Start crop Point End crop Point

1 MSA length = 311 1

AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTIAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTIAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTIAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - == - - - GAACGC- - - -GACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTIAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCABAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - GAACGCGACAGACAGAGAGAGTTGTTAGCITCAGIAICAICTIAG.TIAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCAITAAA
AACGTGCAAAAGAAAGTGAAAATIJAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGAAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - === - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATIJCCAGGTTAAT - - - - -~ - - GAACGCGAMAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGIGCAAAAGAAAGTGAAAATGAAAICTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT ---------- IAACGIGAIAGACAIAGIGAGIT.TAICITIAGAAACACCT-GTIAIAITITAAIAIATTAICA.TA-A-ATIT.TAITGIT.AI.I

AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - AACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACEAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCJACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - GAACGCGABAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGACGTCAGATTGTAATAAAJTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATIAAAICTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAAIACCTGAGCAACATGATGCCAGGTTAAT ---------- GAACGCGACAGACAIAGAGAGIT.TAICITCAGAAACACCTiGTIAIAITITAAIAIATTAICA.TA-A-ATIT.TAITGIT.AITIAA
AACGTGCAAAAJAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAJAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - BAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATIJAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAAJATGATGCCAGGTTAAR---------- GAACGCGACAGACAGAJJAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTG-GCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGAMAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAA!IAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAIAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT ---------- GAACGCGAIAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTIAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAAT.T-TAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAABCTATAGTCGACTACAGAAACGAAGAGAACGGT TAGJAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGITAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAJGTTAAT - - - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ ===~ - - - GAACGCGACAGACAGAGAGAGTTGTTAJJCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCACAGAAACACCTGAGCAACATGATGCCARJGTTAAT - - - - -~ - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGT - -GATTGTAATAAATTATCAGGTAAAAAACCATIITAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTIJAGAACATGATGCCAGGTTAAT - - - - - - - - - GAACGCGACAGACAGAGAGAGTTJTTAGCGTCAGAAACACCTGAGCGTCAJATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGJACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACHTGAGCAACBTGATGCCAGGTTAAT - - - -~ -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAA
AACIJGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAAJAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -« - - -« - - - GAACGCGARJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACC - - - = -« == - c o s e o m oo
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTJGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAAIATGATGCCAGGTTAAT ---------- GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAIA-TIATIAITT-AGIT -------- A.TAAIA.GIE.ACTIAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGAJJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGAJGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACETGATGCCAGGTTAAT - - - -« -« - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTJAAAATGAAACCTATAGTIGACTACAGAAACGIJAGAGAACGGTTAGCAACAGAAACACCTJAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - = - == - = - - - GAACGCGAMAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATC - -« o s s e s o m o e e
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACARCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAJJCGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGARAGAJAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCJACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGAJGCCAGGTTAAT - - - - -4 - - GAACGCGAIAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAIAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAARACCTGAGCAACATGATGCCAGGTTAAT - - - - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAJJAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - GAACGCGAJJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAAJAAAJTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTJAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAABAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - = - == - = - - - GAACGCGAMAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATC - -« o s s e s oo e e
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATIJCCAGGTTAAT - - - - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAAJACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAJJC-ATGTAATAATGATGCACTAAA

AAIGTGCAAAAGAAAGTGAAAATGAAAICTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT ---------- GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA

AACGTGCAAAAGAAAGTGAAAATGAIA CTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - = - - - - - - - IAACGIGAIAGACAIAGAGAGIT.TAICIECAGAAACACCT-TIAIAITITAAIAIATTAICA.TA-A-ATIT.TAITGIT.AITIAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - AACGIIGACAGACAGAGAGAGTTGTTAMCGEBCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - == - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - == - - - GAACGCGACAGACAGAGAGAGTTJTTAGCGTCAGAAACACCTJAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAICAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACHCCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
ABCGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCJACTACAGAAACGAAGAGAACG|TTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGJCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAJAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAJAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAABAACCATGTAATAATGATGCACAAA
ABCGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAARJACCTGAGCAACATGATGCCAJGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCICTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTART---------- GAACGEGACAGACAGAGAGAGTTGTTAGCGTAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAAICATGTAATAATGATGCACAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAARIGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGT|JA - CfTBAGAAACACCTGAGCGTCAGATTGTAATABATTATCAGGTAAAAAACCAIAAJAATGATGCACTAAA
AACGTGCAAAAGAAAGTJAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGAJJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAITGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAJcTAAAAAACIREG TABIART TG~ - - - - -
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - = - == - = - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGA = = = = = = = mmm e m e e e e e e e o o AAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGIJGAAAATGAAAICTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAICACCTGAGCAACAJGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAJJAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATIJATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTAAT - - -------- GAACGCGACAGACAGAGAGAGTTGTTAGCITCAGAAACACCTGAGCGTCAGATTGTAATAAAT TATIRA- - -« - - o mmm oo
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAA -
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCACAGAAACACCTGAGCAACATGATGCCARJGTTAAT - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGT - -GATTGTAATAAATTATCAGGTAAAAAACCATIITAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGAJJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGBGTCAGATTGTAATAAATTATCAGGTAAAAJACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATJAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATIIGTAATAAATTATCAGGTAAAAAACCAJJGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGJGCAACATGATGCCAGGTTAAT - - - - - -« - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGJJGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATIJATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - = - == - = - - - GAACGCGACAGACAGAGAGAJJTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAARRE- - - - - - ---------------
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAARICTATAGTCGACTACAGAAACGAAGAGAACIIGT TAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGAJJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGJGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - === - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAAJGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAJCACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGAJJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAJAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGAJTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTHAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGHICAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACIIGT TAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGAMAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACITATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - BrAcGcABAGACARAGAAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTITCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGAAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGJTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAJAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGEGTIJBGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAAJCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGAIAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCAEITAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAJAAAACCARJGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - == - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTIIAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAICACCTGAGCAACATGATGCCAGGTTAAT ---------- IAACGIGACAGACAIAGAGAGTTGTTAGCGTCAGAAACA.TIAIC.CIGATTITIATA.TTAT.G-AA-T-TAIT-AC-
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ -~ == - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCIAAAGAAAGTGAAAATGAAAICTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT ---------- IAACGIGAIAGACAIAGAGAGIT.TAICITCAGAAACACmGTIAIAITITAAIiIATTAICA.TA.A.ATIT‘TAITi ‘T.
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGT TAGJAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACAC AGH--------- TAATHAATTA- - - - o oo TAATHETGIElCEA

AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAAJCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTG-GCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTJAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
- ACGTJJCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT -« -« - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAAJACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATIITAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATJATGCCAGGTTAAT - - - - -4 - - - IAACGIGAIAGACAIEIAGAGIT.TAICITCAGAAACACCTGAG.TIAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - == - - - GAACGCGAMAGACAGEBGAGAGTTG- - - - - - TCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATIATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACAJGATGCCAGGTTAAT - - - - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA

AGAGAG
AGAGAG

TCAGAAACACCT
TCAGAAACACCT

AITA
ATTA

AACGTGCAAAAGAAAGTGAAAATGAAARCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -=-=-=-=-=-=--- AACGEGABAGACA
AACITGCAAAAGAAAGTGAAAATGAAA CTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTT.T ---------- AACG AGACA

TAATAAC GTHRABART ARA AN TIRA ARA ATERTESRTARTGIR TERRABTIRAA
TAATAAC GTHABARTETAARA CABETA A ATERTESRTARTGIR TERRABTIRAA




i fi
I

|||]|"

i
600

End crop Point
BIEIRT,

I I

I | I INIMAN ) I
| 1)1 IRIMAN S
]

I I I IIIII |
1] | III“I B | Il

1l

= e




2d_uf.bed g 1.bed fm_1.bed O O bcIn.fa_aln.fa cl.fa_gs.fa ce.fa

divergence to consensus (%)

15

10

5

size: 311bp; fragments: 773; full length: 197 (>=279.9bp)

| | |
100 150 200
TE consensus (bp)

|
250

|
300

coverage (bp)

700

600

500

400

300

After TEtrimmer 311 bp

—

I I I I I
50 100 150 200 250
TE consensus genomic coverage plot (bp)

I
300

TE consensus self dotplot (bp)

100 150 200 250 300

50

e

d

50

100 150 200
TE consensus self dotplot (bp)

I
250

300

No TE domain detected

50 100 150 200 250
TE consensus structure and protein hits (bp)

I
300




/ 1563.fasta.b.bed uf.bed g 1.bed fm 1.bed O O bcIn.fa_aln.fa cl After TEtrimmer Extended plOt Blue lines are boundaries
size: 611bp; fragments: 1446; full length: 117 (>=549.9bp)

600
|

500
!

divergence to consensus (%)
10
coverage (bp)
500 600
TE consensus self dotplot (bp)
200 300

15

400
!

o /J\\_r‘\/\
O_
=

J

No TE domain detected

100
!

0

I I I I I I I I I I I I I I I I I I I I I I I
0 100 200 300 400 500 600 100 200 300 400 500 600 0 100 200 300 400 500 600 0 100 200 300 400 500 600
TE consensus (bp) TE consensus genomic coverage plot (bp) TE consensus self dotplot (bp) TE consensus structure and protein hits (bp)



TE: nd_4 family 1563 Before TEtrimmer 1093 bp

size: 1093bp; fragments: 1737; full length: 161 (>=983.7bp)
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After TEtrimmer ORF and PFAM domain plot
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