Start crop Point End crop Point

MSA length = 1572 1
A---BBG TRTTEATATABACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCHAGHAARAAAA - - - - oo - THTTCCT-GCGAAAACACAATATCCTTAACTTTTTTCGABTAGTTTATRTEEATAR T TECET rACEE ~ » A BTATCCH 'AE~ BATH - - - - - -
Avmmmmmmm e AAACTAATCGAAAAAAGT TAAGGATATTGTGTTTTCGCTAAGAAGAAAA - - - - - - - - - - TCTTClTAGCGAAAACACAATATCCTTAACTTTTTTCGATTARTTTATRTIAARGA - THGEREEAS 8~ AAABTITT T8 T EHGREH - - - - -
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA - - - - - - = - - - TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTATHTE---------------
ATAlJACTGATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAAGAAGAAAA- - - - - - - - - - TCTTCCTAGCTAAAACACAATATCCTTAACTTTTTTCGATTARTTTATEGET- - - ------------
TAAACTGATGAAAAAAGTTAAGGATATTGTGTTTTCGCTAAGAAGAAA - - - - - - - - - - TCTTCCTAGCTAAAACACAATETCCTTAACTTTTTTCGATTAGT TTAGRT - - - - - -« o com o m o m oo oo
TAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCT = - - === = mmmmmmm e e e o - TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTGABTAGTTTATREMABEE- - - - - - -
-------- ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA - ---------TCTTCCTAGCGAAAACACAATAT-------TTTTTTCGATTAGTTTAT

— 4 4 4 4 4 -4 - o -

————— A AAACTAATiIAAAAAAGTTAAGGATATTGTGTTTTCGCT.GAAGAAAA— - - === —TCTTCCTAGCGAAAACAIAATATICTTAACTTTTTTCGATTAGTTTAT -----
TAAACTAATIRGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAN---------- TCTTCCTAGCGAAAAIACAATATCCTTAACTTTTTTCGATTAGTTTAT
———————— ATAAACTAATCGAAAAAAGTTAAGIATATTGTGTTTTIGCTAGGAAGAAAI— - - === —TCTTCITAGC AAAACACAATATCCTTAACTTTTTTCGATTAGITTAT
ATT--------- TAAACTAATCGAAAAAAGTTAAGGATATTGTGITTTCGCTAGGAAIAAAA —————————— TCTTCCTAGCIAAAACACAATATCCTTAACTTTTTTCGAITAG ——————————

A--- ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA------=---- TCTTCCTAGCGAAAACACAATAICCTTAACTTTTTTCGATTAGTTTAT
AATT ATAAACTAATCGAAAAAAGTTAAGGATATTITGTTTTCGCTAGGAAGAAAA —————————— TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGAITAGTTTA

--------------------------------- AAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAR- - --------TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT

- - - -TAAACTAATCGAAAAAAGTTAAGGATATTIITGTTTTCGCTAGGAAGAAAA - - = - = = = - - - TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT

T TAAACTAATCGAAAAAAITTAIGGATATTITGTTTTCGCTAGGAAGAAAA ---------- TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGARTAGTTTAT

T TAAACTGATIGAAAAAAGTTAAGGATATTGTGTTTTCGCTAAGAAGAARA- - - - ------ TCTTCCTAGCTAAAACACAATATCCTTAACTTTTTTCGATTAGTTTA

T TAAACTGATCGAAAAAAGTTAAGGAT - - TGTGTTTTCGCTAAGAAAAA - - - - - - - - - THTTCCTAGCTAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT

T AJAAACTGATCGAAAAAAGTTAAGGATRTTGT|TTTTCGCTAARAAGAAAA - - - - - - - - TCTTlCTRCTAAAACACAATATIICTTAACTTTTTTGATTAGTTTA

CAT---ToT-------- ATAAACTAATCJAAAAAAGTTAAGH- TATTGTGTTTTCGCTAGGAAGAAAA - - = - - - - - - - TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGAITAGTTTAT

T TAJJACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA - - < - - - - - - - TCTTCCTAGCGAAAACACAATATCCTTAARTTTTTTCGARTAGTTTAT

THEATT- - - - - - ATAAACTAATCGAAAAAAGTTAAGATATTGTGTTTTCGCTAGGAAGAARA- - - - - - - - - - TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTARTTTAT

- THEART- - - - - ATAAACTGATCGAAAAAAGTTAAGGATATTITGTTTTCGCTAAGAARAAAA - - - - - - - TCTTCCTAGCTAJAACACAATATCCTTAACTTTTTTCGATTAGTTTAT

A T TAJACTAATCGAAAAAAGTTAAGGATATT-TGTTTTCGCTAAGAAGAAAA - - < - - - - - - - TCTTICTAGCTAAAACAIAATATCCTT———TTTTTTCIATTAGTTTAT

G T TAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA - = = = = = = = = - TCTTCCTAGCGAAAACAMAATATCCTTAACTTTTTTCGARTAGTTTAT

A C TAAACTGATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAAGAAGAAAR- - - - - - - - - - TCTTCCJAGCTAAAACACAATATCCTTAACT - - - - TCGATTAGTTTAT

A T TAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAI ---------- TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT

A T ATAAACTAATIGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA ---------- TCTTCCTAGCGAAAACACAA-ATCCTTAARTTTTRTCGARTAGTTTAT

A THRBA---------- ATAAACT - - TlIGAAAAAAGTTAAGGATATTGTGJT TTCGCTAAGAAGAAAA- - - - - - - - - - TCTTCCTAGCTAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT

G C ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTJCGCTAGGAAGAAAA- - - - - - - - - TCTTlCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTA
A

TAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA---=---=-=--- TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAIAAAA —————————— TCTTCITAGCGAAAACACAATATCCTTAACTTTTITCGATTAGTTTA
ATAAACTAATCGAAAAAAGTTAAGGATATTITGTTTTCGCTAAGAAGA ————————————— TCTTCCT GCTAAAACACAATATCCTTAACTTTTTTCGATTAITTTAT
————————— ATAAACTAAT.AAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAA.— - - === —ICTTCITIGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
ATAAACTGATCGAAAAAI—TTAAGGATATTGTGTTTTCGITAAGAAGAAAA —————————— TCTTCCTAGCTAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAIAAAA —————————— TCTTCITAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
——————— ATAAACTAATCGAAAAAAGTTAAGGATATIGTGTTTTCGCTAGGAAGAAAI— - - === —TCTTCCTAGCGAAAACACAATATCCTTAACTTITTTCGATTAGTTTAT
TAAACTGATCGAAAAAAGTTAAGIATATTGIGTTTTCGCTAAGAAGAAAA —————————— TCTTCCTAICTAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT

ATAIIACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA - - - = = = = = - - TCTTCCTACGAAAACACAATATCCTTAACTTTTTTCGABTAGTTTA
T A!-AATIGAAAAIAGTTAAGGATATIGTGTTTTCGCTAGIA—GAAAA ---------- TCTTCCTAGCTAAAACACAATATCCTTAACTTTTITCGATTAGTTTA
C ATAAACTGATCGAAAAAAGTTAAGGATATTGTGTTTTCCTAAGAAGAAAA- - - - - - - - - - TCTTCCTAGCTAAAACACAATATCITTAACTTTTTTCGATTAGTTTAT
T ATAAARTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA - - = - - - - - - - TR TR T AR - - -
T ATAAACTGATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAAGAAGRAAA- - - - - - - - TCTTCCTAGCTAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
T TAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAARA- - -------- TCTTCCTAGCGAAAACACAATATCCTTAA - TTITlGATTAGTTTAT
TRBAAT - - - - - - - - ATAAACTAATCJAAAAAAGTTAAGATJTTGTGTTTTCGCTAGGAAGAAAA- - - - - - - - - - TCTTCCTAGHGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
C ATAAACTAATCGAAAAAAGT TAAGGATATTGTGT TTTCGCTAGGAAGAAAA = = = = = = = m mm e e e e e e e e e e e e @ e e e e e e e e e e e e e e e e e e e e e e e e e m A~ AR -
T TAAACTAATCGAAAABAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA - - < - - - - - - - TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGARTAGTTTATTHGAAAR- ---------
CHEE- - - - - - - - ATAAACTAATIIGAAAAAAGTTAAGGATATTTGTTTTCGCTAGGAAGAAAA - - - - - - - - - - TCTTCCTAGCGAAAACACAATETIRCTTRACTTTTT- - - TTARBTT----G-----o oo -
T ATAAACTAATCGAAAARAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA- - - - - - - - - - TETTccTAGCGAAAACACATATCCTTAACTTTTTTCGARTAGTTTARMTECEAR- —T-T.G A
T TCTTCCTAGCTAAAACACAATATCCTTAACTTTTTTCGATTAGTTTATHET
TREAATH- - - - - - - - TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
C TCTTCCTAGCJAAAACACAATATCCTTAACTTTTTTCGATTAGTTTA

ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGRAAA- - - - - - - - - TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
AIAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGHAGAAAA
ATAAACIBTIAAAAAAGTTAAGGATATTGTGTTTTCGCTBAGAAGAAAA THTTCBTAGCTAAAACACAATATICTTAACTTTTTTCGATTAGTTTAT
TAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAR- - - - ------ TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
TAAACTAATCGAAAAAAGT TAAGGATATTGTT -« - v - v o v e TCTTHCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA
ATAAACTAATCAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAAAAR
ATAAACTGATCG AAAA GTTAAGGATATTGTGTTTTCGITAAGAAGAAAA

B3

ATAAACTGATCGEBAAAABGT TAAGGATATTGTGTTTTCGTAAGAAGAAAA
TAAACTAATCGAAAAAAGT TAAGGATATTGTGT = = = = = == = mmm e e e e e e e e e o -
ATAAACTGATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGAAGAAAA
ATAAA.GATCGAAAAAAGTTAAGGATATTGIGTTITCGCTAAGAA.A. ----------------- CTAAAACACAATATCCTTAAITTTTTTCGATTAGTTTAT
A= o m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e oo - TCTTICTAG GAAAACAIAATAIC.TAACTTTTTTCGATTAGTTTAT
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA - - - - - - = - - - TCTTCCJAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA - - - - - - = - - - TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
------------------------------------------------------------ TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
TAAACTGATCGAAAAAAGTTAAGGATATTGTGTTJTCGCTAAGAAGAAAA
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA

> > > > > > > >

TAAACTAATCGAAAAAAGTTAAGATATTGT - - TTTCGCTAGGAAGAAAA- - - - - - - - - - TCTTCCTAGCGAAAACACAATATCCTAACTTTTTTCGATTAGTTTATIRTIAAR- - ----------
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCM- - ----cmmmmm oo TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTT-TT.TTTJ— - AAAA -

TAAACTAATCGAAAAAAGT TAAGGATATTGTGT T TTCGCTAGGAAGAAAA - = = = = = = s m m e e ot et df e f it e f e i m i e o mmemmemmemmemmeemee oo [l
TCTTCCTAGCGABAACABAATATCCTTAACTTTTTTCGATTAGTTTATHTR- - - - -
TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTATHT - AAAAA
TCTTCCTAGCTAAAACACAATATCCTTAACTTTTTTCGAT TART TTAT- - -« - - ccamm e

—————————————————————————————————————————————————————————————————————— TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTA- - - —AAAIA T ----
—————————————— TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGA TAGI— ------ —AAAA!L
TCTTCCTAGCGAAAACACAATATCCTTAACTITTTTCGAITAGTTTAT TH--------=-=-=-=----
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA---=------- TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTATIT GAI— =T --c------
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA
ATAAACTGATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAAGAAGAAAA
TAAACTAA GAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGA-
ﬂGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA
TAAACTGATCGAIAAAAGTTAAGGATITTGTGTTTTCGCTAAGAAGAAAA
ATAIACTAATCGAAAAA—GTTAAGGATATIGTGTTTTCGCTAGGAAGAAAA
ATAAACTAATCGAAAAAAGTTAAIGATATTGTGTTTTCGCTAGGAAGAAAA
I R I L I R TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTATETE---------------BMAAGEREGIE | I T IRRGEEA - - - - -
ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA---=---=---- TCTTCCTAICGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTA
———————————————————————————————————————————————————————————— TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCGATTAGTTTAT
———————— T.AITAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAA.— - - === —TCTTCCTAGCGAAAACACAATATCCTTAACTTTTTTCIATIAGTTTAT
T—ITTT AT TIGANRT - - ------ ATAAACTAATCGAAAAAAGTTAAGGATATTGTGTTTTCGCTAGGAAGAAAA---=---=---- TCTTCCTAGCGAAAACACIATATCCTTAACTTTTTTCGAT AGTTTATHET ----------"THEGIRAAAAREEIIE TG CREN/ B - - - - - -







ed _fm_1.bed 0 0 n.bed g 1.bed fm_2.bed 0 0 bcin.fa_aln.fa_cl. After TEtrimmer 1572 bp

size: 1572bp; fragments: 1388; full length: 43 (>=1414.8bp)
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ufbed g Lbed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 bel After TEtrimmer Extended plot Blue lines are boundaries
size: 1872bp; fragments: 1385; full length: 0 (>=1684.8bp)
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divergence to consensus (%)

TE: rnd_5 family 12251

size: 1568bp; fragments: 1376; full length: 44 (>=1411.2bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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