Start crop Point End crop Point

MSA length = 8050 1

------------------------------------------------------------ TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
------------------------------------------------------------ TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
-------------------------------------------------------------------------------------------------------------- TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
------------------------------------------------------------ TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
-------------------------------------------------------------------------------------------------------------- TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT AAIGAATTTTAA———
------------------------------------------------------------ TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT ———————TTTAI——
------------------------------------------------------------ TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT T T

TAAAATTATTGCACAAGAAGAAATTCAGAAGACTTCCCTA
TAAAATTATTGCACAAGAAGAAATTCAGAAGACTTCCCTA
TTAAR- - - - - - oo AllcclTcccTa
TTAAI ------------------------ AICCI
----- TBAT - - e
TAAAATTATTGCACAAGAAGAAATTCAGAAGACTTCCCTAJAJ@TT
-------------------------------------------------------------------------------------------------------------- TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTIGC - - - -
TAAAA- - - - TGCAAAGAABABRBTTT---------- CCT TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTIGA— -
TAAAATTATTGCACAAGAAGAAATTCAGAAGACTTCCCTANARGET T AR TGCACAAAAATTCTAATTACTTATAATATCTAATAATCATCACTCATGTC - - = = = = = = = = m mmm e e e e m e e e e e @ e @ e @ e o e e e o e @ e @ e m e @ e @ e m e @ e @ e @ e m e e e e e m e e e e e e e e e e e e e e n o -
TATTCCAAAATTTGTGTTTTTTIAAAATACATCTTTCTGGGACTGAAACATAACTlGCATAA
TATTCCAAAATTTGTGTTTTTTIAAAATACATCTTTCTGGGACTGAAACATAACTIIGCATAA
---------------------------------------- TATTCCAAAATTTGTGTTTTTTHAAAATACATCTTTCTGGGACTGAAACATAACTIGCATAA
-------------------------------------------- TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTHGC- - - -
AAAATTATTGCACAAGAAGAAATTCAGAAGACTTCCCTA TGCACAAAAATTCTAATTACTTATAATATCTAATAATCATCACTCATGTC - = = = = = = = = = m = m m o m e e e e e e m e e e e e o e @ e @ e e e @ e @ e @ e @ e m e @ e @ e e e e e @ e @ e e e @ e e e e e e e e e e e e e e e o
IAAAATTATTGCACAAGAAGAAATTCAGAAGACTTCCCTA TGCACAAAAATTCTAATTACTTATAATATCTAATAATCATCACTCATGTCm = = = = = = = = = m = m m o m m e e e e e m e o e o e o e @ e @ e @ e m e m e @ e e e m e e e @ e e e e e e e m e e e e e m e e e e e e e e e e e e e o
----- TTTTCACACTAGAAGAAATIITAGAA- - - - - - - TGTAAAACAACTCGAGACAATTATAGTATCTAATAAACAAAACGCATCTT----------TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT - - -ATAA
----- TTTTCACACTAGAAGAAATETAGAA- - - - - - - - TGTAAAACAACTCGAGACAATTATAGTATCTAATAAACAAAACGCATCTT----------TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT - - -ATAA
----- TTTTCACACTAGAAGAAATETAGAA- - - - - - - - TGTAAAACAACTCGAGACAATTATAGTATCTAATAAACAAAACGCATCTT----------TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT - - -ATAA
----- TTTTCACACTAGAAGAAATETAGAA- - - - - - - - TGTAAAACAACTCGAGACAATTATAGTATCTAATAAACAAAACGCATCTT----------TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT - - -ATAA
------------------- GAAITTCAIAIGAITTCICTA e e e e e e e e e e e e e e e e e e e e oo - - -TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT

TGCACAAAAATTCTAATTACTTATAATATCTAATAATCATCACTCATGTC
TGCACAAAAATTCTAATTACTTATAATATCTAATAATCATCACTCATGTC
TGCACAAAAATTCTAATTACTTATAATATCTAATAATCATCACTCATGTC
TGCACAAAAATTCTAATTACTTATAATATCTAATAATCATCACTCATGTC

> > > > - > > >

TTARMAAATTTTA
TTARMAAATTTTA

> > >

TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT

GCTTIA
GCTTAA
GCTTAA

AAIGAATTTTAA—
AATAIARTTTAA- - -
AATAABTTTAA- - -
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT AAA T----AAT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT ANAA T----AAT
G-ATAA

TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT ATAAAT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTHEG-ATAA ATAAAT

AAAAAAA

---------------------------------------- AAAAAAAI

TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
THTTRTAAATTTTAA- - -
THTTHTAAATTTTAA- - -

TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT

TAAAATTATTGCACAAGAAGAAATTCAGAAGACTTCCCTATARBGT TREABTGCACAAAAATTCTAATTACTTATAATATCTAATAATCATCACTCATGTC R - = - = - = - = - o= s o s - oo oo e b e e oL L L L L L Lo
----- TBAT - - m T oo TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTRGARBTBA - - - -« -« oo e
---------------------------------------------------------------------------------------------------- TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTRIGCATA e - -ERTAATTT
---------------------------------------------------------------------------------------------------- TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTHIGCATA Cee - —ITAATTT
------------------------------------------------------------ TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTEAANAA
------------------------------------------------------------ TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT AAIAA
---------------------------------------------------------------------------------------------------- TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT TATAAAATTTAA- - -
---------------------------------------------------------------------------------------------------- TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT TATAAAATTTAA- - -
-------------------------------------------------------------------------------------------------------------- TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACTAACT
-------------------------------------------------------------------------------------------------------------- CT

G---- -

G---- -

GC----BEGTH PCEC T TBICRT - - -------------
------------------------------------------------------------------------------------------------------------------- GHABEAABE A THT TATGAAATTTAA- - -
--------------------------------------------------------------------------------------------------------------------- GHABEA ARG ABE TET TATGAAATTTAA- - -

TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT-— ---
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT----TEBA
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT ----T

TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTHEGIRATAA
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTC - - - -
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACTEGIRATAA
TATTCCAAAATTTGTGTTTTTTIAAAATACATCTTTCTGGGACTGAAACATAACT GCATAA
TATTCCAAAATTTGTGTTTTTTAAAAATACATCTTTCTGGGACTGAAACATAACT
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1.bed_fm_1.bed 0 0 n.bed g_1.bed fm 2.bed 0 0 bcln.fa_aln.fz After TEtrimmer 8050 bp

size: 8050bp; fragments: 718; full length: 14 (>=7245bp)
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size: 8546bp; fragments: 718; full length: 13 (>=7691.4bp)
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TE: rnd_5 family 10928

size: 283bp; fragments: 194; full length: 96 (>=254.7bp)
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After TEtrimmer ORF and PFAM domain plot
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nsus before TEtrimmer (bp)

2831

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)

Vs ’
I I/

4
I

1000

2000 3000 4000 5000 6000 /7000

TE consensus after TEtrimmer (bp)

8000



