
Start crop Point End crop Point

MSA length = 2360
T C T AA TGA T T T AA T A T CAAGAGCCGCGCACA T T T A T CAGGC T A TGTGT T A TGT ACAGAGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCAC T C TGT A T - - - - - - - - - - - - GT T A T T T CC T C T TGA T TGACAAAA T C TGCAC T T C T T CCG
AA T AAACA - - GT A T T T T A T T A T T T AAAAA T T AGT - - - - - - - - - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T C T A T CAA T T T T T TGGT TGT T T AG - - - - - - - - - - - - - - - - - - - - - - - - - -
A T T C T A TGT AAAA T AGCGCAA T A T T T AA T T AA T CA T T CAAA T T T T A T T CC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A T A T A T A T - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T
A T T T AAAAAA T T AA T A T CAGA T A T AAAAA T AAA T A TGT AAGT AA T A T T A T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T - - - - - - - - - - T C TGT AC T AA TGT C T - A T T T T T CCAAAGGT C T T T A TGT T T T
GACGCAAAA T A T A T T T T T T CA T A T T T - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AAAC TGCA - - CGT TGCGGAA T CAAA T T T T T AGAGGAAA TGT T T CGAAAC
AC T T AA - - - - T T AGA T T T T AA T T T A TGTGT A T A T A TGT A T - - - - AA T A T ACA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T - - - - - - - - - - C T - - - - - - - - - - - - - - AA T T TGCAGCAAGT CAC T - - - - - - -
AGCAGGGGGGGCGGT AA T T AAC T T CCAC T T A - - - - - - - - - - - - - T T - - TGT A T ACAAGGTGGGCCAC TGAACAC T T ACAGTGGT T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AAGT CAC T - - GA T A TGAGC T T A T CA T T C T T T AAAGT A T T T AAACAGCC T
ACGTGAGGAA TGA T AC TGAAAAC T ACG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C TGGGCCAC TGAAAAC T T ACAA TGGC T A T T A T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A TG - - - - - - - - - - - - - - A T AAGT AACAC TGGGGT ACA T AAA TGT T CCCA T CA T
- - - - - - - - - - CGGA T T T CCACCACACGGACAAAACCCCGA T AAA T AC T TGT A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AC T TGA T T - - GGT AGAAAAA T CA - AAGGGT T T A TGTGT TGC T A TGT T T T
AA TGGAAA - - T TGAC T A TGAAC T T AAAAAA TGC TGA T AACGGA TGAACACAA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCG - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCAC T C TGT A T A T AAAAC T T T - - - - - AAA T ACA T T AAAA T T T AAAGGTGT CCA T T T T T CGTG
A T A T AAAAAA - - - - T T T CAGT T T T A T AAAGT T T T - - - - - - - - - - T T T T A T AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AACGT AC T T T T T CAGAAA T - - - - - AA T AGC T AA T AGGT TGGTGT AAA T T
A T A T T AGGAGAAAA T TGAAAA TGT AAAAAA T AGC T T T T T T AAC T T T C T AA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T T AGT T ACGT T T CAGT AAA T ACGGT T AAGT AA T AAA T AC TGT A T T T TGAGGG
AGCAAACAGCCCAC T T C T AAA T AACAAGA T TGA T T TGAA T AC - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGAAA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A TGCA T T AGT T T A T T AAA T C T T CGAAGAAAGACGGCGT CACAC T AGGA T T A
A T T AA T AAAAA T T T AA T CCAA T T T CAAGACA T T T T T A T ACCGACA T T T T T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AAC T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AA T AAA T CGT T CA T TGAGAA T T T - - - GAAAAA T AA T A T T T T T CC - - - - - - -
AA T T AACA - - CAA T A T TGCGA T T T A T CGAAAAAGAC TGT AAAA T AGTGAC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T TGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AA T A T AAA T A T T - - - - - - - - - - - - - - A T T AAC T AA T T A T A T A T T T T T T C T T
- - - - - - - - - - A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T AGT T T C T A T ACAGGGTGGGCCAC TGAAAACA T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T T T T AAGT T T T T AGTGGCCCACCC TGT A T AA - - - - - - - - T T T A T T C T T A T A T AAA T A T TGGT AAA T A T T TGT T T T AAAA T
A T T AAAAA - - A T A T CA T T CA T T A T ACA T A T - - - - - - - - - - - - - - - - - - - - T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAC T C T ACAC - - CACA TGT A TGT T TGGT AAAGT CA T AAGACGT T CCACGT T
AA T T AAAAAC - - - - - - T CAGACCCAC TGA T T A T - - - - - - - - - - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AAC T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T - - - - - - - - T TGT CAAAAA T CCCGCAACAGACAAAA T T T CAGTGAGT A T T
AA T TGA T TGA - - - - T C T AGGT T T CC T AAA T AAA T A T A T A - - - - - T A T AAA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAAAGT CCC T - - AA T AAAAA T A T A - - AACAAA T AA T AGCGT T T T C T - - - - -
- - - - - - - - - - A TGGT CCCAGACC T AC TGA T - - - - - - - - - - - - - - - - T A T ACA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AAC T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAAA T T T CA T C T A T T AAAAA T AC T A - GT T A T T T AAAGA T T T T C T A TGT AGA
T A T A T A T A T AA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACC T TGT A T A T A T A T A T A T - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T
- - - - - - - - - - T T T CC T TGGAGC T T CC - - - - - - - - - - - - - - - - - - T A T CCC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T AGT AAA T T T T CAGTGACCCACCC TGT A T A T T AAAA T A T - - T C T CA T T T T AACGAAA T T T T T AC T AA T T T AC T T T T T T T A
AA T C T A - - - - AAAC T TGT T A T T T CC T ACAC T A T T A T ACAGGC T C - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGT T AAAA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A TGGAAAC T T T A T AAAAGT T A T AGGGT T T T T AAA T T T C T A T T - - - - - - -
- - - - - - - - - - ACGT T CC TGAAAC T T CA T AC T T A T A T TGT AA T T T T ACC T C T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T C T T AAACCA - - - - - - - - - - TGGT A T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A - - - - - - - - - C T AC T CGCAA T T T T AAAAAAGT T AAAA T T T CAGT T AAAA T A
A T CAAAA T CAA T A T A T T AAAC T T T AAACA T C T AAA T T T T AAAGT T T AGTGT A T ACAGTGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A - - - - - - - - - AC - - GGT TGA T T T T AGAA T CA T CAAA T AGGT AA T TGAA T C T
A T ACCGGGTGA T A T T T T T T T A T T T T T AGA T AAAAA T ACGAGA T T TGT T AGT A T ACAGTGTGGGCCAC TGAAAAC T T ACCA TGGC T A T AA T T T T CAAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AAC T T AGG - - TGT T T T CGGT T CC TGT T T T CCGGGAAA TGGC T ACAAC T T
GA T AAAAA T AA TGCGTGTGGCC T T A TGT A T CA T T AAGT AGGAGTGAGAA T AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T A T CCA T TGT AAGT T T T CAGTGGCCC - - CCCGT A T AA T AACA T CC T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AA T CGGGAA T A T T T T A T T AAAA T AGT AGA T AAA T T AA T T AAA T T AGAC T T TGT ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAGAA T T AAC - - TGT AA T T T T C T T A T AA T A T A T T T T T C T T T T T T T CAGGT A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CA T T AA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAAAAAC TGC T T T T T AAAAA - - - - - - AGCAAA T AGGCAGCCAC T T CCGAC T
GA T AAAC T C T CGGAA T T T AGA T A T AC T AGAAA T TGA T AAAA T T T T T AC T C T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA T AGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCAC TGT AAGT T T T CAGTGGCCCACCC TGT A T A T C T - - - - - - - - - - - - - - CA T A T A TGAAAA T A T C - - - - TGT AA T T T T A T A T
A T T AAAAGT A T T A T T T TGGGAGT CAC T AA T A T A T - - - - - - - - - - - - T C T T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAAC T A - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AA T T T T T AGA T A T T CCA T CA T T T ACGTGAAA T A T - T T CC T CACAAC T T TGAAAA T A T T AGAA T T T TGT T - - - - - - -
A T T A T AAAA T A T AA T T CCA T T CC TGT AGC T A T C T T T T CA T T T T AC T T AGT AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - GGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCCCGT A T A TGACA T A TG - - T C TGGTGAAAC TG - A T TGAA T A T TGTGA T AA TGTGCA T T
GA T AA TGAGA T T A T T T CAAAACAAAA - - - - - - - - - - - - - - - - - - T T C T AAAA T ACGAGGTGGGT T AC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T - - - - - - - - - - - - - - - - - - - A T T T T T CAGAGA T T AAC TGT T T A TGT CAA T TG
C T CGT ACC T T - - - - - - - - - - - - - - - - AAAGAACGT T AAACGT T - - - - - - - T A T A T AGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA TGT T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGT CA T TGT AAGT T T T CAGT AGCCCACCC TGT A T AA T AA - - - - - - - - - - - T AAA T A T A T CGT CA T T CAAAAA T AA TGTGA TGT AC
- - - - - - - - - - A TGT AC TGT AAAACACA T A T A TGT - - - - - - - - - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AAA T AAA T - - - - - - - - - - - - - - - - GGAA TGT A T T T A T T T AC T ACGTGT T
GT TGT AGAGGGT A T T T CCCA T CCGT CAAA TGAACA T CGA T T ACA - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AA T T A T ACA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - C TGT C T TGCA T C T T AAAGGTGAACAAAGAGGC T TGAGGCC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGGCA T TGT AAGT T T T CAGTGACCCACCC TGT A T AGAAGT AGAG - - GA TGA T A T T AAGAGAGTGGC TGGAAAC TGGA T T CAAGGG
CA - - - - - - - - C T A T T T T T AA T C T T T TGGGTGGC TGCAACGACA T T A T AAGT A T ACAGGGT AGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT ACGT T T T CAGTGGCCCACC T TGT AAA T TGT AGT CA T T T CA TGAAGCGT CGGT T AGGT T AGCAGT C T AGT T A TGT T A
A T T T T ACAGA T CACA T T T AA T T T T T TGAGGAAGT A T AAAA - - - - - - - - T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T ACGT T T T T TGT CGGT T CCGTGTGG - - - - - - - - - - - - - AACACAA T T - - AACAGT AACGA T AAAAGA T T T AAAGAAC T A T T T ACAAAC
GGC TGAA TGA T T A T CC T T AAC T CCA T A T A TGGT T AGGAAAA T A T A T A T A T T A T ACAGGGTGGGCCAC - - - - - - - T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - A TGA T T AAAAA T T A T AACCA T TGT AAGT A T T CAGTGGCC T ACCC TGT A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T CACAA T T - C T AAA T T T AAA T T AAAAAA T CGACA T CA T AAAC T - - - - - - T A T ACAGTGTGGGCCAC TGAAAAC T T ACAA TGGC T AAAA T T T T T AAAC T A - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T CCCGT AAA T T C T AAGTGC T ACCGGAGACAGT AAAACA T T T A TGACA T T C
A T CAAA T T AA T T AGCCC T A T T T T CA TGAA T T T T T T AGCAAGC TG - - - - - - - A T AGAGGGTGGGCCAC TGAAAAC T T ACAACGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCGT T T T AAGT T T T CAGTGGCCCACCC TGT A T AA T T A T A T CA - - AAC T T T AGT A T T TGGC T AA T CGAGGGGT TGT T T T T T ACC
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T T AAA T A T - T - T C T AA T AA T - - - - - AAA T T C T AA TGC T T T T A T T T A T A T T
A T T C T CCA T AA T AC T A T T T AA T T T T TGAA T AGAAGT A TGT AA T T - - - - T ACA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACAC TGT A T - - - - - - - - - - - - GGT A T AAAAAAAA T T AAA T C T AAAA T T T T A T T T T CA T AG
T ACAAACGACA T AA T T AA T AC T T T CAGA TGAA T T A T A TGCA T T T AAC T T T AA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T TGGAA T A T - - TGTGT CA T T T CAAGCA T T T C TGA TGT C T CAGT A T TGGAA
- - - - - - - - - - AAAGT TGAAGGT C TGGCAA T A T C T A T AGAAA T - - - - - - T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T T AGAA T C T T T CA TGCACGGT CGAAAA T TGT T AGT AAAC - - - - - - - - - - -
AGTGGAAAAC T CA TGC T TGAC TGCACAAA T AA T T A - - - - - - - - - C T C T A T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAGC T CAGAG - - AGC T C T AGT T C T AGGA T T T AGT T T AA T T CACAC T TGA T T
AA TGAA TGT T T AA T AA T A T A T T T T A T A TGT AAC T ACA T AC T T AA T T AAAA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AACCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A TGAA - - - - - - - AGT AAACA T T T CAGCAA T CACCAGGAGT AA T T A T TGCAC
- - - - - - - - - - AGAGT T T T AAACA T C T ACA TGGT T AGCGAAACGCGT AAAA T A T ACACAGT AGGACAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCAA T TGT AAGT T T T CAGTGGC T CGCCC TGT A T A T T TGTGAA T T T TGT AA T AA T A TGGAAA T AAA TGAAA T T AACC T T T T T CAG
AAGAAA T AAA T T T T T TGGAAA T T T T CAAAGT AAAA T AAC T CGGT T AAAGA T A T ACAAGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T C T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A TGT T T C T T T - - CCC TGAAA T A T T TGCAC T T A T T T AAGAC T A T CC T TGT A T
GT T ACAA T T T - - CGGT T T A TGT T T CCAAAGGT T T A TGTGCA T AA - - - - AA T A T ACAGGGTGGGCCAC TGAAAAC T TGCAA TGGC T A T AAA T T T T A T ACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A TGT A TGG - - - - - - - - - CAGACAA T T CAAACAGACAAAC T CC T CGAGAGT T C T
C T TGT AGGT C T AA T T T ACAAC T A TGTGGA TGAGT T CCA T CA TGG - - - - AA T A T A T AGGGTGAGCCAC TGAAAAC T T ACAA TGGC T A T AAGT T T T AAACCA - - - - - - - - - - TGGT T T AAGAA - - - - - - - - - T T A T AAGT T T T CAGTGGCCCACCC TGT A T AAA TGA TGT C - - T T CA T ACA T T CA T AA T A T AC T AAA T CAA TGT T T T T T CA T
- - - - - - - - - - A T A T TGGAAACA T TGAAAA T CAA T A T CAAGAAAA - - - - - - - ACACAGGA TGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - T CGT T C TGT A T CCCGT T T C T A T T T CC T T T AA T T T T T CGAGT A T ACAGGGTGGGCC T C TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - T AGT T T AAGAA T T A T AGCCA T TGGAAGT T T T CAGTGGCCCACCC TGT A T AGAAAA T A T A T T AA T AGAA T T A T T AAAAA T ACAGGAAA TGT T C T AA T A T CA
- - - - - - - - - - T TGT T T TGGAA T C T T TGCA T AAGT CCA T A T CGT CGC T T A T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T TGACAGGA - - TGT AC T T T AA T T TGAGT T C T T CA T A T T T T C T C T T CACA T
- - - - - - - - - - A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A TGC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGAC T A T AA TGT T T AAAC T A - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AC TGT A T A TG - - AC T AC T CA T A T AAGT AAAACAGCGAAA T TGT T A TGGAAA
GT T CAGT A T A T TGT A T AGGAC T T TGC T AGT AAC T A T AAGAA T AGT T T T A T T A T ACAGGGTGGGCCA T TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - T TGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T - - - - - - - - - - T T AGT AGT AA T A T TG - - - - - - - - - - - - - - - - - - - - - - - - - -
AGAGGGAGACCGAGTGACAAA T C T ACAAACAGGAA T T T AGACA T - A TGT A T A T ACAGGGTGGGCCAC TGCAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T A T T AC T T T A T T T T TGTGC
GA T AGT CA TGT T A TGT T TGGAC T AA T AAA T AAAAACA T AA T T - - TGT T A T - - - - - - - AA T AGA T T - - GAACAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AGGT T T T CAGTGGCCC - CCC TGT A T AA T T T A T A TG - - C T T AA T CAAGT C T T AA T AAAAAAAAC TGT AAC T T T C TGT
- - - - - - - - - - A T A T TGGAAACA T TGAAAA T CAA T A T CAAGAAAA - - - - - - - ACACAGGA TGGGCCAC TGAAAA - T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGG - T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AA T ACGTGCAA T A T C T C TGGGCCCAAGAA T A T T T T TGAA T AC T AA T T T AAGA T ACAGGGT AGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T T AGTGGCCCACCC TGT A T - - - - - - - - - - - - TGGAAACA T T C T AAAA T A T T CAAAAAA T T TGACCGGT TG
CA - - - - - - - - C T A T T T T T AA T C T T T TGGGTGGC TGCAACGACA T T A T AGGT A T ACAGGGT AGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T TGT AGT CA T T T CA TGAAGCGT CGGT T AGGT T AGCAGT C T AGT T A TGT T A
CGA T CA T A T T T AGT T T T AAAA T T AACCAGT AA T T T TGAAAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AA T A T A T TGCC T T T CAACAGT CAACAAGC T CAGAGAGAGT CAA T C T A - - - -
AA T AAAAA T A T T A T T T A T T AACACAAAAGCAGGT AAA T CAAA T T AGCAAA - - - - - - - - - - - - - - - - - TGAAAAC T T ACAA TGGC T A T AA T T T T AAAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AACCA T TGT AAGT T T T T AGTGGCCCACCC TGT A T AGAAAGT AGT - - C T T AAAGCCC TGAGAC TGT A TGA TGAGT T A T AAC T CGT T
- - - - - - - - - - T T AC T CAA T ACC T TGAAAACAGT TGGA T CAAAAA T AAAAAAA T ACAGGGTGGGCCAC TGAAAAC T T ACA - - GGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGC T CACCC TGT A T A T T AAAAACGC T AACA T AGA T A T CACCAGTGT TGGTGAGT TGAC T T CA T CA
T AGAGCAAGT - - - - - - - - - - - - - - - - AGA T AAACA T T AGCA T T T - - - - T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AACCAA - - - - - - - - - - TGGT T T AAAAAA T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A TGT - - - - - - - - - - - - - - - - - AGA T AC T AGCA T ACCAAA T C T CGT T T T T T T A T
GA T A T A T AA T T T AC T T T T AAA T C T T C - - - - - - - - - - - - - - - - - - - - - - - T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TG - - - - - - T T CAGTGGCCCACCC TGT A T - - - - - - - - - - - - T T TGGAACGT T T AAAA T TGT T T AAAAAAAGT ACC T A T T T
CCCC T CAAA T - - - - - - - - - - - - - - - - AAA T AAC TGCAAA T A T T TGGA TGGT A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TG - - - - - - - - - - - - - - - - - - - - - - - T A T T T CGA T CCACAGGAACAACACG - - - - - C
- - - - - - - - - - A T A T T T TGGACAACAG - - - - - - - - - - - - - - - - - - CAGCGA T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T T - T AAGT T T T CAGTGGCCCACCC TGT A TGA T A T C TGAG - - AGA T T AGA T T T T TGAGGTGAC T ACA T T T TGGT T CGAC T A
AA T A T AGGT A T T AA T CGTGAACGT AGT AA TGAGCA T AA T A - - - - T AAC T ACA T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA - - - - T T AACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A TGT AA TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GGT A T AAA T T T T T T T T T T AAA T T CGCAAA T AAA T AAAA T T A T T T T C T A T A T A T ACAGGGTGGGCCGC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGAAAGT T T T CAGTGGCC T ACCC TGT A T AAA T AA T T T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T T T T T T AAA
- - - - - - - - - - T CGT T C TGT A T CCCGT T T C T A - T T CC T T T AA T T T T T CGAGT A T ACAGGGTGGGCC T C TGAAACC T T ACAA TGGC T A T AA T T T T T T AAACC - - - - - - - - - - T AGT T T AAGAA T T A T AGCCA T TGGAAG - T T T CAGTGGCCCACCC TGT A T AGAAAA T A T A T T AA T AGAA T T A T T AAAAA T ACAGGAAA TGT T C T AA T A T CA
A T T - - - TGCA - - - - - CCAAAA T A T - - AAA T T A T TGT - - - - - - - - AC T T AA T A T ACAGGGTGGGCCAC TGA T AAC T TGCAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAA T T T T CAGTGGCC T ACCC TGT A T A - - - - - - - - - - - A T T ACCAGT - - - - - - - - - - - - - - - - C T T T T T T T T T T C T C
- - - - - - - - - - CAA T T T T A TGA T T T AA T AA T AAA T T T T AAAAGAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAGT T A T AGCCA T TGT AAA T T T T CAGTGGCCCACCC TGT A T A T AAAG - - - - - - AA T AA T AA T A TGAAAA T T T CC T A T A T A T T T T C T TGGT C T
AAGA T T T TGA T T A TGT T TGGAC T AAAAAA T AAAAACA T AA T T T ACAGTGA T AAACAGGGTGGGCCAC TGAAAAC T T T CAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T A T CAGTGGCCCAA T T T A T A T - - - - - - - - - - - - GC T AGC T A T T T T ACGGCAA T TGC TGAAGC T C TGCAAAC T
AGT TGACGA T A T A T T T T CAGGGTGT CAAACAGGT A TGCAAAGT T T CACCC T A T ACAGGGTGGGCCAA TGAAAAC T T ACAA TGGC T - - - A T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCC T ACCC TGT A T - - - - A T T AA T - - - - - - - TGA T C T A T CGA T A T T T A T T ACAA T A T T T CAAC T A
A TGTGAA - - - CAGC T T CGAAAAA T A TGAA T AAAAAAGT AGA T - - - - - - - - - A T A T AA T ACAGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T C T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T ACAGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T ACGTGT T ACG - - C T AAA T AA T T A TGAAA T T CACA T AGAA T T AAC T AA T T A T
AAAAAGAA - - AAGC T T CCGGA T A T CAAAGT A T T T ACAAAAC TGGT A T A T A T A T ACAGGGTGAGCCAGTGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGC T A T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T T AA T CGT T T T ACCGT AGA TGCCA T T AAAGA T TGT CAGT T A T T T A T A T T A
AA T ACAAAAA T CA T T T T T T AA T T C T T - - - - - - - - - - - - - - - - - - AAA T AA T A T ACAGGGTGAGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CA T TGGCCCACCC TGT A TGTGT T CCA T T - - A T T T T A T A T C T TGGAAGGT T TGGCA T AAAA T T T TGAGCA
GGT C T T T T T T T AGCA T C T AA - - - - - - CAACAAA T AAAAA T A T - - T C T C T T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGGCA T AG - - - - - C T T CAG - - - - - - - - - - - - - - - - AAAGT T T AC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AC T A T T T AA T
- - - - - - - - - - A T T T C T T TGC T T T T A T AAC T A T ACAGTGGAAGAGA T T T C T T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - T AGT A T AAGAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAGC T AGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AA T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T AA TGT T T AAAC T T - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT C T A T - - - - - - - - - - GA T AGT AA TGT A - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - A T AAA T T TGA T T AAGT T AA T AAA TGT A T T TGT T T T AAGGA TGT ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T C T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T - - - - - - - - - - - - CGT A T T T T T T A T T AAACGTGC T ACA T T T T CC T T T AACCC
- - - - - - - - - - T CA T T C T AA T A T T T T CACAAAA T T AAA T AGGC T T A T CAAAAA T ACAGGGTGGGCCAC TGAAAA T T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A T T C T T AA - - A T TGGAAAA T T TGA T A T T AAAA T AA T A T T T T T AGCAAAC
A TGTGAGGGT TGA T A T T - - AGGT CGCGAA TGT T T T AAAGGAACCAAGT A T T A T ACAGGGTGGGCCAC TGAAAAC T T A T - - - - T T T A T T A T T A T T - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGT CCACCC TGT A T A TG - - - - - - - - - GGT A T AAGA T T T AAGAGAA T AAAA T T C T T T C T T CA T T T T
AA TGA TGGA T TGAGCAAAAAAA T TGTGCGCA T A - - - T T TGAAGTGAAGGA T A T ACAGGGTGGGCCAC TGAAAAC T T A - AA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T T A - AAGT T T T CAGTGGCCCACCC TGT AGA T CC T T CAA T - - T AA T AAC TGT T AGT AAGAAGT T T CAC T T CAAA T A TGCGC
T ACAAAA TGT T C TGT AA TGAA T C TGCAGGT ACAGAAAA T A - - - - C TGA T A T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - - - - - - - AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T ACAAA T CAGT - - GT C T T C TGA T T T CCAGT C T CCA T TGGT C T C TGT C TGT CC
AC T A T ACAGAA T AA T C TGT AAAGT AAAAA TGTGT A T A T T TGT - - AAAA TGT A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGAAA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AGT AAACC T T - - - - - - - - - - - - - - T T CAA T T AACGTGCCA T C T C T CGTG
GCGAGGAA T T AAACCA T AAGA T TGGCAAA T T AGCAGGGA T AAC T CGT T T A T A T ACAGGGTGGACCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - T TGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGT A T AACCC TGT A T - - - - - - - - - - - - CA TGT T TGT T T C T T AA T T TGT AGAAAAAAAAGT C T T C TG
AC T T AAACAAA T A T T C T AGGAGC T ACAGA T - - - - - - - - - - - - - - CCGGAC T A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGT AGCCCACCC TGT A T ACGAAA T ACC T T AA TGGT CGAA T C TGAGGACA TGAAAA T T A T T T AAAAAAG
T A T A T A T A T AA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T TGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A T A T A T A T - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T
A T CGAA T A T AGCGCC T CA T AA T A TGAAAA TGA T TGT CAGT T T T C T CAA T T AA T ACAGAGTGGGCCAC TGAACAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - - - GGT T AAAAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T AAA T T A T AAA - - A T TGGCAGTGGCGAA T T C - - - - - - AC TGCA T T C T T AAA T
C T T TGA T CC T AAGT A T T TGAA T T TGTGTGT AA T T A T A T C TGT A T - - - - - - - A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGGT T T AAGAA T T A T AGCCC T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T AAAA T CC T - - TGC T CAAACCAC T CAACGT AAGAAGC T CAA T T T TGGCA T
A T AGAACGGAAGAAA T T AAA T T T T A T AAA T AA TGA T ACAAA T AAACGGT T T A T ACAGGGTGGGCCAC TGAAAA T T T ACAA TGGC T A T AA TGT T T AAACCA - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGT AAGT T T T CAC TGGCCCACCC T A TGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T T CAA T CAAA T A T T T T AAGAAACAAAAA T AAA T - - - - - - - - - - T A T A T A T A T ACAGGGTGGGCCAC TGAAAACC T ACAA TGGC T A T AA T T T T T AAACCA - - - - - - - - - - TGC T T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T ACACAGT T - - C T T AACAGCAC T T AAGGGACA T AAAGT ACA T T AC T ACC T
ACCC T ACA T CA T AGT T T T ACA T T T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGCCCACCC TGT A T A T A T AAAAC T - - AAAAAA T ACA TGAAAA T T T T AAGGTGCC T A T TGT T CGTG
AGGA T A - - - - C T A T T C TGAGACA T C TGGA TGT C TG - GGGGA T A T T A T AAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T AGCCA T TGT AAGT T T T CAGTGGC T CACCC TGT A T - - - - - - - - - - - - T CA TGAAA T T T TGACGACGT T T CCAAACCAAAC T CGGCA
- - - - - - - - - - A T AA TGGT CAGT T T AAAAA T T AGT AAA T T AGTGT T AGT AGT A T ACAGGGTGGGCCAC TGAAAAC T T ACAA TGGC TGT AA T T T T T AAACCA - - - - - - - - - - A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T A T A T A T - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T
- - - - - - - - - - GCA T T T T TGGC T T T AGGT A T AGAGCAGT ACAGT C T AA T AAGA T A T AGGA TGGGCCAC TGAAAAC T T ACAA TGGT T A T AA T T T T T AAAC T A - - - - - - - - - - TGGT T T AAAAA T T A T AGCCA T TGCAAGT T T T CAGTGGCCCACCGTGT A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - CGAA TGCAGA T T C TGTGGGAAGA TGGGGAAACAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT T T AAGAA T T A T AGT CA T TGT ACGT T T T CA T TGGCCCACCC TGT A T - - - - - - - - - - - - AACAACAAA T T T AAACA T T T T A T T A T A T TGAA T T T ACAG
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TE: rnd_5_family_1208.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 2360bp; fragments: 3531; full length: 41 (>=2124bp)
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No TE domain detected

After TEtrimmer 2360 bp
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TE: rnd_5_family_1208.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 2660bp; fragments: 3530; full length: 0 (>=2394bp)

TE consensus (bp)

di
ve

rg
en

ce
 to

 c
on

se
ns

us
 (

%
)

500 1000 1500 2000 2500

0
20

0
40

0
60

0
80

0
10

00
12

00

TE consensus genomic coverage plot (bp)

co
ve

ra
ge

 (
bp

)

0 500 1000 1500 2000 2500

0
50

0
10

00
15

00
20

00
25

00

TE consensus self dotplot (bp)

T
E

 c
on

se
ns

us
 s

el
f d

ot
pl

ot
 (

bp
)

0 500 1000 1500 2000 2500

TE consensus structure and protein hits (bp)

No TE domain detected

After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_5_family_1208
 size: 2339bp; fragments: 3530; full length: 40 (>=2105.1bp)
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