Start crop Point End crop Point

MSA length = 1317 1

ABATAAACTCACCGGC - - AAAAAAC CACTAMAAACTAGTCCCAATTTC-----=--- - - AAATTGGGACTAG-TTTTAGTGGCCGG--TTTTTTTGCCGGTGAGTGTAT
TEATAAACTCACCGGCAAAAAAA - ll I -!AAACTAGICCCAATITC ---------- AIA TIGGACTAGTTTTTAGTGGCCGG—TTTTTITTGCCGGTGAGTGTA

- - - - THATAAACTCACCGGC - AAAAAAACCGGCCACTAAAAACTAGTCCCARTTTC - - - - - - - - AAABTGGGACTAGTTTTAGTGGCCG- -TTTTTTTTJCCGGTGAG- - - - T
AATAAACTCACCGGCAAAAAAAACCGGCCACTAAAABCTAGTCCCAATTTC - - -« - - - - - AAATTJGGACTAGTTTTTAGTGGCCGTTTTTTTTTGCCGTGAGTGTA

—————————————————————————————————————————————————— ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCICIATTTC ----------AAATTGGGACTAGTTTTTARTGGCCGG-T-TTTTTTGCCGGTGAGTGTAT

TAAA—AAI—
—IAAAC-C ----- AAAAAAAACGGICACTAAAAACTAGTCCCAATTTC ---------- AAATTGGGACTAGTTTTTEBG GG-TTTTTTTTGCCGGTGAGTGTAT

ABAR- - - - -

A ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAAIEAGTC.AATTTC ---------- AAATTGGGAITAGTTTTTAGTGGC GITTTTTTTTIGCCGGTGAGTGTAT
ABATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACBAGTCCCAATTTC- - -------- AAATTGGGACTAGTTTTTAGTGGCCGGT - - - TTTTTGCCGGTGAJTGTAT
THATAAACTCACCGGCAAAAAAAACCGGJCACTAAAAACTAGTCCCAATTTCH - - -« - - - - - AAATTGGGACTAGTTTTTAGTGGCH-G-TTTTTTTTGCCMGTGAGTGTAT
T ATAAACTCACIGGC—AAAAAAACCGGCC.TAAAAACTAGTCICAATTTC ---------- AAATTGGGACTAGTTTTTAGTGGI!G—T.T-T-CLT --------

ABBTAAACTCACCGGCAAAAAAAAACGGCCACTAAAAACTAGTCCCAATTTC - = -- - == - AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT
THA AAACTCACCGGCAAAAAAAACCGGCCACTAAAAA-iTCCCAATTTC ---------- AAATTGGGACTEITTTTTAGTGGCCGG——TTTTTTTGCCGGTGAGTITAT
TA G

A ATAAACTCAICGGCAAAAAAAACCGGCCACTIAAAAC TCCCAalTTl ---------- AAATTGGGACT TTTTTAGIGGCCGGTTTITTTTTGCCGGTGAGTGTAT

------------- TAAACTCACCGGCAAAAAAAAACGGCCACTAAAAACTAGTCCCARTTTC----------AAATTGGGACTAGTTTTTAGTGGCCG|- TTTTTTTTGCCGGTGEGTGTAT
_A ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAAITAGTICCAATTTC ---------- AAAITGGGACTAGTTTTTAGTIGCCGG— —TTTTTTTGCCGGTGAG.T

-------------- AlATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAARTAGTCCCAATTTC- - - - - - - - - - AAATTGGJACTAG- TTTTAGTGGCCGG- - - TTTTTJGCCGGTGAGTGTAT

------------------- ATAAACTCACIGGCAAAAAAAAACGGCCACTIAAAACTAGT CIAATTTI——————————AAATTGGGACTAGTTITTAGTGGCCG—ITTTTTTTTGCCGGTGAGTGTAT

AATAAACTCACCGICIJAAAAAAACCGGCCACTAAAAACTAGTIICCAATTTC - - - - - - - - - AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTTAT

A ATAAACT.. ICAAAAAAAAACGGICACIAAAAACTAGT CCAATTTC---------- AAATTGIGACTAGTTTTTAGTGGCCGGTTTTTTTTTGCCGGTGAGTGTAT

ARATAAA - - - ABBGGC - AAAAAAACCGGCCACTAAAAACTABTCCCABTTTC - - - - - - - - - AAATTGGGACTAGTTTTTAGTGGCCGGTTTTTTTTTGCCGGTGAGTGTAT

A ATAIAITCACCGGCAAIAAAAACCGGCIACTAAAIACTAGTCCCAATTTC ---------- AAATTG GAITAGTTTTTAGTGGCCGG——TTTTTTTGCCGGTGIGT TAT

ARARAAARTCABCGGCAAAAAAAACCGGCCACTAAAAACTAGT - -CAATTTCH - - - - - - - - - AAATTGEGACTAGTTTTTAGTGGCCGG- -TTTTTTTGCCGGTGAGHGTA
THATAAACTCACCGGC-AAAAAAAACGIICCACTAAAAACTAGTCCCAATTTC - - -« - - - - AAATTIIGGACTAGTTTTTAGTIJGlCGGTTTTTT- - TGCCGGTGAGTT

ARJATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCICAATTTC - - - - - - - - AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAJTGTA

--------- TAAACTCACCGGCAAAAAAA - - -GIICCACTAAAAACTAGTCCCAATTTC--------- —AAATT?ACTAGTTTTTAGTGICCGG TIIT.—TGCIGGTGAGTGTAT

---------- ABATAAACTCACCGGCAAAAAAAAACIIGCIACTAAAAACTAGTCCCAATTTC- - - - - - - - - - AAATTJGGACTAGTTTTTAGTGGCCG- TTT TTTTGCCGGTGAGTGTAT

A ATAAACTCAICGGCAAAAAAAACCG CCACTAAAAACTAGTCCCAATTTC---=-=-=----- AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT

————————————— ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAA.AGTCCCAATTTC ----------AAATTGEACTAGTTTTTAGTGGCC----TTTTTTTGCCGGTGAGTGTAT

—————— A ATAAACTCACCGGCAAAAAAAAACGGCCA—TAAAAACTAGTICCAATTTC - - - - - —AAATTG&ACTAITTTTTAGTGGCCGG— -TTTTTTTGCCGGTGAG

A TAAACTCACCGGCAAAAAAAACCGGCCACTAAAAICTAGTCCCAATTTI —————————— AAATTGGGACTAGTTTTTAGTGGCCGI—TTTTTTTTGCCGGTGAG.T

——————— THATAAACTCACCGGCAAAAAAA - -CGGCCACTAAAAACTAGTCCCAATTTC----------AAATTGGGA TAGTTTITAGTGGCCGG—TTTTTTTTGCCGGTGAGTGTAT
ABATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC-=-==-=-==---- AAATTGGGALGTTTTTAGTGGCCGG— —TTTTTTTGCCGGTIAGTGTAT

4 4 0 4 4 4 4 - < -

ABATAAACTCACCGGC - AAAAAAAACGGCCACTAAAAACTAGTCCCAATTTC - === == = = - - AAATTGGGACTAGTTTTTAGTGGCCGITTTTTTTTTG GTGA-T
T ATAAACTCACCGGCAAAAAAAACIGGCCACTAAAAACTAGTCCCAATTTC ---------- AAATTGGGACTAGTTTTTAGTGGCCGGTTTTTTTTTGCC GTIAGTGTAT
A ATAAACTCACCGGC—AAAAAAAACGG.ACTAAAAAITAGTCCCAAITTC ---------- AAATTGGGACTAITTTTTAGTGGCCGGTTTTTTTTTGCCGGTGAGTGTA

----- ABATAAACTCACCGGCAAAAAAA -llcGGCCACTAAAAACTEGTCHCAATTTC- - - - - - - - - - AAATTGGGACTAGTTTTTAGTGGCC-G-TTTTTTTT
--------------- A ATAAACTCACCGGCAIAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC----------AAATTGGGACTAGTTTTTAGTGGCCGG__TTTTTTT

CCGGTGAGTGTAT
CCGGTGAGTGTAT

ATAGTAAAA - = = = = o e e e e e e o - -

----- TABAG - AAAA.T TIT.A.T-

--------------------------------- TAIAC CACCGGCAAAAAAAACCGGCCACTAAAAACTAGTICCAATTTC e e —AAATTGGGACTAGT-TIGTGGCCGG—TTTTTTTTGCCGGTGAGTGTAT
ABATAAAC CACCGGCAAAAAAAAACGGCCACTIAAIACTAGTCCCAATTTC ---------- AAATTGGGACTAGTTTTTAGTGGCCGGTTTTTTTTTGCCGGTIAGTGTAT
TBATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC - == - - - === - AAATTGGGACTAGTTTTTAGTGGCCGGITTTTTTTTGCCGGTGAGTGTAT

A GIAAAA _______________
TA GTAIA
TTAAATAAAM - - - - - - o o oo _.

T ATAAACTCACCGGCAAAAAAAACCGGCCACTAIAAACTAGTCCCAATTTC —————————— AAATTGGGABAGTTTTTAGTGGCC-G-TTTTTTTTGCCGGTGAGTGTA
A ATAAACTCACCGGCIAAAAAAACCGGCCACTAAAIACTAGTCCCAATTTC —————————— AAATTGGG#AGTTTTTAGTGGCCGG—ITTTTTTTGCCGGTGAGTGT T
——————————— A ATAAACTCACCGGCAAAAAAAACCGICCACTAAAAACTAGTCCCAATTTC ----------AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT
—————————— A ATAAACTCACCGGCAAAIAAAAICGGCCACTAAAAACTAGTCICAATTTC ----------AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT
ABATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC-=-==-=-=-=---- AAATTGGGACTAGTTTTTAGTGGCCGG—TITTTTTTGCCGGTGAGTGTAT ———————

- > 4 4 4 > - - -

------------------- ATAAACTCACCGGC - AAAAAABICCGGCCACTAAAAACJAGTCCCAATTTC- - -~ - - - - - - AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT TAJAA - AA
----------- ARlTAAACTCACCHGC - AAAAAAACCGGCCACTAAAAACTAGTCCCATTTC- - - - - - - - - - AAABTGGGACTAGTTTTTGTGGCCGG-TTTTTTTTJCCGGTGAGTGTAT TAAA TAAHT“ n
----- AMATAAACTCACCHGC - AAAAAAACHGGCCACTAAAAACTAGTIICJAATTTC- - - - - - - - - - AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGTGAGTGTA ARAR- - -
-------------------------- ABATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC----------AAATTGGGACTAGTTTTTARTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT TTAAANAA - -
------------------ ATAAACTCACCGGCAAAAAAA—CCGGCCACTAAAAAITAGTCCCAATTTC——————————AAAITGGIACTAGTTTTTAITGGCC—GTTTTTTTTTGCCGGTGAGTGTAT TAAAA-AAAA - - = - = - = - oo oo - -
----------- TR TAAACTCACCGGC-AAAAAAACCGGCCACTAAAAACTAGTCCCAATTT- - --------AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT T
----------------------------------- ARATAAACTIBRCCHCTABTAACTAGTCCEAATTTC- - -« -« -« - - AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT = = - = = = = w s s e e e e e oo oo

TAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC---------- AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTA - - - - - - - - CTT- - TAAAAT A- -
ATAAACTCACCGGC—AAAAAAACCGGCCICTAAAAACTAGTCICAATTTC ---------- AAATTGGGACTAGTTTTTAGTIGCCGG—I --------------------- ————TCTIA A TTAAA - AAA
ATAAACTCACCGGCAAAAAAABCCGGCCACTAAAAACTAGTCCCAATTTC -« -« - --- AAATTGGGACTAGTTTTTAGTGGCCGRTTTTTTTTTGRCGGTGAGTGTATHT TMBGA - - - - - TETE T ATAT T TTTEABTA - - - - -
ATAAABTCACCGGCAAAAAAAA - CGGCCACTAAAACTIJGTCCCAATTTC - - - - - - - - - AAATTGGGJCTAGTTTTTAGTGGCCGG -[JTTTTTTTGCCGGTGAGTGTAT
ATAAACTCACCGGCAAAAJAAACCGGCCACTAAAAACTARTCCCAATTTC - - - - - - - - AAABTGIJGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT
ATAAACTCACCGGCAAAAAAA - - CGGCCACTAAAAACTAGTCCCAATTTC---------- AAATTGGGACTAGTTTTTAGTGGCC- -[TTTTTTTTGCCGGTGAGTGTAT
ATAAACTCACCGGC-AAAAAAACCGGCCACTAAAAACTAGTCCRAATTTC- - -------- AAATTGGGACTAGTTTTTAGTGGCCGG--TTTTTTTGCCGGTGAGTGTA
ATAAACTCACCGGCAAAAAAAAACGGCCACTAAAACTAGTCCCAATTTC -« ------- AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT
TAAACTCACCGGC - AAAAAAAACGGCCACTAAAAACTAGTCCCAATTTC- - -----=--- AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTCGGTGAGTGTAT

— > 4 -4 > - - > >

——————— Afl- - ----------c---cmea- - —GGCCACTAAAAACTAITCCCAATTTC - - - - - —AAAITGGGACTAGTTTTTAGTGGCCGG—TTTTTTTTGCCGGTGAGTGTAT
——————— A ATAIACTCACCGGC - AAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC----------AAATTGGGACTAGTTTTTAGTGGCCGG - —TTTTTTTGCIGITGAGTGTAT
——————————————————————————————— TAAACTCACCHEEC - AAAAAAACCGGCCACTAAAAAC-AGTCCCAATTTC-=-=-=-=-=---- —AAITTGGGACTAGTTTTTAGTGGCCGG— -TTTTTTTGCCGGTGAGTGTAT

—————— ATAAACTCAC#CAAAAAA— - - —GGCCACTAAAIACTAGTCCCAATTTC ----------AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTA
———————————————————— ATAIACTCACCGGC - —AIAAAACCGGCCACTAAAAACTAGTCCCAATTTC ----------AAATTGGGACTAGTTTTTAGTGGCCGGTTTTTTTTTGCCGGTGAGTGTAT

———————————— —ITAAACTCACCGGCAAAAAAA— - CIGCCACTAAAAACTAGTCCCAATTTC - - - - - —AAATTGGGACTAGTTTTTAGTGGCCIG—TTTTTITTGCCGGTGA
——————————————————————————————————————— ATAAACTCACCGGC-AAAAAAAACGGCCACTAAAAACTAGTCCCAATTTC-=-=-=-=-=---- —AAATTGGGACTAGTTTTTAGTGGCCGG—TTTTTTTTGICGGTGA

CBA----------

—————— ATAAACTCACCGGCAAAAAAAACCGHCCACTAAAAACTAGTCCCAATTTC-=-=-=-=-=---- —AAATTGIGACTA TTTTTAGTGGCCGI—TTTTTTTTGCCGGTGAGTGTAT
ATAAACTCACCGGC—AAAAAAAACG!.ACTAAAAAITAGTCCCAAITTC —————————— AAATTGGGACTARTTTTTAGTGGCCG-TTTTTTTTTGCC-GTGAGTGTA

—————— ATAAACICACCIGCAAAAAAAAACGGCCACTAAAAACTAGTCCCAATTTC ----------AAATTGGGACTAGHETTTTAGTGGCCGEMTTTTTTTTTGCCGGTGAGTGTAT

————————————————————— ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAAITAGTCICAATTTC - - - - - —AAITTGGGACTAGTTTTTAGTGGCCG!ITTTTTTTTGCCGGTGAGTGTAT

------------------------ ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC----------AAATTGGGACTAGTTTTTAGTGGCC-GTTTTTTTTTGCCGGTGAGTGTAT
------------------------- T.A-ACCGGCAAAAAAAACCGGCCACTIAAAACTAGTCCCAATTTC e - —AAATTGGGACTAGTTTITAGTGICCGGTTTTTTTTTGICGGTGAGTGTAT
--------- ATAAACT CABICGGCAAAAAAAACCGGCCACTAAAAACTAGTCJCAATTTC- - - - - - - - - -AAATTGGGACTAGTTTTTAGTGGCCGGTTTTTTTTTGCCGGTGAGTGTAT
---------------------------------- ATAAACTCACCGGC - AAAAAAAACGGCCACTAAAAACTAGTCCCAATTTC----------AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTA

------ TAAACTCACCGGCAAAAAAAACCGIJcCACTAAAAARTAGTCCJAATTTC- - - - - - - - - - AAATTGJJGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT
------------------------------------ TAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC- - - -------AAATTGGGACTAGTTTTTAGTGGCCG]]- - TTTTTTTGCCGGTGAGTGTAT
----------- ATAAACTCACIGGCAAAAAAAACCGGCCACJAAAAACTAGTCCCAATTTC- - - - - - - - - - AAATTGGJACTAGTTTTJAGTGGCCGG- TTTTTTTTGCCGGTGAGTGTAT e e

TAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACIAITCCCAATTTC ---------- AAAITGGGACTAGTTTTTAGTGGCCGG—TTTTTTTTGCCGGTGAGTGTAT
ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC - == === == == AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT
ATAAA-ACCIG.AAAAAAAACGGCCACTAAAAACTAGTCCCAAITTC ---------- AAATTGGGACTAGTTTTTAGTGGCCGITTTTTTTITGCCGGTGAGTGTA

TTIETAAATTC
AAAA-AAAAET B T Gl A G T

ATAJACTCACCGGCAAAAAAAAACGGCCACTAAAAACTARTCIICAATTTC - - - - - - - - - AAATTGGGACTAGTTTTTAGTGGCCG--TTTTTTTTGCCGGTGAGTGTAT
------------------------------------- TA AAEEE - - - - - - - - - - AAATTGCEACTAGTTTTTAGTGECCG- - TTTTTTTTGCCGGTGAGTHTAT
ATAAACEBCACCGGCAAAAAAA - CCGGCCACTAAAAACTAGTCCCAATTTC -« -« - -« - AART TBGGACTAGTTTTTAGTGGCCGGTTTTTTTTTGCCGGTGAG- - - < - - - - - - -

ATAAICTCACCGGCAAAAAAAACIGGCCACTAAAAACTAGTCCCAATTTC ---------- AAATTGGGACTAGITTTT.TGGCCGG—TTTTTITTGCCGGTGAGTGTAT
ATAAACTCACCGGC-AAAAAAACCGGCCJCTAAAAACTAGTCCCAATTTCH -« -« - --- AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT
ATAAACTCACCGGC-AAAAAAAACGGCCACTAAAAACTAGTCCAATTTC- - - - - - --- AAATTGGGACTAGTTTTTAGTGGCG- - - TTTTTTTGCCGGTAfTGTAT
---------------------------------------------- ATAAATIACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC - - - - - - - - - AAATTGGGACTAG|TTTTAGTGGCCG-JTTTTTTTTGCCGGTGAGTGTAT
-------------- ATAJJACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTIICCAATTTC- - - - - - - - - - AAATTGGGACTAGTTTTTAGTGGCCG|- TTTTTTTTGCCGGTGAGTGTAT
------ TAAACTCACCGGCAAAAAAAAACGGCCACTAAAAJCTAGTICCAATTT----------AAABTGGGACTAGTTTTTAGTGGC-JJG-TTTTTTTTGCCGGTGAGTGTAT
------- ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCICAATTTC--------- -AAATTGGGACTAGTTTTTAGTGGCCGG-TTTTTTTTGCCGGTGAGTGTAT

-------------------------- ATAAACTCACCGGCAAAAAAAACCGGCIACTAAAAACTAITCCCAAITTC——————————AAATTGGGACTAGTTTTTAGTGGCIGG—TTTTTTTTGCCGGTGAGTGTAT
------------------- TAIACTCACCGGCAAAAAAAAACGGCCACTAAAAACTAGTCCCAATTIC——————————AAAITGGGACTAGTTTTTAGTGGCCGG——TTTTTTIGCIGGTGAGTITAT
ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCIATTTC ---------- AAATTGGGACTAGTTTTTAGTGGCCGG—.TTTTTTGCCGGTGAGTGTAT

> o4 4 4 > 4 4 34 3 >

------ ATAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCAATTTC - =------- —AAATTGG.CTAGTTTTTAGTGGCIGITTTTTTTTTGCCGGTGAGTGTAT
------------- ATAAACTCACCGGC —AAAAAAACCGGCCACTAIAAA-GTCICAATTTC e e —IAATTGGGACTAGITTTTAGT.CCG— —TTTTTTTTGCCGGIGIGTGTAT .TT
-------------------- TAAACTCACCGGCAAAAAAAACCGGCCACTAAAAACTAGTCCCIATTTC——————————AAATTGGGACTAGTTTTTAGTGGCCGG—TTTTTTTTGCCGGTGAGTGTAT e e e e eee o TAAAA-AA- - - - TTETEEARET




Start crop Point End crop Point
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d fm_1.bed 0 0 n.bed g 1.bed fm_2.bed 0 0 bcin.fa_alnfa cl.f After TEtrimmer 1317 bp

size: 1317bp; fragments: 5104; full length: 44 (>=1185.3bp)
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TE: rnd_4 family 563
size: 1318bp; fragments: 5110; full length: 44 (>=1186.2bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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