
Start crop Point End crop Point

MSA length = 1317
- - - - - - CAA T T A T T T AACA T A T AA T AGA T A T A T T A T AA T AA T A T A T ACA T A T AAAC T CACCGGC - - AAAAAACGGGT CAC T A T AAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AG - T T T T AGTGGCCGG - - T T T T T T TGCCGGTGAGTGT A T AAA T A - - - - - - - AAGT T A T AAC T T ACAAGG - - - - - - - - - - - - - - - - - - - -
- GA - - - T AA T T T T - - - - - AC T T CGC TGAAGCA T T AC T T AAACCACAA T T AA T AAAC T CACCGGCAAAAAAA - - - CGGCCAC T AAAAC T AGCCCCAA TGT C - - - - - - - - - - ACAGT AGGAC T AGT T T T T AGTGGCCGG - T T T T T A T TGCCGGTGAGTGT AGT T A T T - - - - - - - A T AA T C T AC T T CA T TGCG - - - - - T A T T T T AAAAA T A T T
- - - - - - - ACC T T TGT A TGT T T TGAC TGGTGT T T T A T T T CAGT T T - - - - T AA T AAAC T CACCGGC - AAAAAAACCGGCCAC T AAAAAC T AGT CCCAC T T T C - - - - - - - - - - AAAGTGGGAC T AGA T T T T AGTGGCCG - - T T T T T T T T ACCGGTGAG - - - - T A T AAA - - C T - - - - - - T T T AAA T T AC T CAAA - - - - - AA T T TGGCA TGTGT A
- - - - - - - AGT T ACGT T AAAAA T ACAGAAAA T A T C T A T AAC T AAAA T A T A T A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAGC T AGT CCCAA T T T C - - - - - - - - - - AAA T T CGGAC T AGT T T T T AGTGGCCGA T T T T T T T T TGCC TGTGAGTGT AC TGTGA - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA T T T AGCGT AGA T T A T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT C T CGA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AC TGGCCGG - T - T T T T T TGCCGGTGAGTGT A T AAACC - - T C T AAGAGAC T T T T T T T AGT AAA - AAG - T T T T T TGT CA T CC T C
- - - - - - GAGT T AAGT A T T - - T T CA TGAAAGT TGCA T AAAA TGCAA T A T AA - CAAACCGGC - - - - - AAAAAAAACGGGCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T TGGGAC T AGG - T T T T T T T TGCCGGTGAGTGT A T C T CA T AA - - - - - - - - - - - - - - - T T ACACA T - - - - - A T C T ACAAA T CCA T C
- - - - - - T CGT T T CA T A T AAGT T AA T CGAA T T A TGT AGA T T T T T T T AA T AAA T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAA T T AGT C TGAA T T T C - - - - - - - - - - AAA T TGGGA T T AGT T T T T AGTGGCGGT T T T T T T T TGGCCGGTGAGTGT A T AA T TG - - - - - - - GAA TGA T A TGT T AGAAAA - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGCAAGAAAAAA T A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAACGAGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGGT - - - T T T T TGCCGGTGAA TGT A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GC T
T - - - - - AAA T T T TGTGTGAGACGA TGAAAA T T TGGAA TGT A T T T AAAA T T A T AAAC T CACCGGCAAAAAAAACCGGT CAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGC T - G - T T T T T T T TGCC TGTGAGTGT A T T T T A T - - - - - - - T A T T T T T AA T T TGT AA T A T AACGAA T T T TGGCGAAGT C
T AGA T T T T A T T A T C T AAC T AC T AAAAAAGT T T T T AA T T A TGGA TGGGT T T A T AAAC T CAC TGGC - AAAAAAACCGGCCGT T AAAAAC T AGT C T CAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGT CG - T CA TGCGT CA T C T C T - - - - - - - - T T - - - A - T T T T A T A T T T CAA T T T T A T TGGT TGAGA T T T T TGAGAGT TGT C
- - - - - - - AGT T T CA T A T T T C T T AGC T AAAGT T CCC T T CAA T A T A T T TGAAC T AAAC T CACCGGCAAAAAAAAACGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T T AAA T A T C T T - - ACCGC T T A T A T AA T AAAAGGAGA T A T T T CA T AAA T A T C
- - - - - - - - - - - - - GT ACA - - - - - - - - - - - - - - - - - - - AC T AGT A TGGA T T ACAAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAAA TGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T A T T T T T T AGTGGCCGG - - T T T T T T TGCCGGTGAGT C T A T T AAA T AA - - - - - AAGGTGGAGTGCA T AAAA - AAAA T T TGC TGTGGC T T T T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGACA T TGT T AA T A T AAAC T CAACGGCAAAAAAAACCGGCCAC T T AAAAC T AA T CCCAAC T T T - - - - - - - - - - AAA T TGGGAC T CGT T T T T AGAGGCCGGT T T C T T T T TGCCGGTGAGTGT A T A T ACA - - - - - - - - - - - - A T A T T T T T T AAAACAGCAAA T T T CC T A T CAGT C
- - - GT T - AGC T C - - - - - - C T AGAA T AAAAAA T T AAAG - - - - - - - - - - - - - C T AAAC T CACCGGCAAAAAAAAACGGCCAC T AAAAAC T AGT CCCAGT T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGT - T T T T T T T TGCCGGTGGGTGT A T A T T - - - - - - - - AGGA T C T A T C T T A - - - GGA - AA - - GAGTGGA T CA T CA T C
- - - - - - - - A T A T T A T A T T AAC T AGT AAAAC T A - - - - - - GAAGAAGAAAA T A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAGT AGT T CCAA T T T C - - - - - - - - - - AAAGTGGGAC T AGT T T T T AGT AGCCGG - - T T T T T T TGCCGGTGAGAA T TGCAAAAGT T T T T - A T T AC T C TGT TGGT T TGG - AA TGAA T T A T T T AAA T A T A
- - - - - - - T A T T T - - - - - - - - - - - - - AAAAGT T T A - - - - - - - - - - - - - - A T A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAA T T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGAAC T AG - T T T T AGTGGCCGG - - - T T T T T AGCCGGTGAGTGT A TGT TGT T A - - - - - - - - - - A TGA T T T T T T AG - T A - - - - - - - - - - - - - - - - - -
CAAA T T T T T T T A T C T A T T - - - - T AAAAAAA T - - - - - - - - - - - - - - - - - - - A T AAAC T CACAGGCAAAAAAAAACGGCCAC T T AAAAC T AGTGCAAA T T T T - - - - - - - - - - AAA T TGGGAC T AGT T C T T AGTGGCCG - GT T T T T T T TGCCGGTGAGTGT A T A T CC T A - T T T T AAA T A TGCAC - - - - - - - - - - AA T T T T T T AAACA T T T A T T
- - - - - - T AGT T T T A T ACACA T ACA T ACAAAC T T T T T T ACGCGT T T A T AA T A T AAAC T CACCGACCAAAAAAACCGGCCAC T AAAAAC T AGT T CCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGT T T A T A T T A T AA - - - - - GA T AC T AGA T T T T AAAAA T AAAAAA T T T AA T AA T T A T T
- - - - - - - CA T T T TGT ACC - - - - AAGAAGGA T A T ACAG - - - - - - - - - - T A T A T AAAC T ACCCGT CAAAAAAAAACGGGCACAAAAAAC T AGT ACCAA T T T C - - - - - - - - - - AAA T TGCGAC T AGT T T T T AGTGGCCGGT T T T T T T T TGCCGGTGAGTGT A T AA T ACAA - - - - - - - - - - GT T T T T T AC T AAA T AA - - - - - - - - - - - - - - - - -
T - AA T T - AA T T AA - - - - - T AA T T A T AGAAAGACCGT T A T T T A T AA T AGA T A T AAA - - - AAAGGC - AAAAAAACCGGCCAC T AAAAAC T AA T CCCAGT T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGGT T T T T T T T TGCCGGTGAGTGT A T T T T C T AA T T T AAA T T ACAACC T T C T T AAGGAAAAA T T T T C TGGAGT TGT T
- - - - - - T AA T T T T A T AC T T T T TGC T AA T AGTGT CAA T AAACAAACACCAAA T ACA T T CACCGGCAAGAAAAACCGGCGAC T AAAGAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGAGA T T AGT T T T T AGTGGCCGG - - T T T T T T TGCCGGTGTGT T T A T AA T AGAA TGT AA T A T A T CAA T T T A T T TGCA - AA T A T A T CGTGT CAGT CCG
- - - - - - TGGT T T T ACA T T - - - - - - - - - - - - - - - - - - - ACAGT AAA T A T ACACAAAA T CAGCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT - - CAA T T T C - - - - - - - - - - AAA T TGAGAC T AGT T T T T AGTGGCCGG - - T T T T T T TGCCGGTGAGAGT AGT A - - - - - T T T T - GT AA T T T A T T T TGAAGAA - - - - - - - - - - - - - - - - - - - -
TGAA - - - - - - C T AACAAA T A T CC T T AACAA TGT T A T T - - AACGTGGTGT AA T AAAC T CACCGGC - AAAAAAAACGT CCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T T TGGAC T AGT T T T T AGT AGT CGGT T T T T T - - TGCCGGTGAGT T T CCAAA T A - - T T T - - - - - - - - - - - - T AA TGAA T - GAA - CA TGA TGT ACC T CC -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T CGGT A T T T T AAA T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT C T CAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAC TGT AAA T AA T A T - - - - - T AAA T CCC T T T AA T T AAA - - - - - - - - - - - - - - - - - - - -
- AA - - - - AA T CA T - - - - - ACCAAAACAAAA T A T - - - - T AAAC - - - - - - - - - T AAAC T CACCGGCAAAAAAA - - - GCCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGAAAC T AGT T T T T AGTGCCCGG - T C T T CG - TGC TGGTGAGTGT A T T T A TG - - - - - - - A T T A T A T AC - - - - - - - - - - - - - - GA T T C T AAA T A TGT T
T - - - - - - TGT T T A T TGT ACAC TGAAAAAAAAA T TGGC - - - - - - - - - - AAAA T AAAC T CACCGGCAAAAAAAAACAGC T AC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T T AGGAC T AGT T T T T AGTGGCCGT - T T C T T T T TGCCGGTGAGTGT A TGT T T A - - T T T - - T AGA T C T C T C T AA T AA T A - AAAAA TGT T CA T AA T T A T C
- - - - - - GAA T TGC - - - - - CA T T A T T CAAAGT T T CA T T AAAGGT A T T T AAAA T AAAC T CA T CGGCAAAAAAAACCGACCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T A T A T TGA - - - - - GGT T T CCA T T T AAAAAAA - - - - - - - - - T TGT A T C TGT C
T AAA T T - A T T T T T A T T T T T - - - T T T AA T AA T CA T AAA - - - - - - - - - - - - - A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAGCAGT CCCAA T T T C - - - - - - - - - - AAA T TGAAAC T AGT T T T T AGTGGCC - - - - T T T T T T TGCCGGTGAGTGT A T AA - - - T A T T T - - - - - - - ACC T T TGGCACAA - AAAA TGT A T TGAA T A T T T C
- - - - - - - T A T T AG - - - - - CAAGA T T AACAA T T T T - - - - - - T T T T AAA T A T A T AAAC T CACCGGCAAAAAAAAACGGCCA - T AAAAAC T AGT T CCAA T T T C - - - - - - - - - - AAA T TGGAAC T AA T T T T T AGTGGCCGG - - T T T T T T TGCCGGTGAGA T A T T ACCACA T - - - - - AACGT T TGT CCGT T AGAG - ACAAAC T T C TGCAGA T A T T
- - - - - - - - - - - - - A T A T A - - - - - - - - AAGA T A T AAAC TGTGT AA TGGT A TGT AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAA T C T AGT CCCAA T T T T - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGT - T T T T T T T TGCCGGTGAGA TGT TGT A TGAA T T T T T AC T T T A TGC T T CA T AACG - - - - - T T T CC TGCGGT T A T T
- AAGT T - - CC T AA T T CC T AAA T A T CAAAAGCGT T - - - - - - - T C T A TGA T AA T AAAC T CACCGGCAAAAAAA - - CGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGA T T AGT T T C T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T AA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T CA T AC T T T AA
- - - - - - - AGT T AC - - - - - - - - - - - - - - - - - - - - - - - - AA T AAAA TGT AAAA T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGA T AGGT T T T T AGTGGCCGG - - T T T T T T TGCCGGT T AGTGT A TGA T T A - - - - - - - T ACGT C TGACA T T T AAAA - GAAA T C T T TGGT AGACCGT
T AAA T A - AA T T CAACAAA T AA TGT ACAAAGAA T T AGT AAAAGACAAGAA T A T AAAC T CACCGGC - AAAAAAAACGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGT T T T T T T T T TGT AAGTGA T A T T T AGGACA - - C T T T - T ACCCGAAA T CAACAGAA - AGAA T A T AAGGAAAC TGCA
- - - - - - - - A T T T TGT T CGT CC TGACA T AAA T T CAA T A - - - - - - - - - - A T T A T AAAC T CACCGGCAAAAAAAACAGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGGT T T T T T T T TGCCAGT T AGTGT A T AAAC T - - - - - - - - - - A T A T ACACAACCGAA - - - - - T T T T T T A T TGA T T T T
T AAA T T - TGT CA T C T ACA - - - - AA T AGAAA T T CAAACCAGT T A T T AAGAAA T AAAC T CACCGGC - AAAAAAAACGGT T AC T AAAAA T T AGT CCCAAA T T C - - - - - - - - - - AAA T TGGGAC T AA T T T T T AGTGGCCGGT T T T T T T T TGCCGGTGAGTGT AGA - - - - - - GT T T AAA T A TGCA - - - - - - - - - - - - - A T T T T TGT AAAAAGA T T
- - - - - - T AA T TGT T CA T T T AAAGT T AA T A T T CGT CC T - - - - - AACACCA T A T AAAC T CACCGGCAAAAAAA - T CGGCCAC T AAAAAC TGGT CGCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCC - G - T T T T T T T T ACCGGTGAGTGT A T A T T T AAA TGCCAAAAC TGT AC T TGTGA T AGT AAAA - - - - - - - - - - - - - - -
T AAA T A - - T A T - - - T ACGT AAAAA TGAAAC T T - - - - - - - - - - - - - - - AAAA T AAAC T CACCGGCA T AAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - - T T T T T T T T CCGGTGAGTGT A T A T ACAAAC T C T - - - - - CAAA T T T T T T A T AG - AAAAA T T TGTGAA T T T AA T
T - - - - - - CACCC T A T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT ACACACACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT T CCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGTGAC T TGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T A T T T A - - - - - - - A T TGGCCCA T T TGTGA TG - - - - - - - - - - - - - - - - - - - -
- CA T T A - - A T T - - - - - - - - GA T AAGAGAAGT T A T A - - T T T AA T AAA T T AAA T AAACGCACCGGCAAAAAAAAACGGCCAC TGAACAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGGT T T T T T T T TGCCGGT T AGTGT A T AA T A - A - - - - - - - - - - - - CA T T TGA T AA T A - AAAAAAAGT TGCAAC T A T T
- - - - - - - A T T T A T T T A T AC T CGT ACGGGT A T T TG - - - T T AGAGAGAGA T AA T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGGGT T T T T T T TGCCGGTGAGTGT A T A T - - - - A T C T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - GGGT ACGAGCA T TGGCA TGT AA - - - - CCGT AA T AAAC T CACCGGCAAAAAAAACCGGCCAC T A T AAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGA TGAGT T T T T AGTGGCC - G - T T T T T T T TGCCGGTGAGTGT AGA T A T AA - - - - - - AAGT TGCGT T T TGGGA TGCAAAA - - - - - - - - - - - - - - -
T - - - - - T AA T T A T C T A T T A T TGAC T CACAACC T A TGAAAAGT CA TGT AAAA T AAAC T CACCGGC T AAAAAAACCGGCCAC T AAAGAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGCC T AGT T T T T AGTGGCCGG - A T T T T T T TGCCGGTGAGTGTGTGT A T A - - - - - - - AAGT CA T AC T T T T T A TGGT AGA T AA T AA T AAAA T T AAC
T - - - - - TGT T T T T T T A T T T T C TGCGT AAAA T T CCA T A - - - - - - - - - - - A T A T AAAC T CACCGGCAAAAAAAACCGCCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T AA TGT AA - - - - - T A T T T AAA T T TGT T T AAA T AAA T - - - - - - - - - - - - - - -
- GAAC - - - - - - - - - - - - - - - - - - - - - AAAA T T - - - - - - - - - - T AAGCAAAA T AAAC T CACCGGCAAAGAAAA T CGGCCAC T AAAAAC T AGT C T CAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T A T A T - A - - - - - - - - - - - - - - - - T T T T CAAA - AAGGT C T T T TGT AC T T A T T
T AAA T A - TGC T T T T T T T CCC TGAGAAAAAAAACAGAGACAAA T AAA T AAGA T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T A T T T T T TGCCGGTGAGTGT A T - - - - - - - T C T T A - - - - - - - - - - - - - - - AGA - AA - - - - - - - - - - - - - - - - -
- - - A T T - AA T T T T A T A TGTGACAC TGCA TGT - - - - - - - - - - - - - - - - - - - A T AAAC T CACCGGC - AAAAAAGCCGGCCAC T AAAAACCAGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T A T T C T T T - - - - - - - - - - A T T T T TGA T ACAA - AAC T T T T C T TGT AA T AAAA
- - - - - - AAGT T A T - - - - - T T ACCA T AGAAA TGCGT T TGGAAAAAAA T CAAC T AAAC T CACCAGC - AAAAAAACCGGCCAC T AAAAAC T AGT CCCGA T T T C - - - - - - - - - - AAAGTGGGAC T AGT T T T TGGTGGCCGG - T T T T T T T T ACCGGTGAGTGT A T A T A T A - - - - - - - GACCCC T T T T C T C T AAA T T AAAA T T T T T AGT A T T T T T T
T - - - - - T AC T T A T C TGT AA TGAAGCAAAGT CA T T CCA T CA TGAA T T A T AAA T AAAC T CACCAGC - AAAAAAACGGGCCAC T AAAAAC T AGT T C T AA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCAGTGAGTGT AGT AAC T - - C T - - - - AC T T T T A T T T CCCACA T - - - - - - - - - - - - - - - - - - - -
- - - - - - - AA T T A T T TGCG - - - - - - - - - - - - - - - - - - - GT A T AA T C T AGAAA T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AA TGGCCGG - T T T T T T T TGCCGGTGAGTGT A T A T CC T AGT T T - - GGT A T A T T A T CCA T T AAAAAA - - C T T T T T C T CGC TGT A
- - - - - - - AGT T T TGT TGA TGT AAA T AAGAAC TGT - - - T T - - - - - - - - - - - A T AAAC T CACCGGCAAAAAAA - CCGGCCAC T AAAAA T T AGT CCCAA T T T C - - - - - - - - - - AAAC TGGT AC T AGT T T T T AC TGGCC - GT T T T T T T T TGCCGGTGAGTGT A T AC - - - - A T T T T - AAAA T A T T T TGA T T AAAA - AAAA - - - - - - - - - - - - - - -
- - - - - - T AA T T CA - - - - - CAA T AA TGT AGGC T A T T AAAGAGAAAA T C T T T C T AAAC T CACCGGC - AAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T T - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T A T AGT - - - - - - - - - - - - - - - - - - - ACAAAA - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - T TGC - - - - - T CACCCC T A T AAC T T T T T T T T T CAGA - - - - - - - - - - - - - - - - - - - - - A T A T AAAC T CACC T C T AGT AAC T AGT CCGAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T T A T A T C T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A - - - - - - - - C T T - - T AAA T T T T AGGT T T AAAA T T A - - - T T T T T AA T AACC T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AGT T AAAA T AAAC T CACCGGC - AAAAAAACCGGCCGC T AAAAAC T AGT C T CAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGT TGCCGG - G - - - - - - - - - - - - - - - - - - - - - AGG - - - - T C T AAAAGT T T A T T T T T T T T AAA - GAAA T C T T CC T T CAA T T C T
T AGTGT TGA T T A T A T A T T T CC T A TGT ACAA T CC T T TGTGT A T A TGACC T T A T AAAC T CACCGGCAAAAAAAGCCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGC T T T T T T T T TGT CGGTGAGTGT A T A T T AAGA - - - - - T C T C T A T A T T T T T CAC T A - - - - - A T T T - - - - - - - - - - -
- - - - - - - AA T C T T T T A T CC T AAA T - - - - - - - - - - - - - AAGAA T A T T T T T T A T AAAGT CACCGGCAAAAAAAA - CGGCCAC T T AAAAC T CGT CCCAA T T T C - - - - - - - - - - AAA T TGGGT C T AGT T T T T AGTGGCCGG - A T T T T T T TGCCGGTGAGTGT A T A T A T T - - T C T T A - - - - - - - - - - - - - T AAAA - - - - - - - - - - - - - - - - - - - -
T - - - - - T T A T T AGT T A T T T T AAAAA T AAAACGT AAAGA T TGA T A T AA T AAA T AAAC T CACCGGCAAAACAAACCGGCCAC T AAAAAC T AA T CCCAA T T T C - - - - - - - - - - AAAGTGAGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T A T TGT - - - - - - - AAA T T AAGA T T CA T - - - - - - - - - - C T CA T AAA T CCA T C
- - - - - - - T A T T A T T AA - - - - - - - - - - - - - A T ACC - - - C T T T T AAAA TGT AA T AAAC T CACCGGCAAAAAAA - - CGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCC - - GT T T T T T T TGCCGGTGAGTGT A T A T AACGA T T T - - AAAGT A T CACCAGT AGAA TGAGA - - - - - - - - - - - - - - -
T A T A T A - AA T TGT A T AAACAC TGGT TGT AA TGT CGAA - - - - - - - - - - C T AA T AAAC T CACCGGC - AAAAAAACCGGCCAC T AAAAAC T AGT CCGAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - - T T T T T T TGCCGGTGAGTGT AGT AAACAA T C T - - - - - - - A T CA T T T C T AGAA - AAGAAC T CA TGGAACCACA
- - - - - - - - - - - - - A T A T C - - - - - - - - - - - - - - - - - - - AGAAAC T T C TGA T A T AAAC T CACCGGCAAAAAAAAACGGCCAC TGAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T A T A T AAAC TGTGCGT T T A T A T CAA T T AGAA - - - - - GGCGGTGGTGGT ACC
- - - - - - - T T T T A T - - - - - A T T AACC T AAAA T T CAC T T T T CACGAAAGT T T C T AAAC T CACCGGC - AAAAAAAACGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T T C T CGGTGAGTGT A T T T T T AA T - - - - - T A TGT A T CCC TGT T AA T A - - - - - - - - - - - - - - - - - - - -
- - - - - - - T A T T T T A T A T T AAA T AGTGAAAA T A - - - - - AA T A T AGAGTGA T - - - - - - - - - - - - - - - - - - - - - - - - GGCCAC T AAAAAC T AA T CCCAA T T T C - - - - - - - - - - AAAC TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T ACAGG - - T C T CA TGT T T AAGT T CA T T ACAGT AAAAAC T T T T ACACCCAAA
- - - - - - - GACCAA T T A T T A T AGTGTGAAAA T C TGGCACA TGT AAA T T T ACA T ACAC T CACCGGC - AAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - - T T T T T T TGC TGA TGAGTGT A TGT AAA - - - - - - - T T T ACA TGA T T TGCCAGA T AAAA T A T T T TGACACCC TG
T T AA T C - AGGT ACGT A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT AAAC T CACCAAC - AAAAAAACCGGCCAC T AAAAAC - AGT CCCAA T T T C - - - - - - - - - - AAGT TGGGAC T AGT T T T T AGTGGCCGG - - T T T T T T TGCCGGTGAGTGT A T A T - - - GA T C T T - - - - - - ACC T T T AGT AAGA - AAAA T T CGGTGTGGA T AA T
- - - - - - T CA T CGA T TGCC T TGAGACGAGA T T T C T CGT A TGAAACCC T AAAA T AAAC T CAC TGGCAAAAAA - - - - GGCCAC T AAA T AC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT AGA T T - - - - - - - - GGA T C TGT T T T TGT CGGCACAAAG - - - - - - - - - - - - - - -
T - - - - - - - GT T CAC T T CGC TGT AC T T AAAAA T T T A T A - - - - - - - - - - - - - A T A T AC T CACCGGC - - A T AAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGGT T T T T T T T TGCCGGTGAGTGT A T C T TG - - - - - - T - - - - - - AGGT T T C T AAAGT - A T AAGT T T C T AAAAAGAGG
T - - - - - T C T T TGT A T T T T A - - - - - - - ACA T C T TGT A T T T T T T TGAAA - - - C T AAAC T CACCGGCAAAAAAA - - CAGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCAG - T T T T T C T TGCCGGTGAA TGT AC T T T CG - - - - - - - T AC T T T T A TGT A TGGAAA T AA - - AA - - TGAAAAA T T T T
T A - - - - - - - - T T CA TGT T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AAAC T CACCGGC - AAAAAAAACGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGGCGGTGAGCGAA - - - - - - - - - - T T - - - - - - AAC T T T - - - - - - - - AAAA - - - - - - - - - - - - - - -
- - - - - - T C T T T T T C T T CC T AAAAA T AAAACC T CC TGT A T T T T CAA T T T A T A T AAAC T CACCGGCAAAAAAAACCGACCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGAGAC T A T T T T T T AGTGGCCGT - T T T T T T T TGCCGGTGAGTGT A T T ACA T - - - - - - - - - - - - T T AC T T T A T ACAA - - - - - C T T C T AA TGA T CCA T
T AAA T T - TGT CA T C T ACA - - - - AA T AGAAA T T CAAACCAGT T A T T AAGAAA T AAAC T CACCGGC - AAAAAAAACGGT T AC T AAAAA T T AGT CCCAAA T T C - - - - - - - - - - AAA T TGGGAC T AC T T T T T AGTGGCCG - T T T T T T T T TGCC - GTGAGTGT AGA - - - - - - GT T T AAA T A TGCA - - - - - - - - - - - - - A T T T T TGT AAAAAGA T T
- - - - - - AAA T T TGA T A T ACAACCC T T AACA T A T T CA T AACA T AACAA T A T A T AAACCCACCAGCAAAAAAAAACGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGC T T T T AGTGGCCGT T T T T T T T T TGCCGGTGAGTGT A T A T T ACA - - - - - - - - - - T T T A T T T T T T AAA T T AAAAAAA T A T A T A T T T AAA
T - AA T T C T A T TGT - - - - - - - - - - - - ACAACCA TGAA T - - - - - - - - - AGT T A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAA T T AGT CACAA T T T C - - - - - - - - - - AAGT TGGGAC T AGT T T T T AGTGGCCG - GT T T T T T T TGCCGGTGAGTGT A T T T - - - AA T T T T AAAAA TGT A T T C T A T AAGT - AAAA T T T C T T T ACAGTGCC
- - - - - - - GGT T T T A T AAA T ACAGAGAAAAA T - - - - - - - - - - - - - - - - - A T A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCC - GT T T T T T T T TGCCGGTGAGTGT A T A T A - T - - - - - - - - - - A T T CA T T T A T CAAGG - - - - - T C T T C T AAGGT C T - -
- - - - - - T AA T T CAC T A T T - - - - - - - - - - - - - - - - - - - CCGAA T T A TGAAGT T TGAAA T ACCGGCAAAAAAAACCGGCCAC TGAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T TGT AGTGACCGGT T T T T T T T TGT CGGTGAGTGT A T AAA TG - - - - - - - AAC T TGAAAAC T A T AAAG - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - C T CGA T CCAA T TGGA T TGGA TGT CAAGT T AAGT T TGGGC T AA T AAAC T CAGCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT C T CAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGGT T T T T T T T TGCCGGTGAGTGT A T A T AAA - - C TGT ACAC T T ACAAA T A T CACAA - - - - - ACA T TGGCACGTGT C
T - - - - - - AAC T AAA T ACC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T A T AAAC T CACCGGC - AAAAAAAACGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT AGT T T TGCA T T T - - - - - - - A T T T T T AA T AAAA - T AA T A T C T C TGAAAC T A T C
- - - - - - T TGC T T T T CGT T T CAAGCAACAAACA T CCAGGGCACAGCACCA T C T AAAC T CACCGGCAAAAAAAACCGACCAC T AAAAA T T AGT CC T AA T T T C - - - - - - - - - - AAA T TGAGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T T T T CC - - T T T T A T A T T TGCACCC TGT AAAG - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - T AAAA T ACCAGGT T A - - - - - - - - - - - T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGA - - T T T T T T TGCCGGTGAGTGT A T T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - AAA T T T A - - - - - ACC T AC TGT TGGC T C T T T A - - AAAAA T C T AAAA T AAAC T CAC TGGCAAAAAAAACCGGCCACAAAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGCAC T AGT T T T CAGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T T T CA T - - - - - - - - - - - - - - - C T T T T T AAAG - - - - - - - - - - - - - - - - - - - -
T - - - - - T CC T T C T T TGT - - - - - - - - - - - - - GT CCA T AAC TGCA T AA T T A T C T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAACAAA T CCCAA T T T C - - - - - - - - - - AAAGTGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T AAGAG - - - - - - - AC T T T T AGT T ACGT AA T A - - - - - A T T T T T AAA T T CA T T
T AAAGT - - C T T T T A TGC T T AGGCGT AAAAGTGC T T T A TGAAA TGAC T T T T A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T T AA T CCA T T T A - - - - - - ACGT T TGAAAAAA - AAAA T C T AA TGT AGA T A T T
- AAGGT - - T T T AAA T ACGT C T AAA T T A TGA T T T TGA T - - - - - - - - - - - - AA T AAAAAAACCCGGCAAAAAAAACGGCCAC T AAAAAC T AGT CCCAAA T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGA T T T T T T T C TGCCGGTGAGTGT AGT T ACCGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- GAA T T - - T C TG - - T AC T C TGT AC T AAAAA T T T T - - - TGT T ACAGCCCAAA T ACAC T CACCGGCAAAAAAAAACGGCCAC T AAAAAC T AA T CACAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCG - - T T T T T T T TGCCGGTGAGTGT A T T TGGGA - - - - - - - - - - - - - AA T T T T T T AAA - AAAA - - T T T T AGA TGT T CA
- - - - - - - - - - - - - A T ACA T AGAAAGAAACGT T CC T C TGT T A T T T CGTGAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AAAA T T AAAAAA - - - - - - - - - - AAA T TGGAAC T AGT T T T T AGTGACCG - - T T T T T T T TGCCGGTGAGT A T A T T CGC T - - - - - - - AACGAGGAACCCA T AGAGT AAA T - - - - - - - - - - - - - - -
- - - - - - T AA T T T C - - - - - - T TGA TGT ACA T T T T T T T A T ACGT T TGA - - A T A T AAACGCACCGGCAAAAAAA - CCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AA T T T AGGAC T AGT T T T T AGTGGCCGGT T T T T T T T TGCCGGTGAG - - - - - - - - - - - A - - - - - T A T AA T T A T T T T T C T AGA - - - - - A T T TGT A T TGGTGGT
- - - - - - - - - - - - - C T A T A T TGCAA T AAAAAAA TGCAC TGA T AAAA T CA T T A T AA T C T CACCGGCAAAAAAAACGGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGA T T T T T T TGGCCGG - T T T T T C T TGCCGGTGAGTGT A T A T A T T - - T T T - - A T CA T T A T A T T T A T T AAG - - - - - T T T C T AAC T T T TGCC
- - - - - - CGT T T A T A TGCA - - - - - - - - - - - - - - - - - - - T T AA T ACGT T AA T A T AAAC T CACCGGC - AAAAAAACCGGCC T C T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T T A TGCAG - - - - - AA T AAA TGGT T T T T A T T A - AGAA T T T T CCA T AGA T TGT
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T AAAC T CACCGGC - AAAAAAAACGGCCAC T AAAAAC T AGT T CCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGC TG - - - T T T T T T TGCCGGT AAA TGT A T C T T T T - - T C T T TGAC T CACGC T A T C T A T AC - - - - - - - - - - - - - - - - - - - -
- - - - - - T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGA T AAAA T AACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGC T T T T AGTGGCCG - GT T T T T T T TGCCGGTGAGTGT A T A T CAAAA T T C TGGAACAA T A T T T T C TGCAA T AAAAA T A T T TGCA T A T T A T
T - - - - - - AGCCC T A T AC TGCA T AAAGAAAA T AAAAAA - - - - - - - - AAGT T A T ACAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT T CCAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGT - T T T T T T T TGCCGGTGAGTGT A T A T AAA - - - - - - - A T T A T T T T T T T AC TGCAA - - - - - - - - - - - - - - - - - - - -
- - - - - - T A T T T CAA T ACAAAA T TGTGAGAA T CACGACCAAGCA T A T T T AAC T AAAC T CACCGGCAAAAAAAAACGGCCAC T AAAACC T AGT T CCAA T T T T - - - - - - - - - - AAAGTGGGAC T AGT T T T T AGTGGC - CG - T T T T T T T TGCCGGTGAGTGT A T T T TGGAA - - - - - T AGT ACCGT T T T ACAAGC - - - - - A T TGTGAGGT T T A T T
- - - - - - - AA T T CC T T ACA T ACGGAAA T AGA T TGAAGTGA T T ACAGT CA T AA T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT C T CAA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T AA T T T - - - - - - - - - - - - - - - - - - - - - - - - - - AGAA T T T A TGGCAAA TGC T
- - - - - - - T A T TGGT T ACC - - - - - - - - - - - - - - - - - - - T TGAAAC T CGCAAA T AAAC T CACCGGCAAAAAAAACCGGC T AC T AAAAAC T AA T CCCAAC T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCAGG - T T T T T T T TGCCGGTGAGTGT A T T T A T T - - - - - - - AAGT AA T T T T C T AC T AAA - - - - - - - T TGAGT AAGT AAC
- - - - - - - T A T TGA - - - - - T TGAAA T T ACAAC - - AGT A T T T AAAA - - - - - - - T ACAC T CACCGGCAAAAAAAAACGGCCAC T AAAAAC T AGT CCCAA T T AC - - - - - - - - - - AAAGTGGGAC T AGT T T T T AGTGGCCGG - - T T T T T T CGC TGGTGAGT T T A T A T C T - - T - - - - - T T T T T T T C T T CA T TGG - - - - - - - - - - - - - - - - - - - - - -
- - AA T T - A T C T A T A T A T T AGT AAGTGGACA T C T T AGT T A T A T T A T A T C T T A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCC T A T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - AC T T T T T TGCCGGTGAGTGT A T T T T AG - - T C T T - - - - - T T T T T CCAGT CAAA - - - - - T A T T A T A T TGACA T T
- - - - - - T AGT T TGGCA TGT C T AAACAAGACA T T T ACCA T A T T AGCGT T A T A T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCAA T T T C - - - - - - - - - - AAA T TGGAGC T AGT T T T T AGTGGCGGT T T T T T T T T TGCCGGTGAGTGT A T T A TGA - - - - - - - GACA T TGAA T T AAGT AGA - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - T T A T T CAC T AAAAAAAGT T T C T AACA T AGA TGGGA T T A T AAAC T CACCGGC - AAAAAAACCGGCCAC T A T AAAAACGT C T CAA T T T C - - - - - - - - - - T AA T TGGGAC T AGC T T T T AGT AACCG - - T T T T T T T TGCCGGGGGGTGT A T AGAAA - - - - - - - T A T T T T TGGT T T A T T T CA - - - - - T A T T T CA TGA T C T T T
- - AA T T - - - - - - - - - - - - - AAAAC T AAAAA T T T C - - - - - - - C T AA T AAAAC T AAAC T CACCGGCAAAAAAAACCGGCCAC T AAAAAC T AGT CCCGA T T T C - - - - - - - - - - AAA T TGGGAC T AGT T T T T AGTGGCCGG - T T T T T T T TGCCGGTGAGTGT A T AAA - - A - - - - - - - - - - - - - - - - T T T T AAAA - AA - - - - T TGTGCAA T T AA T
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TE: rnd_4_family_563.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_n.bed_g_1.bed_fm_2.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 1317bp; fragments: 5104; full length: 44 (>=1185.3bp)
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No TE domain detected

After TEtrimmer 1317 bp
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TE: rnd_4_family_563.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_n.bed_g_1.bed_fm_2.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 1617bp; fragments: 5056; full length: 0 (>=1455.3bp)
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No TE domain detected

After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_4_family_563
 size: 1318bp; fragments: 5110; full length: 44 (>=1186.2bp)
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