
Start crop Point End crop Point

MSA length = 1284
G - - - - - - - - - - - - - - - - - - - - - - - - T T C TGT A TGC TGGT T T AAAA T T ACA TGAA T CCACAGGCGCGAAAAACGGACACC T T AAAAC T T T CA TGT A T T T T A - - - - - - - - - - T AAAACACA T CAAAA T T T T AAGGTGCCCGT T T T T TGTGCCGGTGAGT A T A T AAA T AC T CA TGGAAAGAAAAA T AC - - - - T T T A T A T CGA TGT T CGA T CCA
AA - - - T TGGA T A T - AACAAA - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA T ACA T T CAGAGGCACGAAAAACGGGCACC T T AAAA T C T CGA TGT C T T T T A - - - - - - - - - - T AAAA T ACA T AAAACAA TGT AGT TGCCCGT T T T T CGTGCCGGTGCGTGTGT AGAAAA T - - - - - - - AA T AAGA TGC - - - - C T A T A T C TGA T A T T C T T CGT -
AA T T TGGAAA T AAA T T AA T T - - A T C TGA T TGT T T T C T T C T T C T AA T - - - - - - - AC T CACCGGCACGAAAAACGAGCACC T T AAAA T A T TGA TGCA T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T CAAAGTGT CCGT T T T T CGTGCCGA TGAGTGT AGT AGAGAAAGAAC T ACAAAACA T T C - - - - T T T T ACA T - - - - - - - - - - - - -
AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT AA T ACAGT CACAGGCGCGAAGAACGTGCGT T A T A T AA T T T TGAAGT A T T T T T - - - - - - - - - - T AAA T T ACA T CAAAA T T T T AAGGT ACCCA T T T T AAA T A T CGGT AAA T A T A T AAAA T A T CCA T T T T CGGAAAACCAC T - - T CCA T T TGGACA T T C T AGC T C
T A - - - T T AA TGAAACAAA T T - - - - - TGA T T TGCACCA T T T TGCCA T T TGA T ACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T T T A TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT A T T T T AAC T - - - - - - - - A TGAAACAA - - - - T C T T CC T CC TGA T T TGCACC T
AG - - - - - - - - - - - - - - - - - - GA - A T C T A T T T T TGGCA T T T AGACCGA T AA - - - - - - - - - - - - TGT T AAAAACGAGCAC T T T AAAA T T T TGA TGT A - T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGCGAGTGT A T - - - - - - - GAA T AGA T AAAA T A T TG - - - G - - - - T T T T C T AA TGCA TGCAG
AA T T TGT CAGT CAGT AA T CGAC - AAAC T C T CAC T T T AC T T - - - - - - - T T C T ACAC T CACAGGCACGAAAAACGGGCACC T T AAAA T T T T A T T T T T T T T TG - - - - - - - - - - AAAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCAGGTGAGTGT A T T AGG - - - CC T AGT CC T AGAAA T AAA T - A T T T C T T A T T T AGT T T T CCC T -
GA - - - GGAA T T TGAAAAAAAGT - C T T AAC T - - - - T TGT TGAA T A T T T ACC T ACAC T C T CCGGCACGAAAAACGACCAC T T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGT AC T CGT T T T T TGT T CCGGTGAGTGT A T C T T C T AA - - - - - - - CCGAAAA T A T C T AC T T TGT C T T T A T A T T A T T A TG -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A TGT AA T A T - - - - - T T ACA T ACAC T CA T CGACACGAAAAACGGGCGCC T T AAAA T T T T T A TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T C T T AAGGTGC T CGT T T T C - - GT CCGGCGAGT C T A - - - - - - - - - - - - - - - - - - AAAA T A T T A - A T T AA T C T TGAAA T T T - - - - - -
- - T CAA T TGGCCGAAAC T AC - - ACAC T A T T T CCGC T T CGT T TGGAGAAAA T ACAC T CACCGT CACGAAAAACAGACACC T T AAAAGT T T CAGGT A T T T T A - - - - - - - - - - CAAA T T ACA TGAAAC T T T T AAGGTGT CCGT T T T T CGTGCCGGTGAGTGT AAA T AACACAAACC TGCGAGT AACGC - - - - TGT T A T T A T ACAGT A T CA T AG
- - - - - - - - - - - - - - - - - - - - - T - T ACA T T T T C T AC T - - - - - - - - - - - - - GT ACGC T CACCGGCACAAAAAAGGGGCACC TGAAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CC TGCCGGTGAGTGT A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T T T C T A TGT T CA T T AAA
CC T T AA T CCACCAAAAAGCA - - T CGA T A T T AAC T CCA T T T CGGAC T T A T A T ACAC T - ACCGGCACGAAGAACGGGCACC T T AAA T T T T T CA TGT A T T C T A - - - - - - - - - - T AAAA T ACC T AAAGA T T T T AAGGTGT CCGT T T T T CGTGCCAGTGAGTGT A T T A - - - - - A T AA T T T A T AAAAACAA - - - - T AA T T T C T AAAGT T CCAAAA T
AC T T AAAAAAA T ACAAAC T A - - - CA T T T T CGA T TGT T C T T AGCC T C T C T T T ACAC T CACCGGCACGAAAAACG - - - ACC T T AAAA T T T T T A TGT A T T T T A - - - - - - - - - - T AAAA T ACA TGAAAA T T T CAAGGTGCCCGT T T T T CGTGC TGGTGAGTGT AGGT T CGCAGGGGA T CCAGAGGGTGG - - - AC T T AC T T TGACCACGGCA TGA
- - - - - GAGCC TGTGCA T CAA - - - - - - - - - - - - - - - - - - - - - - - - - - CACA T ACAC T CACAGGCACGAAAAACGGACACC T T AAA TGT T TGA TGT A T T T T A - - - - - - - - - - T AAAGA T CA T CAAAA T T T T AACGTGCCCGT T TGT CACAACCGT AAA T CC - A T T AAGAC - - - - - - - TGAAAAA T AA - - G - T T T AGCGAACCA T C TGCAGGA
- - - - - - - - - - - T A T AAA T A T A T T T A T T AA T A T TGA T A T T T AC TGT T AA T A T ACAC T T ACAGGCACGAAAAACGAGCA T C T T AACA T T T T T A TGTGT T T T A - - - - - - - - - - T - AAA T ACA T CAAAA T T T TGAAGTGCCCGT T T T T CGTGC TGGT CAGTGT A T A T T T T T - - - - - - - - - - - - T AA T AA - - - - T T T T T AC T AC T A T T C - - - - - -
AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A TGA T A T AC T C - CCGGCACGAAAAACGGGCACC T T AAAA TGT TGA TGCGT T T T A - - - - - - - - - - T AAAAAAC T T CAAAA T T T T AAGGTGCCCA T T T T T CGTGCCGGTGTGTGT AGA T T A - - - T T C T TGT T AAAAGA TGT T C - AC T T T T T T T T AAACC T T AA T AA
- - - - - A T AAACAGGGAGA T T - - - - - GGA TGT A T A T CAGT C TGT TGA T AAA T ACAC T T ACCGGCACGAAAAAC TGGCACC T T AAAA T T T TGA T C T A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT A T AA T AGGAAAGCC T ACAAAGACCAA - - - A T T T T A T T AGAAGT T TGACGT A
T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA T ACAC T CAC T AGCACGAAAAACGGGCACC T T CAAA T T T T T A TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGT CGT T AGGTGT A T A T ACC T A - - - - - - - - - - - - - - - - - - - - - T C T T T T T T AA T AAGCAAA T TG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CA T ACAC T CACAGGCA TGAAAAACGGGT AAC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAA T T AAAACAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT A T T T TGA T T A T CAGCA T A T AAAGCC T T CAAA T T AGT AGAGT AGT T T AGTGT
T T - - - T T AACAA T AAAA T AA - - - AAAAA T T CGAACAA T C T AACC T C T T AA T ACAC T CA - CAGCACGAAAAACGGACACC T T AAAA T T T T T A TGT A T T T TG - - - - - - - - - - T AAAA T ACA T CAAAA T - - T AAGGTGCCCGT T T T T CGCGCCGGTGAGCG - - - - - - - - - - - - - - - - - GTGAGT A T AC - - - - A T TGA T T TGGAGT T T A T T CCC
T T T T AC T AAACC T AA T T AGAA T T T A T CA T CGA T CGGT T T T AGACC T AAAA T ACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T A T A T CAAAA T T T T AAG - - - - - - GT T T T T CGTGCCGGGGAGTGT AAC - - - - - - T T T CGA T CA T - - - A - - - - - A T T A T AA T T T TGT A T T A T CA T A T
GC - - - - - - - - - - - - - - - - - - - - - T T T ACGT T C TGT T T T CGAGA T CGAAAC T ACAC T CACCGGCACCAAAAA TGGG - - CC T T AAAAC T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT AGAGAGCA T AC T T T TGT CAAGT ACGT - - - - A T T A T T A T AA T T C T T T AAA T C
- - T T AGT A T A T CCGAAAAGGA T - T T T AAC T T A T A T T C T A T A T T T T C - - - C T ACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T TGA T A T A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGT A T A TGACAGAGT T T CGGC - - - - - - A TGC - - AAA T C T C - T T T T T T T T T AAA T A T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAC T ACAC T CACCGGCACGAAAAACGGGCAC T T T AA - - - - - - AA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T AAAAA T T T T AAAGTGCCCGA T T T T CGTGCCGGTGAGTGT AC T A T CAAC - - - - - - - - - GAAAAAAA T T - - T T T T T T T T CACC TGCCCGGCG
- - - - - - - - - - - - - - - - - - - - - - - A T T CGC T T T CA T T T T A TGA T A T T AA T A T ACAC T CAGCGGCACGAAAAACGGGCACC T T AAAAC T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCAGTGAGCGT A - - - - - - - - - - - - - - - - - - GAAA T A T - - - - TGGT A T TGCAGAAC T T C T TGA
- - - - - T T AAA T T AAAAA TGAA T T CAGT AGT C T CCA T AGT T T - - - - - - T T A T AC T C T CACCGGT ACGAAACAC - GACACCA T AAAA T T T CGA T T T A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGACGGTGAGTGT AAA TGGAGC T ACA TGACA T AAGA T AAGCGA TGTGA T T C T AAGC T TGT AA T -
A T - - - AAAACGC T A T AACAA - - - T CA T ACC T AAC T T AACCAAGTGGT AAC T ACAC T CACCGGCACGAAAAACGGACACC T T AAAA T T T TGA TGGA T T T AA - - - - - - - - - - T AAAA T ACAACAAAA T T T T AAGGT C T - - GT T T T CCGT A T CGGTGAGTGT A T A T C T TGACAAAA TGT AAAA T T TGC - - - - - - - - - - - - - - - - - - - - - - - - -
CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA - - - - T T CAC TGACGAGAA T AACAAGAAGC T T AAAA T T T TGA TGT AC T T T A - - - - - - - - - - T AAAA T T AAAGGAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT AGAACA - - - T TGT CA T AGAAAGGT A T - - - - T CAAA T AAAA TGC T C T CAGAG
T T T T AA T A T T T AAA T AA T T CA T - T T T T A T T T A T A T CA T T T A - - - - - - A T A T ACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T TGAGGT A T T T T A - - - - - - - - - - CAAAA T ACA T CAAAA T T T T AAGGTGT CCGT T T T T CGTGCCGGTGAGTGT A - - - - - - - - T TGA T T T TGACAAA TGGTG - A T T TGT TGC T C T CCCAA TG - - -
AA TGAAACAA T CGAAGGA T A - - T CAGT T T T T A T T C TGA T AAACGT T - A T C T ACAGT CAC TGGCACAAAAAACGGGCACC T T AAAA T T T TGA TGGA T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGC T TGT T T TGCAAGCCGT CGAGTGT A TGGGGAGC T A T T ACGT T T AAAA TGGT C - - A T T T T T A TGAA T T T T A TGACA
- - T T T T T T AC T C TGTGGT T T - - T T T TGGT AC T T A T TGT T TGT A T AC - - - - - - CAC T CA T CGGT ACAAAAAAAGAGGAAA T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGT ACCCGT T T T T CGTGCCGGTGAGTGT A T T T T A - AA TGAGT CACGAAGAGGAC - - - - AA TGA T AC TGAGT C TGTGT AG
A T - - - T TGTGA T T AAAAGT A - - T CAAA T T T TGT AA T A TGT TGT T T T A T CA T A T AC T CACCGGCACGA T AAACGGGCACC T T T AAA T T T TGA TGT AA T T T A - - - - - - - - - - T AAAA T ACA T AAAAA T T T T A TGGTGCCCGT T T T T - - - - - - - - - - - - - - - - T T CCA T T T - - - - - - - - - - - - - - - - - - - - - T T T T T TGT T CCGT T T C T A TGC
AA - - - - - - - - - - - - - - - - - - A T T ACGCA T T CACGAAAC T ACAGT AC T T AACACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAGA T T T T AAGGTGCCCGT T T T T CGAGCCGGTGAGTGCAGGTGTGGGA TGT T CACAAAA T A T - - - - - ACGAC T C T TGGCACACAC TGGT
GA - - - A T T T CGCAGT AAAAAAGCCCCGGT A T A T A T T TGGT T AGT TGGAAA T ACAC T - ACCGGT A - - - AAAACGGACAC T T T AAAA T T T TGA T A T A T T T CA - - - - - - - - - - T AAAA T ACGT CGAAA T T T T AAGGTGT CCGT T T T T CA T T CCGGTGAGTGT AGT T CA T CC - - - - - - - - - - - - - - - - - - - - - CA T T T C T CAC T T T T C T CGAGC
AC - - - T T AA TGCAAAA T T A T A T - T AA T A T T T T CGC T AAA T C T AGT T - AAA T ACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T T CA TGT A T T T T A - - - - - - - - - - AAGGCGGT AA T AAAA T T T T AAGGTGCCCGT T T T T CGTGCCGT TGAGTGT A T T A T T T T T - - - - - - - T AAAAAA T AA T T - A T T T T A TGTGA TGT T C T AACAG
A T - - - - - - - - - - - - - - - - - - - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T CCACCAGCA TGAAAAACGGGCA T T T T AAAA T T T TGA TGTGT T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGTGT T T TGTGT C TGTGGGTGT A T T T T T T T CAA T C T A T CAAAGAA T CGT T AAA T T T TGT CAA T T T T T T T A T CC
AA - - - - - GACC T A T AA T T A T - - - T A T T - - AGA T AA T A T T T AAAAA T CA T T T T T AGT T ACCGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGCAC T T T A - - - - - - - - - - T AAAA T ACA T T AAAAA T T TGAGGTGCCCGT T T T T CGTGCCCGTGAGTGT AGT T AAC T A - - - - - - - - - - - AAA TGT - - - - T T T T T A T CAA T T AC TGAA T AA
- - - - - - - - - - - - - - - - - - - - - - - GTGT AC T T C TGT T AAA TG - - - - - - AACCACAC T T ACCGGCACGAAAA T CGGACACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAACACA T CAAAA T T T T AA TGTGCCCGT T T T T CGTGCCGGTGAGTGT A T T T T T TGA - - - - - - - - GT AAAGT CG - - - A - - C T AA T T CGT ACC T A T T CAA
- - - - - - - - - - - - - - - - - - - - - - - A T T T AGGCGGA T T T T A T CA T T T T - - - - T ACAC T CACCGGCAGGAAAAACGTGT ACC T T AAAA T T T TGA TGT T T T T T A - - - - - - - - - - T AAAA T ACA T T AAAA T T T T AA TGTGCCAGT T T T T CGTGCCGGGGAGTGT A T T AGT - - - - - - - - - - T AAAAAAGAA - - - - T T T A T C TGGAGAA T C TGAGT C
A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AA T AGAC T CACCGGCACGAAAAACGT ACACC T T AAAA T T T TGA T ACA T T T T A - - - - - - - - - - T AAAA T ACACCAAAA T T T T AGGGTGT CCGT T T T T CGTGAAGGTGAGT T T AGT T AAGT A T T CAACACAGGA T A T AA - - AA T T TGT A T T AA T C T T T T T A T T T
- - - - - - - - - - - - - - - - - - - - GC - T AC T A T T T C TGT AGACAAA - - - - CAAA T ACAC T CACCGGC T CGAAAAACGAGCACC T T AAAA T T T T T A TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AGGGTGCCCGT T T T T TGTGCCGGTGGT - - - A T T T C T A T A - - - - - - - - AACAAA T AGT T - A TGC T C T T T AA T A T CCA T T T A T
- - T T AGT A T A T CCGAAAAGGA T - T T T AAC T T A T A T T C T A T A T C T T C - - - C - - - - - - - - - - - - - - - - - - - - - - - GGCACC T T AAAA T T T TGA T A T A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGT A T A TGAAAGAGT T T CGGC - - - - - - A TGC - - AAA T C T CA T T T T T T T T T AAA T A T
- - - - - AAAAACCAACAACAAA T T CA T T AGT CACAA TGT TGAACA T T - ACGT ACAC T CACCGGCACGAAAAACGGGCACC T T CAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA TGAAAA T T T T AAGGTGCA TGT T T T T CGT A T CGGTGAGTGT A TGA T A T AAGGCGT T A TGAAGT AC T C T C - A T T T TGT T T AA T A T T T T C TGT C
- - - - - AGAAAACAAAAA T A - - - - T AA T AA T T C TGT CGGT T - - - - - - - - - GT ACAC T CACCGGCACGAAAAACAGGAACC T T AAAA T T T T T A TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T A T AAGGTGT CCGT T T T T CGTGCCGGTGAGTGT AGA T A T T CGCAAAGCA TGAA TGA TGA T T AC - T T AGC T A T ACA T T T T TGT A -
A T T T A T T TGA T A T AAAACAA - - - - - - - - - - - - - - - - - - - - - - - - - - C T T C T ACAC T CACCGGCACGAAAAACGGGCAC T T T AAAA T T T TGA TGT AA T T T A - - - - - - - - - - T AAAA T A T A T CGAAA T T T T AAGGTGCCCGT T T T T CGTGCCGA TGAGTGT A T AAA T T CA T T CGT AAACGAAGA TGC T C - - T T T T T A T T AACGT T A T C T T A T
GC - - - AAGT T T CCGGAA T AA - - - - - - - - - - - - - - - - - - - - - - - - - - TGT A T ACAC T CACAGGCACGAAAAAGGGGCACC T T AAA T T T T T T A T T T A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGC - - GT T T C T CA TGAC TGTGAA TGT C - CGAAGA T - - - - A T T CAAAAAA TGA - - GACC T AA TGGA T T A T T TGACA T T
GT T T - - - - - - - - - - - - - - - - - - - T A T T A T AGT CCC - - - - - - - - - A T - T AC T ACAC T AACCGGT ACGAAAAACGGGCACC T T AAAA T T T TGA TGT T T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T A T T AAGA TGCCCGT T T T T CGTGCCGGT CAGTGT AGT T T TGT AA T AA T T AA T TGGCA TGA - - T A - - - - - - - - - - - - - - - - - - - - -
GC - - - - - - - - - - - - - - - - - - A T - AAA T A T T TGCAC T T A T T T A TGACAA T A T ACACACACCGGCACGAAAAACGGGC T CC T T AAAA T T T T T A TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAA T A T T T T AAGC TGCCCGT T T T T CGTGCCGGTGAGT A T T T T T C T T CGT AC T T T A TGCAAAC TGA - - - - AC T AA TGT AAAC T T T A T ACAA
T C T C T AAAA TGCAA TGAAA T AC - CAC T A T T T T ACGCAAC TGA T AA T AAAA T ACAC T CACCGGCACGAAAAAC - GT TGCC T T AAAA TGT TGA T A T A T T - - A - - - - - - - - - - TGAAAACC T CG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T T AA T A - - - - - - - - - - - - - - - - - - - - - T T T ACC T AAACA T AGT CCCAA
GG - - - T AAACGT AA T AA - - - - - - - - - - - - - T ACGCCA T A T T CGGGT - - T A T ACAC T CACCAGCAGGAAAAACGGACACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAA T T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGAGGGAGTGT A T AAAAAAA T A - - - - - - - GAAGAAA TGC - - AGT T T ACGT ACAC T C T T - - - GT T
T A T T - T T C TGT CAAAAAACC - - TGT ACGC T T CCA T T AAAA T T T AAAGAAA T ACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT AAC T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAAGTGCCCGT T T T T CA TGCCGGTGAGTGT A T T AAAAAACCA T T T ACCAAAAGGAA - - - - T A T AAAAA - A TGCC T - - - - - -
AA T CACAAAA T TGACAAAAA - - - CAAAA T TGT T T T TGA T T AAC T A T T T AC T ACAC T CACCGGT ACGCAAAAAGGGGACC T T AAAA T T T T T ACGT A T T T CA - - - - - - - - - - CAAAA T ACA T CAAAA T T T T AAGGTGCCCGT TGT T CGTGCC TGTGAGTGT A T T AA T A T T T T T T T C TGAAAAAA T AA - - - - A T AGT T A T AGCAGT T AGCCAC
T T - - - T T AAA T CAAAACA TG - - - - - TGA T T T A T T T CACA TGTGTGACA T A T ACAC T CACAGGCACGT AAAACGGGCACC T T AAAA T T T T CA TGT A T T T T T - - - - - - - - - - T AAAA T A T A T CAAAA T T T T AAGGT - - - - A T C T T T CA TGCCAGTGAGTGT A - - - - - - - - - - - - - - - - - - - AAA T AAA T - CCC T A T T T T T T T T T T CGT T C - -
AC - - - - - - - - - - - - - - - - - - - - - - - T TGT T CA T AC T CGGT TGAGGGT AAA T ACAC T CACCGACACGA T AAACGGGT AC T T T AAAACA T CGA T A T A T T T T A - - - - - - - - - - T AAAA T A T A T CAAAA T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GA T T AAGGT T AAAC T T CAAACA T T A - - AA T T AAAC T TGGC T T T T AA T CA T
AG - - - - - - - - - - - - - - - - - - - - - - - GGGCCAAC T T T A T T C - - - - - - - - - - T ACAC T CACCGGC T CGAAAAACGGGCACC T T AAAA T T T T T A TGT A T T T T - - - - - - - - - - - T AGAA T ACA T CAAAA T T T T AAGGTGCCCGT T T - - - - - - - - - - - - - - - - - - - - - - - - - - C T C T ACA TGAAAAA T AA - - - GT T T AC T CCCA T ACCA - - - - - -
- - - - - AAAAACCAACAACAAA T T CA T T AGT CACAA TGT TGAAAA T T - AGGT ACAC T CACCGGCACGAAAAACGGGCACC T T CGAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T AC T T CAAAA T T T T AAGGTGCCCA T T T T T CGTGCCGGTGG - - - - - - - - - - - - - GGCGT T A TGAAGT ACAA T C - GT T T T T T T CAA T AC T T T C T T T C
- - - - - C T T AC TGA T AAACAA - - - T AA T A T T - - - - - - - - - - - - - - - - - - - GT ACAC T CACCGGCA T T AAAAACGGGCACC T T AAAA T T T AGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCAGGTGAGTGT AGT T T CGT T TGT A T TGT T AGCGA T AA - - GA T T T AA T AA T T T T A T C T A TGC -
T C T T T ACAA T T AAA T AAAC T - - - - - - T A T T T TGAGT A T T CGAC - - - - - - T T ACAC T CACCGGCACGAAAAACAACCACC T T CAAA T T T T CA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CCAAA T T T T AAGGTGC T CGT T T T T CGTGCGGGTGAGTGT C T A T T T A T A - - - - - - - - - - - - - - - - - - - - - - T T A T T TGAA TGCA - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AACC T ACAC T CACCAACA TGAAAAACGGGCACA T AAAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T A TGGTGT CCGT T T T T CA TGCCGGTGAGTGT A T T T T AA T - A T T A T AA T AAAAAA T AA T T ACA T T A T T T T AGT AGT T T A - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - A T T A T T A T T A T A T TGT CAA T T AGT ACAC T CACGGGCACAAAAAAC TGGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAACACA T AAAAA T T T T AAGC T CCCC T T T T T T CGTGCGGGTGAGTGT - - - - - - - - - A TGT TGACA TGGAAC - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - AGGAA T T CGGAACAAA T C T T A T A T C T ACA T A T T - - - - - - - - T T T C T A T AC T CACCGGCACGAAAAACGGGAACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T AAA T AAAAA T T T T AAAGTGCCCGT T T T T CGTGCCGGTGAGTGT A T A - - - - - - CA T T T C TGTGACAAAGG - - T AA T CACCGCGA TGT CAGGT - - -
- - - - - AGAA T T T AAAGT AAAA T - C T T T A T T T AGA T T A T T AAACA T A - - T A T ACAC T T AC TGGCACGAAAAACGGGCACC T T AAAA T T T TGA T ACA T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T CGT AAGGTGCCCGT T T T T CA TGCCGGTGAGTGT A T AACAGAA TGT A T T C T TGAAAACAGC T AA T T CA T CC T T A TGT T - - - - - - -
AG - - - - - - - - - - - - - - - - - - A T - - - - - ACCCAGGGT A T T T T AAGT A T T AA T A - ACCCAACGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT A T T T TG - - - - - - - - - - T AAAA T ACA T CAA - A T T T T AAGGTGCCAGT T T T T CGTGCCGGTGAGTGT - - - - - - - - - A T A T T T C T AAGGC T T - - - - - A - - - - - T C TGGCC T T CAGT AAC
CG - - - A TGAAGAAAGGT A T T - - GT T T T AC T A T TGT T T T T T ACC TGT AA T A T ACAC T CA T CGGCA - - - AAAACGGGCACC T T AAAA T T T TGA TGT A T T C TG - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T T A TGCCGGTGAGTGT AGAAACAAGT T AAGGAAGGAGT A T AA - - - - GC T A T CCA TGT AC T CA TGCA T
CC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AAA T ACAC T CACCGACACGAAAAACGGACACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T A T A T CCGAA T T T T AAAGTGT T CGT T T T T CA TGCC T C TGAGTGT AC - - - - - - - - - - - - - - T AAGGAA TGA - - - - T C T T AC T CGGT A T T TGA TGGC
- - - - - - - - - - - - - - - - - - - - - - - - - A T AC T TGT AC T A T T T - - - - - - - T CA T ACAC T AACCGGCACGAAAAACGGGCACA T T AAAA T T T T T A TGT AA T T T A - - - - - - - - - - T AAAA T ACA T C - AAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT AAAAG - - - - T A T AA TGTGCAAGAGAA T T - A T T T T A T T TGA T CC T CAAGC T -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAC T ACAC T CACCGGCACGAAAAACGGGCACC T T AACA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T AAAAA T T T T AAGGTGCCCGA T T T T CGTGCCGGTGAGTGT AC T A T CAAC - - - - - - - - AAAAAAAAA T T - - T T T T T T T T CACC TGCCCGGCG
AAA T AA TGT C T CAGAAA T T - - - - - - - - - - - - - - - - - - T T T A - - - - - - A T T - - - - - - - - - - - - - - - - - - - - - - - AGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAA T T A T A T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT A - - - - - - - - T CAGT CA T T AA T AGCGC - - - GT T T T T T AC TGT A T ACA T AC - -
AA - - - AGACA T T AAAAA T AA - - - A T A T A T T T T T T T T C T T T AAAACA T AAC T ACAC T CACCAGCACGAAAAACAGGCACC T T A T AA T T T TGA T AAA T T T T A - - - - - - - - - - T AAAA T ACGT CAACA T T T T AAGGGGCCCA T T T T T CGT ACCGGTGAGTGTGT A T T A TGTGT AAAAA T AAA T AA T AA - - - A T T TGT T AGAGGA T T T T T A TGT
AA - - - - - - - - - - - - - - - - - - - - - AC T AA TGT T T AC TGGT T T - - - - - T AC - - - TGT CCACCGGCACGAAAAACGGGCA T C - T AAAA T T T TGAAGT A T AGT A - - - - - - - - - - T AAAA TGCA T CAAAA TGT T AAGGTGCCCC T T T T T CGTGCCGGTGAGTGT AGA - - - - - - - - - - T AA TGAAAAA T T C - - - - T C T AGGT T T T CC T C TGCAGAG
- - - - - C T AAA T AA T AAA T AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T ACAC T CACCGGT ACCAAAAACGGA T AC T T CAAAA T T T TGGTGCAAAAGA - - - - - - - - - - AAAAA T ACA T CAAA - - - - - - - GGTGAC T A T - - - - - - - - - - - - - - - - - - - - AA T ACACA T AC T T T T T AAGCAA T AGT T A - - - T A T T TGAAC T T T T T TGAA -
- - - - - A T A T AAGAAAAACAA - - - AAC T AC T T T T AA T A T T T A - - - - - - - GA T ACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T A T A T CAAAA T T T T A TGCAAA T T A T A T T T - - - - - - - - - - - - - - - - GT T AC T CA T TGA T T AGAAGT AC T AA T T A - - - T AGT T T T ACG - - - - - - - - -
A T - - - A T T AAC T T AAA T T AA - - - - - - - - - - - - - - - - - - - - - - - - - - A T TGT ACAC T CACCGGT ACGAAAAACGAGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T A TGGTGCCCGT T T T T CGT ACCGA TGCGTGT A TGT AACAGGAAAAGT T C T AAAA TGT - - - A T T T T T T T T T C T AA T T C TGT T A
GT - - - AAAAA T TGAAAAAAA - - - AGT T A T C T T T A T AGTGCCA TGC T T A TGT ACACACACAGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT AA T T T A - - - - - - - - - - T AAAA T ACA T CAAA T T T T - - - - - - - - CCGT T T T T CGTGCCGGTGAGTGT AGT A TGCGAGCGAGACCCAAGAACAG - - - - T T T A T AGGAC TGC T CA T TGAG
- - - - - - - - - GT AAAAA T T T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACAC T CAACGGCACGAAAAACGGGCACC T T AAAA T T T T CA TGT A T T T CA - - - - - - - - - - TGAAA T ACA T CAAAA T T T T AAGGTGT CCGT T T T T CGTGCCGGTGAGTGT - - - - - - - - - T T CAACA TGGAAAAGGA T - - T C T T A T T T T CA T CCCGGCA T T A
AA - - - AAAA T T CA T CAA T T T - - T A T A TGC T T ACAGT A T TGT A T AGT T AC T T A T ACC T ACCGGCACGAAAAACGGGCACC T CAAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAA T T TGCAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T ACAGCAAA T AA T - A T T AA T A T A T A T A T A T A T A T A T A T A T
- - - - - CAAAGA T A T AGACAG - - - TGT TGT T T T AAC TGT T T A T T C T T - T AA T ACACCCA T CGGCACGAAAACCGGGCACC TGAAAA T TGTGA T - T A T T T T A - - - - - - - - - - T ACA T T ACA T CAAAA T T T T AAGA TGCCCGT T T T T CGT ACCGGTGAGTGT A T A T A T T A T CA T A T T A T CAGT T T CAA T T - A T T T T T T T T CC T T T T T T T CAA -
T T - - - T AA TGGT AAAAC T AA - - - - - - - - - - - - - - - - - - - - - - - - - - AA T A T ACAC T CACCGGCACGAAAAACGAGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA TGAACA T T T T AAGGTGTGCGT T T T T CA TGCCGGTGAGTGT A T T C T T A TG - - - - - - - - - - - - - - - - - - - - - A T T A T T TGA T TGCA T A TGCAC
GA - - - A T ACGT CAA T T AA T C - - - - - T AA T T T A TGT CA T A T - - - - - - - AC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CCAC T T T C - - - - - - - - - - T CAAA T ACGT CAAAA T T T T AAGGTGCCCGT T T T T CA TGCCGGCGAGTGT A - - - - - - - - - - - - - - - - - - - - - - - - - GT - ACC T A T T C - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - ACACA T AC TGTGT AA TGT T - - - - T ACAC T CACCAGCACGAAAAACGTGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACAGCAAAA T T T T AA T A T TGT T T T T T T C TGC - - - - - - - - - - - - - T T A T A - - - - - - - - - - T A T A T A T T AA - - - - T A T AA T T A T A T AGT T AA T T T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - C TGTGT A T T T T TGAAGGC T - - - - T ACACACACCGGCACGGAAAAGGGGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T TGAA T A T T C T TGTGAA T T T T - - - - - - - - - - - - - CCAAC - - - - - - - - - - TGTGACGT T T - - - - T T T AGT T T T T ACACC T CACCA
- - - - - CAAAGGT A T AAACA T - - - TGT TGT T C T AAC TGT T T A T T C T T - T AA T ACACC T ACCGGCACGAAAACCGGGCACC T T AAAA T TGTGGTGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGT ACCGGTGAGTGT A T A T A T T A T CA T A T T A T CAGT T T CAA T T - A T T TGT T T T CC T T T T T T T CAA -
A - - - - A T CAGT T T AGAGT AAGC T ACA T A T C T T T T T A T ACAAAACGAAA T A T ACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT A T ACAAACCAAAA T CAA T A T A T A TGG - - A - TGT A T T - A T AGAC T AGA T - - -
T A - - - - - A T AC T A T AAA T A T - - - T T C T CA T AACAA T AC T TGTGAA T AA T T T A T T C T CACCGGT ACAAAAAACGGGCA T C T T AAAA T T T T T A TGT A T T T T A - - - - - - - - - - T AAAA T ACA TGAAAA T T T T AAGGTGCC TGT T T T T CGTGC T AGT AAGTGT A T A T T C T TG - - - - - - - - - - GCAA T A T - - - - T T T CCA T T A T TGA T TGCGAA -
- - - - - - - - - - - - - - - - - - - - - - - T AACAA T T T TGCCC T A T - - - - - - - - - C T ACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACACCAAAA T T T T AAGGTGCCCGT T T T T CGTGGTGC T AAA - - - A TGAAGTGG - - - - - - - - GGAAGGT T A - - - - - - - - GA T C T A T T T T T A T T T AA
- - - - - AGGAA T T CGGAACAAA T C T T A T A T C T ACA T A T T - - - - - - - - T T T C T ACAC T CGCCGGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T AAA T AAAAA T T T T AAAGTGCCCGT T T T T CGT ACCGGTGAGTGT A T A - - - - - - CA T T T C TGTGACAA TGG - - T AA T CACCGCGAAGT CAGA T - - -
GACCA - - - - - - - - - - - - - - - - - - CA T T A T A T T TGCGACA T AAAGA T - A T C T ACAC T CACCGGCACGAAAAACGAGCACC T T AAAA TGT TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T T AAAA T T T T A - - A TGCCCA T T T T T CGTGCCGGTGAGTGT A - - - - - - - - T T AA T CAA T AACAA T T A - - AA - - - - - - - - - - - - - - - - - - - - -
- - - - - A T TGA T T AGT AA T AA - - TGCC TGT - - - T A T TGGT T CAA T TG - - - - - - - - - - - - - - - - - - - - - - - - - - GT T CACC T T ACAA T T T TGA TG - - - T T T A - - - - - - - - - - T AAA - - ACA T CAAA T T TGT AAAA TGCCCGT C T T T CG - ACCGGTGAGTG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T T T C T T AC T ACCCAAGCAC
T A T T A T TGCA T AGAAAA T AA - - - AA TGT ACAA T A T ACA T AAGT A T T - - - A T ACAC T CACCGGTGCGAAAAACGGACACC T T AAAA T T T TGA TGT A T T T TG - - - - - - - - - - - - - - - - - T A T CAACA T T T T AAGGT ACCCGT T T T T CGTGCCGGCGAG - - - - - - - - - - - - T T T T AA T T CAAAAA T AA - - AAA T AAGA T A T AGA T T T T AA T AA
GA T AA TGGAA T T AAAAA T AC - - - - - GAA T T CC T A TGA T AGAGGT A - - - - - - - - - - T CACAGT CA TGA T AAACGGGCAC - - - AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT A - - - - - - - - GT AGGTGT AAA T AAAGGT T - - - - - - - - - - - - - - - - - - - - - - -
- - T CCAAA T CCC T T AAAA TGA T - T T T T T CCCC T AGTGAA T AACCC T CAA T AACAC T CACCGGCACGAAAAAGGGGCAC T T T AAAA T T T T CACGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T C T AAGGTGCCCGT T T T ACGTGCCGGTGGGTGT A T A - - - - - - A T CCAGCGACAGGA T T C - - GA T T T T AA T T CACAGT CAAA T - -
A T - - - AGAAAGT T ACAA T AG - - - AAA T A T T CAGC T T AA T T AA T T T T AA T A T ACA T T CACCGGCACGAAAAACGGGCACCC T AAAA T T T TGACGT A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T A T AAGGTGACCGT T T T T CGTGCCGGTGAGTGT A T AAAGT T A - - - - - - - - - - - - - - - - - T T - AC T T T T CA T AACAA T CGACGAC
GC - - - CGT T C T CAA T AGGCG - - - - - - - - - CCA T AC TGT T CCCC T A T TGT A T ACAC T CACC TGCACGAAAAACGGGCACC T T AAAA T T T TGA TGT AA T T T - - - - - - - - - - - T AAA - T ACA T CAAAA T T T T AAGGTGCCCGT T T T T CGTGGCGGTGAGAACAGCCAAA TG - - - - - - - - - - - - - - CAA - - AGT A T A T T T T T A T T T T T T T AGT T
TGT T A T T A T T T TGAAACAGAGT - AACACCC TGT A T ACGT AAGT A T T - - - A T ACAC T CACCGGTGCGAAAAACGGAC - CC T T AAAA T T T TGA TGT A T T T TG - - - - - - - - - - T AAAA T T T A T CAACA T T T T AACGTGCCCGT T T T T CGTGCCGGT AAGTGT AGT A T ACC T T T T T AA TGCAAAAA T AA - - AAA T AAGA T T T AGGT T T T AA T AA
T A - - - - - - - - - - - - - - - - - - - - - T T T TGCC T ACA T T T TGT AAAACAAA T AGACAC T CACCGGCACGAAAAACGGGCACC T T AAAA T T T T T A TGT A T T T T A - - - - - - - - - - AAAAAAACA T CAAAA T T T T AAGGTGTGCGT T T T T CGTGT CGGTGCGT T T A T AAAGT T AGT AA T TGCAAA TGGTGA - - - - - - - - - - - - - - - - - - - - - - - - -
AC - - - - - - - - - - - - - - - - - - - - - - - T TGT T CA T AC T CGGT TGAGGGT AAA T ACAC T CACCGACACAA T AAACGGGT AC T T T AAAACA T CGA T A T A T T T T A - - - - - - - - - - T AAAA T ACA T CAAAA T T A - - - - - - - - T TGT T T T T CGTGCC - - - - - - - - - - GA T T AAGGT T AAAC T T CAAACA T T A - - AA T T AAAC T TGGC T T T T AA T CA T
AC - - - T T AAC T T AAAAA T T AAC T AAA TGT C TGT AGA T AC T A T CCAGA T AA T AC T C T CACCGGCACGAAAAACAGGCACC T T AAAA T T T TGA TGT A T T T T A - - - - - - - - - - T AAAA T ACA T T AAAA T T T T AAGGTGCCCGT T T T T CGTGCCGGTGAGTGT A T A - - - - - - AACA T T T T CAGTGC T A T - - A - A T T A T C - CAAGGT CAAA T T T -
T A - - - CCGCCGT AGT AA T A T - - - T TGTGT AGAAA T CA T T T AAAAA T AA T C T T T A T T CACCGACAAGAAA T AC TGT CAC T T T AAAA T T A TGT T C T A T T T T A - - - - - - - - - - T AAAA T ACAAAAAAAAA T T AAGGTGT CCGT T T T T CGT ACCGGTGA - - - - - - - - - - - - - - - - - - - - C T AAAAA T AA - - - - T T T T T CC T T A TGT T C - - - - - -
AA - - - T TGGA T A T AAAAAAA - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA T ACAC T C TGAGGCACGAAAAACGGGCACCGT AAAA T C T TGA TGT C T T T T A - - - - - - - - - - T AAAACACA T CAAAA T T T T AAGT TGACCGT T T T T CGTGCCGGT TGGTGT AGAAAA T AA - - - - - - - TGGAAGA TGA - - - - C T A T A T C TGA T A T T C T T CGT -
T T T T AA T A T AAC T A T T T AGGAA T T T T T T T TGC TGT T T T T T AGT T T T A T AA T ACAC T CACCGGCACGAAAAACGAACACC T T AAAA T T T TGA TGT A T T T CG - - - - - - - - - - T AAAA T ACA T CAAAA T T T T AAGGTGCC TGT T T T T CGTGCCGGTGAGTGTGT A - - - - - - C T A T T AA T C T - - - AC T A - - AAAA TGA T T T T TGA T T C T C - - - -
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TE: rnd_4_family_792.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 1284bp; fragments: 35486; full length: 104 (>=1155.6bp)
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No TE domain detected

After TEtrimmer 1284 bp
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TE: rnd_4_family_792.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 1584bp; fragments: 35364; full length: 0 (>=1425.6bp)
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