ACA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T AGT A - - - A TGCCACCA - - C TGT AAAA - - - - - - - - - - - - - C T T CACGAAAC - - - - - - - AA T TGAGGT AG
AA T AGAGG - - - - - - - - - - - - - ACAAA T AGGAAGAAAAAA T T A T T T ACGT T T ACA T T AGT ACGACA T T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
AA T A T ACA T T T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C TGT T T T T T ACGT A - - - - CA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A - - - - - - - - - - - - - - - - - - - GTGAAAAG - - - - - - - AAAAAC T T T CA T T CAAAAAA T T - G - T T T A T AA T T T
GA T AC T AAA T TGT AACA T A TGT AA TGGAAACAAGT A T T T - - - - - T TGGT T TGGAGGCA - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - T TGCCCGGT C T TGAGTGGGT CACAC TGT A T AAA T - - - - - - - - - - - - - - - - A TGA T A T A - - - - - - - - AAA T C TGGT A T A TGCGACA T ACGCAGAAAAA T C T
AA TGTGT T T T T TGAAAA T C T AGCGAAA TGGA T AAAGC T A - GT CC T AAGT C T A T CAGT T T CC T CA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACACAGT A TGAGAAGT A T - - - - - - - - - - - AGAAAAA T T T ACG - - - - AAA T CCGGAACCGGAGC TGT T T CGGGAA T A T CG
T AC T CGGTGC T CGC T - - - - - - - - - - - - - - - - - - - - - - - - - A T C T - - - - - - - - - - - - - - - - - - CA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGT TGT A T - - GT A T C T T C T - - C T CCAAAAA T C T C - - - - - - - T C T T T CCGAAA T C T C T AGCGT T T CACA TGC
GA TGCA T T T C TGA T AAA T TGGC TGC T ACAAACAAAAAC T - - - - - - - - - - - - - - - - - - - AA TGT A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGT A TGT C T C - - - - A TGTG - - AGAA T CAGT TGTGA TG - - - - T T CA T AGAA TGAAC T AGACCACAAC T ACAC
T T T AAAGA T - - - - - - - - - - A T ACAAACA T A T A TGAA T A T T T A T T T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
AA T A T T AAA T TGGAAAAGAGGC T A T TGA T AAAGAAGT T T T - - - - GAGGT T TGGAAGT AA T T A T A T A T ACAGTGTGACCCAC T CAAGA T CGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T AA T A T T A T T A TGTGT ACAGT A T T T T CAGGT A T AA T A - - - - T T T A T AAA T AA TGT AAA TGGT TGGGCGCCG
T T T T AAGA T T T AA TG - GCAAGAGAAAGA T AGT T AGAGT T - - - - - TGT T T T T T T CCACGT T TGT AAA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T ACA T AAGT AA T T T A T TGGT T AGGTGAAA T T T C T - - - - - - - GC T T TGAA T T AAA T T AAAGA T TGT A T ACCG
- - - - - - - - - - - - - - - - - - - GT A TGAAAA T AGGAAGGT C T - - - - - T AC T T A TGT A T CGA T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T AAAAAGA T T T
AA T C TGAA T T A T ACCAA T AACCGAAAACAAGAA T TGT T T - C T T C T AAA T C T AAAAC T AA T T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A - - - - - - - - - - - - - - - - - A TGC TGT A - T A T - - - - - - AACCAACGC T T - - - - - - - - - - - - - - - - - - - - -
- - T T T CAAA T AGAA T AA T AA T T TGGT ACCACACAC T - - - - T T T C TGCGTGT T ACAA T A - - - TGA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGA T A T - - - - - - T T CA - - - A T CCAG - AGTGT A T T AAAAGGT TGT AGC TGGGGCGGA - A - ACAGGAA T T T
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T A T A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T ACA T A T TGTGT T T CCA T AA T T A T T TGA T A T T - - - - - - - - - - - C TGT CAAA T A TGAGAAC - - - - - - - - - - -
AA T AA T A T T T - - - - - - T AA T T CCGGAAAAAACGT T A T CC T C T T T - - - - - - - - - - - - - - TGGT CA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T AC T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAACC TGT CACAAAGGT C T A T - - C T T A TGAACCG
AA T A T CAA T AAAGAG - - - - - - - - - AAAA T AA T AA T A - - - - T T A T T ACAC T T A T T T C T - CC TGT A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT AGA T A T - - - - - T AAGC T C - - - - T TGA T AAAC T T TGA T AA TGT AC T T T AAAACACCC TGT - G - CAA T AA T T T C
AA TGA TGA T T AAACA - GAAC T T T TGACACAAAAA T A T T T - A T T T - - - - - - - - - - - - - - AACA T A TGT ACAGTGTGACCCAC T CAAGACGGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGT T T AA T A T TGA T AA T T CGA T T CCAAA T A T T T T A - - - - T T T T T A TGT AAAAAAGT - - CGT AAA T A T T A
AA TGAGGAAC T T AAAGACAACA T AAACA T AA TGT T CC T C - T C T T T T T A T T TGT AAGA T ACAACA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T AAAGTGCCA - - - - - - - - - - - - - - - - - - - - TGCA - - - AAAA - - - - - - - - - - - - - - - - - - - - T T A T ACAA TG
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T A T A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
GC T A T - - - - - T T AAA - ACAGGAAGTGACC T AAAAGAA T T - - - - - - - - - - - - - - - - - - - CAA T CA T A T ACAGTGTGACCCAC T CAAGACCGGGCA T CC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T AC T AACA - - - - - - - - - - - A T C T AAACAAA TGA T A - - - - AGT A T A T A TGAGAGTGT A T CGAGCA T A TGA
- - T ACAA T T TGT AAAAA T A TGA T A TGAA T A T T AA T A - - - - - T T T - - - - - - T A T T A T T - - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGAA T - - - T T T T AAAACC TGGT TGAA - - AACAA T AAAAA T C TGCCAA TGGT ACCA T CG - ACAAC TGC T A
AA T A T ACGC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A - - - - - - - - - - - - - - - - - - - A T A T ACAG - - - - - - - GAAAA T C TGCAGA T AAAAA T AA - A - T AAAAAGT T C
AA TGCCGT A T AGT AA - ACA TGGGACAAGA T A T AA T TGT T T T T T C T AGT ACCACAAGT A - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT AGACGCGT AAA - - - - - - - - - - - A T CGGAACA T T TG - - - AAAA T T CGGAGA TGGGGT CAAAAAAAAAGT A T TG
AA T ACCAA T AGGACCAA T A T T T T TGAAACAAAAA T C - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T ACGT AAG - - - TGT AA T A T T - A T AAAA T A T T AAAGT - - AAAGT AA T AAGAAA T A T ACCGG - GTGCGT T T CA
AA T T TGGACGAAGGAGCCAAGAGGGAAACGAAAACG - - - - GC T T TGTGT C TGA T AGC T T CGT T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T C TGA T - - - - - - A T CAA - - AAC T C T T AGT T AGA T - - - GGAA TGT TGCCAA - - - - - - - - - C T A TGGACA T
T T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - A TGT AAA T - - - - - - - - - T T TGT CCC TGAC T ACA T A T ACAGTGTGACCCAC T CAAGACCGGGCA T CC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A TGT AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T AGA T A T A T A T A T A T T A T A T A T A T A T
A T T CC T CAGCACC T T - T T T TGT CAAAAACCGAAA T C T C T - - - - - T A TGC T CAC TGA T AA T T T T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T AAAA T ACA - - - AAAC - ACA TGAAGGTGCGT T AAAA T AC T T T ACAAAACCGT A T C T T T T TGAGA T T T
AC TGTGAA T C T A T AAAGAAAGT TGAGT T A T TGAA TG - - - - - T T T C T CAA T T T T CAGT - - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGT T T T C T C TGAAAC TGT TGACAGAAAGAACGAAAGAAA - - - - - - - - - - - - - - - - - - A - ACACACACA T
T A T A TGAA T T T T - - - - T T A T AAAAGAGCCAA T T ACG - - - - T C T C - - - - - - - - - - - - - - A T TGT A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T AA T T AA T AAAAGCGT T T T C - AGAAAAAA - AA T A - - - AGCG - - - - - - - - - - - - - - - - - - - TGA T CGCA T TG
T ACA T AGA T CAGGT A - T TGGGGT A T ACA T A T A T A T A T T T - - - - - - - - - - - - - - - - - - - GC T AC T T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A TGGCAGAGCCCA T AA - - AGGCA TGGGCAGA - - - - - - - CCCGT ACAGAAA T C TGCGGT AA T C TGA T T T
AA T A T ACGC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A - - - - - - - - - - - - - - - - - - - A T A T ACAG - - - - - - - GAAAA T C TGCAGA T AAAAA T AA - A - T AAAAAGT T C
AC TG - GT CGT CCAAG - GCAAAGGACAA T T AAAAAGGA - - - GT CGAGGAGT T AAGGACA - - AA T A T C T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T AA T AA T T CAC TGTGGGT T C TGT AA T CA T - - - - - - - - - - T T T CCAAAAA T AA T AA T CAAC T ACACAA T C
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T A T A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A - A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
T A T ACAAACCAGAGG - AAA T T A TGAAAA T A T CAGAA T T T T - - - - - - - - - - - - - - - - - - AA T A T ACA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC T - T A T A TGT A TGGAA T T T T TGGCC - T T T T AAC TGT T T C - - - - - - - CC T ACA TGCA T T AC TGT T T T ACAA TGGCC T
AA T A TGCC T CCCGAA - C TGCAA T AAAGCCAC T AAGAA T T - T T T T T A T ACC T AAA TGT A T T CA T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGT A T T T T T A T T AAGT A T T AAA T AAA T A T T TG - - - - - - - T C TGC T T T A T T AC T AACCA - - T A T ACA T AC
GACA TGAA T TGAGAAC T T AAAC TGAAACA T T T AAAGT C T - T T T T - - - - - - - - - - - - - - T A T ACA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGT ACA T - - - - - - - ACA - - - - AAAA T A T A - T A - - - - - - - - - ACA T T A T T T T T T A T T T A - A - T T A T ACA T T -
AA T ACCAGGT T T C T CAA T AAAGAAAA T T AGAAAAACA T T T T AC TGAGT A T C T AAAC T A T T AAAACA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T T AC T - T A T ACA T AAC T A T ACCGT A TGA TG - - - ACGA T T T A T A TGT AAA T T T A T A TGT CAC TGA T CG
T T CGCCAA TGC T - - - - T CAAGT TGAAAGTGT T A T T A T A T T T T T T - - - - - - - - - - - - - - - AAC TGT A T ACAGTGTGACCCAC T AAAGACC TGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T C T A - - - - - - T CAA - - - AA T T CGT AAAC T AAAA - - - - - - - - - - - - - - ACAGGGT T A - - - - - - - - - - -
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T A T A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
AA T A T AGAAC T T T T T AA T AGT T T A TGC T TGAAAA - - - - - - - - - - GAAAGT T T AGAC T - A TGAAA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T AA T T T C T - - T C T T A T T AC - - A T ACAGGGTGT T C - - - ACGA T C T T CACGT AAAAA T A - - - - - - - - AGA T T T
CGT AAAGT T T T T T - - - ACA T T T T AAAA T T A T AAA T T A T A - - - - - - - - - - - - - - - - - - - CA T A T A TGT ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGT A T AAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAGA T A T T AGGACAGAAC T AC T A T T TGGAAA T CA
GT T AAA TGCCAAACG - GTGAAA TGAAAC T ACGAAGAAGT - T T C T AAAAA T CGT ACAAA T T A T T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T A T A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
T T CAAGGT T T T TGAA - GAAA T A T AGAAGAAGAAA T A T - - - - - - - - - - - - - - - - - - - - - - - AGT A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGAAGGAAA TGT A T T AA T T T TGTGACAGGA TGA T AAAACC T A T CACAAAGGT C T A T - - C T T A TGAACCG
AGTGTGGGCGAAG - - - T AA T T AAAAAA T CA TGAA T A T AC - T CA T TGAAGT T AAA TGAAA T T CCA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT AAGT A T AAA - - - - - - - - - - - - - ACGGAAAGGAA T T - - - - - - A T C TGT AA T AAAC T T T T T T T TGT T AAAA TGG
AA T AAAAA T T T CACAAAC T CAA TGTGT T T A T TGTGA - - - - T T CAGCGA T T T T T ACGT ACACGGAAA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T T T T - - C T CAGCAGT T T A T ACAGGT - - - - - - - AAACACC T ACAAA T AGAAG - - - - - - - - - - - - - - T C
GGT T TGT A T T TGT TG - T TGT T CAA T AA T T T CCAAAA T T T - T T T T - - - - - - - - - - - - - - - - - - - ACA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T T T AGT T ACA T TGT T T A T T A T TGT TGGGT A T AA T - T AAACCGAAAGGCCA T CCCACAA - CCA T CCAC T T
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T A T A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T - - - T A T A T T T
- - TGCGT A T TGGT - - - - - - GGCGT TGCA TGT A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A TGT ACCAAAAA TGGAA TGA T T T TGGAGG - - - - - - - - - TGT AAC T A T AA T AA T T AA T T AAACAA T T
T T T AAA TGGGGTGGC - - - - AA T AAGAA T AAGGAAGAGGGC - - - - AGCAAC T AAC T T TGT T T T T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CAC T C TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - A - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
T C T A T AAGCC T T AAA - A T ACCAAA T AACAAA T AACGCCA - - - - - - - - - - - - - - - - - - - C T AGT A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T T C T T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT T A T T T A T T AGAGTGT A T C T AGC T CGT - -
T A T T TGAA T T CAAAG - T T A T T T T T AAAGT T ACAC TG - - - - T T T T T AAC T T T AA T - - - - T AAGAA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T T T T AC T T T T ACGAGT T CA TGT AAA TGA TGA TG - T ACA T T T T AAAGCGAAC - - G - A - AAAAAAA T CA
T CAA T A T T A T T T T T T - C T T T TGAGAAAA T CGAAAAA T T - - - - - - CA T T C T CA T C T A T AAA T A T A TGT ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGACA T ACGCA T ACAGGT - A T T C T AGGGTGTG - T - AGAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - T C T T CA T AGAA T T T CGTGT T T C T - C T T C - - - - - - - - - - - - - - T A T T CA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGCAC T T AGA T T T T - - T T T AAAGAAGA T CA T AAGA - - - - C T T T T ACAAAG - - - - - - - - - - - - CA T T T T A
GC T A TGAAC T T T C TG - - - - - - - - - - - - - - - AAAA T A - - - - - T T TGA T A T T T A T T AA T A - - - T AA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT ACA T A TGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA - - - - - - - - - - - - - - - - - - T - ACAGACGC T C
T A T T T TGC T T CA T T T AA T A T T T T A - - AGAACCGT T A T T T C T T T T - - - - - - - - - - - - - - - - - - - A T A T ACAGTGTGACC T AC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGCGAC T T AA T T AA T T A T TGT AA T TGT - - - - - - - - T AAACC TGGA T AAAA T T T T - - - - - - C T CACA T T T
AGTGT AAAA T T T CAA - TGT T C T TGAA T A T AGAAA TGA T T - T T T T - - - - - - - - - - - - - - CA T T T ACA T A T AGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGT CCGGT C T TGAGTGGGT CACAC TGT A TGT A T A T T AGACGT T CGT A T T A TGCGAA TGGG - - - - - - - - - T C T AGCC T CAAA T T CAGAGAC T AGACGTGG
AA T A T TGA T T AAAA T - T T AAAA T AAAAAAAAA T CGA T T T - - - - - - - - - - - - - - - - - - - GA T TGA T C T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T AAAAGAAACAA T T AAGT AC - GAGAGTGA T T CCA - - - - - - - A T T ACCACCA T CA T T A T T AGTGAAGT ACC T
A T TGGGAAA T T ACGCAGT ACGGTGGTGA T ACCAA T CGT T C T C T T TGGAAC T CAAAGCGC TGT T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGTGT AA T - - T AA T ACACGT TGACGAAAA - T A T T - - - AA T AGT T AAACA T AGAA T ACACA - ACAAAAACAA
- - - - - - - - - - - - - - - A - - AAC TGGAAAGCGGT AGT A - - - - GCCC TGT A T A T AA T AAC T - - - GT T T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T T T A T A - - - - - - A T T AA T T A T T T T T - - - - - - - - - - - - - - - A T T T TGA T AAAAAAAA - A T A T A T AAAAGT
A T T T CGAA T T T T CAA - T T T T T T CGCAAAAAAAAAAACC T - T T C T AA T A T T TGCAC T T AACCC TGT A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T ACA T CC T CGGA T T T T CAC T - AGAAA T AC T T T CG - - - - - - - T T T T T A T AACAA T T T T T T T CAAA T T T AC T T
AA T A TGAAA T T CGT A - T ACACACAGAACACAGGGTGT T T - A T T T T AA T CGA T T ACGCACAAA T A T A - ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T T T - - - - - A T T T CA T AA - - AGGT AAAAAAA T A - - - - - - - - CA T T A T T T AAC T T T T AAAGA T ACACACGT
AA TGAAAC T T TGA TGA T T A T T ACC T AC T AA T AGA T A T T T - T C T T T ACC T C T A T T A T T T CCCA T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T CAGCGAA - - - - - - - - - - - AGAC T AGGT AAAA - - - AAAA T T T T T CCA T AAAAA T AACGAA T AAAAA T T A
- - - - - - - - - - - - - - - - T AAA T A T AAAAA T AGT T AAACA T - - - - - - - - - - - - - - - - - - - T T T T TGT A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T AGA T A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T C TGT AAAAACGAGTGGTGGCGAAAGACAA
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T A T A T A T A T A T A - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T A T A T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T T AAGTGGGT CACAC TGT A T A T AAAA T A TGT T CAGT T T C - T T CCGT - - - - - - - - - - - - - - - - - - T CCA T A T CC T T A T T T T CCA T ACA T T T
AA TGT T AA T ACAAAAAA TGT T C TGGAA T AA TGGAGAC T - - - - - - T CGAC T TGA T AGT T - - - - - T T C T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T T TGCC T - - - - - - - - - - - - GT AAAAA T - AAAA T A - AA T A T T CACAAAGC T AACGAA - - - - - - - - - - - - -
A T TGT T AGT T CCCAGAAAGGC T CGAAAGGAAAAA TGT T T T T T A T CAAA T CCA T A T A T A T AGGT ACC T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGCC T ACA T T CCAACCG - - ACAC T AAG - - - - - - - AAAAA - - - - - - - - - - - - - - - - - - A - GCC T A T A T T A
AA TGAGCC T T T A T ACAA TGT T T TGT TGGGACCGGT T T T T T CC T T - - - - - - - - - - - - - - - - - - - ACA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGT AGG - - - - - - - - T A - - - - - A T A T ACGT - - - - - - - - AAAA - - TGAAGGT A T T T T TGT - - TGT T T A T T T T T
A T TGCGGA T - - - - - - - AACA T A T A T A T T T T T T AA T A T C T - T T T T T AA T T T T T T T TGCA - - - - - T T A T ACAGTGTGAC T CAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T C T AAAA T A T AA T ACAA T TGT T T AAAGAAA T T - - - - - A T T C T A T AAAAAA - - - - - - - - - AA TGA T A T AC
GA TGAACA T TGGGTGCACA T A T T T AAA T T A T T TGT A - - - - T T A T - - - - - - - - - - - - - - AA T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T ACCAAAC - - - - - - - - - - - T TGAGAAACCGT T - - - - - AA TGGACGAAAAAAAC TGCCC - AAAAA T A TGT
AACC T CGGCCCGC T C - AAAAA T CAA T AA TGCA T ACGT T C - - - - - T T T CCC T A T AAGT ACC TGT A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T AA T - - - - A T CCA T CA T AAA T AGAA T T T - - - - AAAC T T ACAAAAAAA TGT A T TGCC T ACA TGCCA
GA T C T AAA T T T T T A T - ACA T A T TGT AAC TGGC T A T A T TG - - - - - - - - - - - - - - - - - - - - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T AA T AGT T T AGT T T T T T T CA T AGCAAC - - - - - A T AAAAAAGA T T AAA TGA T AC T T T AAAGGA T AGA T T A
AA TGAGTGGGCGGAG - T CAAGT CGACGT A T AAAA T A T A T - T T T T T AGACACAGA T CCAAC TGT A T A T ACAGTGTGACCCAC T CAAGACCGTGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A TGA T T TGGA T TGA T T T CC - A T A TGAAA T T AAA - - - - - - - GT TGT CCA T AAGGC TGT TGACCAAGT T T C T
AACACAAGT T T AA - - - T T AAA T T AAAA T AAAAAA T AA T T - T T - - - - - - - - - - - - - - - - - - - - - ACA T ACAGTGTGGCCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T AAA - - - - - - - - - - - - - - - AAAA T AAA - T A T AA T - A T AAACAA T A T A T AAA T T TGA - A - A T A T AAA T T A
TGTGT T AA T C TGTGG - T ACAA T T A T AAAAA T AAACAA T T T - - - - - - - - - - - - - - - - - - GAAGGAAA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T CA T - - AAA T A T A T A T AACGCACGT A T ACGT TG - - - - T T T ACA TGTGTGGAAGT AACA T AGGGA T CA
- - - - - - - - - - - - - - - - CGAGAC TGAAAA T CAAAA T A T CG - - - - - - - - - - - - - - - - - - - AACA T ACA T ACAGTGTGACCCA T T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAA TGGGT CACAC TGT A T A TGT C T T T T AC T T A T T T T C T CA T CAAGCGT A T C - - - - - - - CA T C T AAA TGGT T T T A T T T A T AAAGT ACCC
- - - - - - - - - - - - - - - - ACGGGGCAAAAAAAGA T AGACGT - T T T T TGGGT T T A T T T ACG - - - T T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T T A T - - GGGT A T T TGT T AGGAAGGA T ACGAA T ACGGAC T T T CAAAGA T A T T T A T TGCAAAGA T A T T A
- - - - - - - - - - - - - - - - ACGC TGC T T T AAAACGAACGT C T - - - - - - - - - - - - - - - - - - - GT T T T A T C T ACAGTGTGACCCAC T CAAGACCG - GCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T AAA T AA T CA T T A TGAA T A T TGCAA T AAGACAAA - - - - - - - - - - - - - - - - - - - - - - - - - - AAAAAA TGCCA
T T T T TGT T T T TGA - - - GAAAAACAAAA T T TGA T T T AC T T - T T TGTGAAC T T AC T C T T TGAA TGA T A T ACAGTGTGACCCAC TGAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T ACAGT T T T A T T A T C T A T TGC T T T AACAGT CCA T A - - - - T T T T T T AAAACAC T TGC TGC T CAAA T C T T T
AACACAAGT T T AA - - - T T AAA T T AAAA T AAAAAA T AA T T - T T - - - - - - - - - - - - - - - - - - - - - ACA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T AAA - - - - - - - - - - - - - - - AAAA T AAA - T A T AA T - A T AAACAA T AAA T AAA T T TGA - A - A T A T AAA T T A
AA T A TGAAA T TGT - - AA T A T A T AGT T AAC T T T AAAA T T T T T T AC T AAC T T T T CGA T T A - - - - - A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A TGT A T A T CAAGGC TGT T AA T T AA TGCAGAGT ACGAC - AAGACCAA TGGGAGAGAGGGG - - GAGAGA T AAC T
T T TGAAAAGT TGA T A - T AA T T T AA T T T CCGA T AA TGT C T T T T TGT AGT T CC T A T AA T AA T T C T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGA T C T TGAGTGGGT CACAC TGT A T A T ACCAGT TGAA TGCGC - - - GT ACGTGAAGGGAACGAAAA T T T A T T T A T A T T A T AA T T A T AAAAA T A T C T
AGCGCGT A T T C T AAAA T CAAA T TGTGT A T AA T AA T A TGT - T T T C TGGGT T T A T CAA T - - - - - - A T AAACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC - - - - - - TGAA T - - - T - - - - - - - - - - AGA T T AA - - AA T AA T AAAAAA T AA T A T ACGA T A T T A T - G - A T ACGCA T T T
T A T A T A T A T - - - - - - - - - - A T A T A T A T A T AGA T A T A T A T - - - - - T A T A T A T A T A T A T A T A T A T A T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T A T A T A T AA T A T A T A T A T T A T A T A T A T A T A - - - - - - - - - - - T A T A T A T A T A T A T A T A T T A T A T A T A T A T
AA TGCAAGT T T TG - - - CAA TGC T AGCAGT ACCAACA T A T - A T T T A T T A T T T T T T T A T AAA T C T A T A T ACAGTGTGACCCAC T CAAGACCGGGCAACC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A - - - - - - - - GT T T T AC - - - - ACGT T T T AA T AGT - - - - - - - T T T T CA T A T AA T A T T AC T T T T T ACGGA T T T
T A T A T CGA T AGGACG - T AAAGCAGCA TGAGGT AA TGGTGC T T T T T T AA T T TGA T AA TG - - - A T A TGT ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT AGA T AA T AGGT - - - - - - - - - - - A T A T AAAA T AGCA - - - AA T T T T T T CAGA T AA T AAAACGA T TGA T A TGT T A
AA TGT AAA T T - - - - - AACAA T A TGAAAACAA T T T T AA T T - T T T T TGT T T T T T AAAA T AAC T A T ACA T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T A T AAGTG - - - - - - - - - - - - - ACAC T AAG - T ACG - - - AGAACC T A TGAAGAACGC TGCCA T A TGT AAA TGT
T CCGT AAAA T T A TGG - A T AAC T AAAAAAAC T T AAAA - - - - GT T T - - - - - - - - - - - - - - T A T CCA T A T ACAGTGTGACCCAC T CAAGACCGGGCACCC T CC - - - - - - - - - - GTGCCCGGT C T TGAGTGGGT CACAC TGT A T AAGCGA T AC T T AAAC T CA T - T TGACAACGGGT AA T TGGAAA T CA T AGT CAAAGCAA T T A TGAAAA T A T T A
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TE: rnd_5_family_14044.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 2026bp; fragments: 695; full length: 176 (>=1823.4bp)
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TE consensus structure and protein hits (bp)

No TE domain detected

After TEtrimmer 2026 bp
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TE: rnd_5_family_14044.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 2327bp; fragments: 695; full length: 0 (>=2094.3bp)
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No TE domain detected

After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_5_family_14044
 size: 1993bp; fragments: 695; full length: 177 (>=1793.7bp)
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