Start crop Point End crop Point

1 MSA length = 1432 1
--------------------- TATATACTGTGTGACATAGAAATTGCAICACCCAGTATATIiTTAGCTATA——————————————————————————————————————————————————————————————————————————————————————————————————————————————

TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATG TTAGCTATI ---------- AATATATTTACATTTACTGGGIGTTGCAATTTCTA GTCACACAITITATT ATIATTI AAA

A TATATACTGTGTGACATAGAAATTGCAACACCCAITATATGCTTAGCTATA- - -« -« ---- AATETATTTACETTTACTGGGTGTTGCAATTTCTABGTCACACAGTATATT TR - - -« cccmmmmam oo e o AAARTAARTTT-AA
A TATATACTITGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA ---------- AATATATTTACATTTACTGIGTGTTGC ATTTITATGTCAIACAGT-TT AT G---TAA-------
A TATATACTGTGTGACATAGAAATTGCAACACCJAGTATATGCTTAGTATA- - - - - -~ - - - AATATATTTACATTTACTGGGTGTTCABTTTCTATTCACARAGTATATARAT CAB- - - - TAA
ACAATGTTTT TAAATAATAAAATT T TTAT - - - - - TATATACTGTGTGACATAGAAATTGCAACACCCAGTATAJGCTTAGCTATA- - -« - -~ -- AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTAT === === == - - - A-ATTCT

A

ATITACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA —————————— AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATATT

TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCEBATA- - - - - - - - - AATATATTTAATTTACTGGGJGTTGCAATTTCTATGTCACACAGTATATT TG-AffTCcTA
TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCEACAGTAT - - - - - - TTTAA
TATATACTGTGTGACATAGAAATTGCAAJACCCAGTATA GCTTAGI!ATA ---------- AATATATTTACATTTACTGGTGTJGCAATTTCTATGTCACACAGTATATTRARABTTT- - -ATTA TTCTA
TATATRCTETGTGACATHGAAAT TICAACABCCABTATATICTTAGCTATA- - = -« - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATATTE- - -ATTT--------
TATACTGTGTGACATAGAAATTGCAACACCCARMATATGCTTAGCTATA- - - == - - - - - AATATATTTACATTTACTGGGTGTTGCARTTCBATGTCcAcAGTATARTE- THATET----- - - -
TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCATA- - - ------- AATATATTTACATTACTGGGGTTGCAATTTCTATGTCACACAGTATATARARA-JJT7----CcTAT
TITICTGTGIGICATAGAAATTGCAACACCCAGTATATGCTTAGCTATA ------------------------------------------------------------ Y
TATATACTGTGTGACATAGAAATTGCAACACCHAGTATATGTTAGCTATA- - -« -« ---- AATATATTTACETTTACTGGGTGTTGCAATTTCTATCBCACACAGTATAT -« - mc o e e e o

ATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA---=-=-=-=---- AATATATTTACATTTACTGGITGTTICAA—TTCTATGTCACACAGTATA —————————— AIAI————

ATAITGIGTGACATAIAAATTGCAACACCCAGTATATGCTTAICTATA ---------- AATATATTTACATTTACIGGGTGTTGCAATTTCTATGTCACACAGTATATT AIAITTT————TIAT
T TATACTGTGTGACATAGAAATTGCAACACCIAGTATATGCTTAGCTITA ---------- A.AIATTTAIATITACTGGIT.TGIAA ---------------------------------------------------------------------
TATATACTGTGTGABATAGAAATTGCAACACCCAGTATATGCT TAGCTATA - - -« o c s e et ottt TEAAETAT
TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - - - -~ - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACBCAGTATA- - - ATARTTAAACTRT
TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - - - -~ - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACEGTATATTRATAATTAARETH- -
TATATACTGTGTGATAGAAATTJCAACACCClGTATATGCTTAGCT/TA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATATAI—TAATTTIAETTA ------

TAIAIACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA —————————— AATATATTTACATTTACTGGGIGTTGCAATTTCT ———————————————————————————————

TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATA - - MABAR T THABE T TAT

------- ATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA----------AATATATTTACATTTACTGGGTGTTJCAATTTCTATGTJACACAGTATATT ATAATT-%TAT
TITATACTGTGTGACATAGAAATTGCAACACCCAITATATGCTTAGITATI ---------- AA—ATATTTACAITTACTGIGTGTTGCAATTTCTATGTCACACAGTATATT

------ TATATACIGTGTGACATAGAAATTGCIACACCCAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGT TICAATTTCTATGTCACACAGTAT - -« ===« == m = o c o m o -
TATATACTGTGTGACATAGAAATTGCIACACCCAGTATATICTTAGCTATA ---------- AATATATTTACATTTACTGGGTGTTICAATTTCTATGICACACAGTA-T
TATATACTGTGTGACATAGAAATTICAACACCCAGTATATGCTTAGCTITA ------------------------------------------------------------ A ATIATTIAAAATTA—.G-ATTTT ---------
TATATACTITGTGACATAGAAAT TGCAACACCCAGTATATGCT TAGCTATA - <= c o mmmmmm oo B e A TAAAATEA - - - - - - - - - -
---------- TATACTGTGTGACATAGAAATTGCAAIACCCAITATATGCTTAGITATA— C e e - - -AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTAT - - - —ATAATTIAAAACTA-A.T.ATT— -

----- ATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGIT TAGCTATA - = -« - o m o com e om oo BB - e e -
TAJJATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - -« -« - - - - AATATABTTACATTTACTGGRTGTTGCAATTTCTATCBCABACAGTATATGR- - - - - - -« ------ THRACTTT- - TRAARRTA- - - - - - - - -
TATATACTGTGTGACATAGAAATGJAACACCCAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTABGTCACACAGTATATTIBB-A- - - - AAAACT - - BEATCHEA B8 - - T6AA 8 TE------
TATATACTGTGRBGACATA- - - - - -- AACACCCAGTATATGCTTAGCAT A - - - - - m e TRTGABAT TR - - - - - -
TAATARITGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTJGGTGTTGCAATTTCTATGTCACACAGTATATTR- - - - - - - AAATT - -G TBRACETT- - TGRGEHTA- - - - -
TTATACTGTGTGACATAGAAATTGCAACACCIAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCARACHGTAT- - - - - - G TTABTATT - -

ATATACTGTGTGACATAGAAATTGCAACACCCAGTATBTGCT TAGCTATA - - - = - -« oo oo oot ot f Lo Lo o ooo....___._.._._...
TATATACBGTGTGAC- - AGAAATTGCAACACCCBGTATATGCT TAGCTATA = <= - o mmmmm s oo B -
TATATACTGTGTGACATAGAAAT TGCAACACCCAGTATATIRCETAGCTATA- - - - oo THM---------- - - - ARG TERAT TR - - THAAARTG- - - - - - - -
TATATACTTGTGACATAAAATTGCAAJACCCAGTATATGCTTAGCTATA- - - - -« - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCAJACAGTATATTR- - - - - - - AAAG- - - - -
TATATACTGTGTGACATAGAAATTGCAACAJCCAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTACTGGGTGTTGCAATTTCTATGTCACACAGTAT - - - - - TA----AAAATT
TATATACTGTGTGACATAGAAATTGCAAJACCCAJTATATGCTTAGCTATA- - -« - -~ - - AABATATTTACATTTACTGGGTGTTGCAATTTCTATGTIACACAGTATARTI- - - - - --ove e

r ATETICTEGG THABT T ABTAAT TGCAACACCCAGTATATGCT TAGCTAT A = - = - @ - s -t m s m s b b f oo
TTTERTAT TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA - - = - ---- - - AATATATTTACAJTTACTGGGTGTTGCAATTTCTATGTCACACAGTAT - - - - - TA----AAAATT

> > > > > > > >

C

TTT- —TIA TATATACTGTGTGACATAGAAATTGCAACACICAGTATATGCTTAGCTATA ---------- AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTC—CAIAGTATATTIA ------ IAIATTAT.G-AT-T

TTTEETAT TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA - - - == - = - - - AATATATTTACA[TTACTGGGTGTTGCAATTTCTATGTCACACAGTAT - - - - - TA--- -AAAAT T - - s e mm e mmm e e o - C
I! -------- ATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCT TAGCTATE- - -« - - - o - o s s s oo oo oo ABAR-ATTT - - - -WBTERACTT
ATATACTGTGTGECATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- -« ------- AATATATITACATTTACTGGITGTTGCAATTTCTATGTCACACAGTATATTI ------- AAAA - - - —IA‘TlTTT

ATICTGTGTGACATAGAAATTGCAACAIiCAGTATATGCTTAGCTATA --------------------------------------------------------------------------------------------------------------
C

TATATAC--TGTGACATAGAAAT TCAACACICAGTATATGCT TAGCTATA - - -« o c s e m ot ot oo oo AB------ e CAA- - - -BAaA
TATATACTGTGTJACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - - - - - - - - AATATATJTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTAT - - - - - TA----[BAAACT TAAAJJTCTAA
ATATACTGTGTGAIATAGAAATTGCAACACCCAGTATATGCTTAGCTATA --------------------------------------------------------------------------- G C.T.C A-cmmmm e -
TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGTTAGCTATA- - -« -« ---- AIATATTTACATTTACTGGGTGTTCAATTTCTATGJCACACAGTATATTRATAATT - AAAA - - AT[IIA ATTTT - mmmmmmmmmmm e e e e o s
ATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - - - == - - - AATATATTTACITTTACTGGGTGTTGCAATTTCTATGTCACARAGTAR- - - - - TH----AAAATH- - - TAAATTTTAA
----- BATACTGTGTGACATAJAAATTGCAACACCCAGTATATGCTTAGCTATA- - ------ - -AITATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACABAGTATATARATAATT -BAATTAT -----GTHETT THARETTTAA
ATATACTJTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTAT---------- AATATATTTACATTTACTGGGTGTTGCEATTTCTATGTACACAGTATATTIMTAARTT----- - - - TTTT TGE---------
ATATACTGTGTGACATAGAAATTJCAACACCCAGTTAJGCTTAGCTATA- - - - - - - - - AATATATTTACATTTACTGGGTGTTCAATTTCTATGTC-CACAGTATARTRARN- - - - AAAATTAT TGA- - - -lAA
ATATACTGTGTGAATAGAAATTGCARCACCEAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATARMBE - - - - - - -AAAA- - - - = = - o oo e e - L TAA
ATATATGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- -« -« - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATCBCACABAGTATAT TRATABT TT- - - oo - CBAAARTG- - - - - -
TBTATACTGTGTJACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA- - -« -« - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATATT TEAAA- - - -
ATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA - - = = = = = = m m e e o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o
TATATACTGTGTGACATAGAAATTGCAACABCCAGTATATJCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATATARARAATT - AABETTA
TATATACTGTTGACATAGAAATTGCAACACCCAGTAJATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATATAMATAAT - - - - - - - - - -
TATARTGTGTGACATAGAAAT TGCAACACCCAGTATATGCT TAGCTATA - - = - o« - c oo oo ot f oL oL Lo
----------- TATATACTGIGTIACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA— - —AATATATTTACATTTACIGGGTGTTGCAATTTCTATGTCACA-TATIT -
TATATACTGTGTGACATAGAAAT TGCAACACCCAGTATATGET TAGETATA - - - - oo e TH---------------
TAATARTGTGTGACATAGAAATTGCAAJACCCAGTATATGCTT - - - TATA= - = - = - - - - - AATATATTTACATTTACTGGGTGTTGCAATTTCTMTGTCACACAGTATATAMATAATIITAAAACTA
TI!ATACTGTGTGACATAGAAATTGCAACACCCAITATATGITTAGCTATA ---------- AATATATTTACATTTACTGGGTGTTGCAATTTCI!TGTCACACAGTAT ----- TAATI—AAAACIA

TATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCT TAGCTATA -« & & 5 o m o o f o e e o e e et e f f et e e f f e e e e e e e e e e e e e d i i e e e eeea e o e
------------------------ TITITICIGTGTGACATAGAAATTG.ACAHTATATGCTTAGCTATA— e e oo —AATATATTTAIATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATATT

-------------------------------- TATATACTGTGTGACATAGAAATTGCAACAJCCAITATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTGCEATTTCTATIBCACARAGTATATTRARMAATTTAAAATEN -
------------------------------------ TATGCIBTRT TABA- - - ----- - - AATATATTTACATTTACTGGGTGTTGCAATTTCTATITCAACAGTATIT TRABAAT TEHAAARBAT
------- ATATACTGTGTGACATAGAAATTGCAACACCCAGTATATGCTTAGCTATA----------AATATATTTACATTTACTGGTGTTGCAATTTTATGTCACACAGTATATTRATAARTAAAATRA -

ABATEBCTGTGTACATARAAAT TGCAACACCCAGTATATGCT TAGCTATA S = - = - & - s -t m s ot et f oo 1 S
TATACTGTGTGACABAGAAATTGCAACACECAGTATATJCTTAGCTATA- - - - - - - - - - AATH- - - - - ACATTTACTGGGTGTTGCAATTTCTATGTCACABAGTATATT ATTAT
------ ATATACTGTGTGACATAGAAATTGCA- - - - -CAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTACATTTACTGGGTGTTCaAT T TR TR TG TCACACAGTATATT TT--
------------------------------ ATATACTGTGTGACATAGAAATTIICAACACCCAGTATATGC T TAGCTATA - = - = & = & = & s & s o s m e m e o o o ot ot o oo e e oo oo o oo mo oo mo oo oo s -
ATATACTGTGTGACATAGAAITTICAACACCCAGTATATGCTTAGCTATA ------------------------------------------------------------------------------------------------------------

- 4 4 0O 40 <4 00

----------------- TATATACTGIGTGACATEIAAATTGCAICACCCAGTATATGCTTAGCTATA— e —AATATATTTACATTTACTGGGTGTTGCAATTTCTATGTCACACAGTATI— - —ATAIT.AAIACT— -
------------ ATATACTGTGTGACATEBGAAAT TGCAACACCCAGTATATGCTTAGCTATA - = = = = = = = m = m e m o e e e e e m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o
----------- TACTGTGTGICATAGAAATTGCAACACCCAGTATITGCTTAGCTATA— e —AATATATTTEIATTTACTGGGTGTTGCAATTTCTATGTCACACAGTITAIT e e

TATATACTGTGTGACATAGAAATTGCAACACICAGTATATGCTTAGCTATA- - - - - - - - - - AATATATTTICATTTAJTGGGTGTTGCAATTTCTATGTCACACAGTATATTIATAAT

______ T-ACTGTGTGACATAGAAATTGCAACACCCAGTATATGITTIGCTATA— - —AATATATTTACATTTACTGGGTGTIGCAATTTCTATGTCACACAGTATAIA ATAITTTAIAITTA
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2d_fm_1.bed 0 0 n.bed g 1.bed fm_2.bed 0 0 bcin.fa_aln.fa_cl.f After TEtrimmer 1432 bp

size: 1432bp; fragments: 1540; full length: 52 (>=1288.8bp)
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>d_uf.bed g 1.bed fm 1.bed O O n.bed g 1.bed fm 2.bed 0 O I
size: 1733bp; fragments: 1550; full length: 0 (>=1559.7bp)
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divergence to consensus (%)
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size: 723bp; fragments: 741, full length: 1 (>=650.7bp)

TE: rnd_4 family 4048
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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