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MSA length = 5072
TGA T AGAAA T T AA - - - - - - - - - - - - - T C T T C T AA T AA TGCC - - - T TGCCA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GGAGA TGAA T ACA - AC T T T TGA T T T T T C TGAA T AGAA TGAC - - - - - - - - A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGT CAAC T T CA T A TGGT T T A T T T - - - - - - - - - - T - - - - - - - T ACCAAA T T
T T AGAAA T A T ACGG - - - - GGT A TGCC - - - T T TGT TGA T AAC - - A T AC T AA T A T ACCGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T C TGT A T AAAA T CC - - - CA T AC TGA T T AA T CC TGC T CAAAC - AAGAAGC T CAGT T T TG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GC T CCCGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AGCGT T T - - - GGAGT AGCAAGGT A - - - T T CAACGT - - AC T T T T T T T TGT T T
T T A TGCA T A T T T AGA T C T T A T A T T CGCCA T T T CA T T T T T T A - - AC T AGAC T A T ACCGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A TGCACAGAGT TGACC TGT CCCGA T C TGT A T A T A - - - - - A T - - - - - - - A T T AC T T T T T T T C T AAA - A TGA T A T T A T T T A T CG
AAAAAAA T A T AAGAAA TGA T T AC T TGGCA T C TG - - - - - - - - - - - - - AGTGT A T ACCGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T C TGT A T AAGAC T T TGT AA T A TGGAGGAA T ACCGA T CAAAA - AAAAAAC T T T A T TGGA
CGT AGAAAA TGCACA T AA T T T AGACCCA T T T CAGA T T TGT A - - - GCAACA T A T ACCGACC TGGT CA - T T T A T T AC TGTGT A T AGGA T TGT AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CA T A T ACACAGAGT TGACC TGT CCCGA TGTGT A TGT ACAAAA TGGGT A T ACAAAAA T AA T T T CCAAAA - AA T T AGT T AA T T ACA T
T T C T A T ACA T AAGGTGT T AA T ACC T TGC T T C T A T T A T TGCC - - GC T A T A T T A T ACCGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T C TGT A T A TGC - T C T A T AACACC T ACCAAAGT T T T ACAAAA - T TGACAC T C TGT A T C T
A T T T AAAAA T T TGCGA T C T CAAA T AC T T C T T CGAAC T T ACC - - - - - - A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACC T A T ACCAGGT A T T TGAGA T AG - - - - - - - - - - - AGAAAA T T ACA T CA T T
- - - - AAA TGGAG - - A T TGT A T AGCCA T A T T T AGT AGT AGT T - - - AA T AGA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGA TGACC T A T CCCGA T CGGT A T A TGACA TGA T TGT ACAA T A T AA T C - - - - - - - - - - T CA T ACA T T T T A T T A T T
- - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T AAAAC T AA T - - AA T T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T AA TGC TGTGC T T CA T AAAAA T T A TGCCGA TGG - AAA T CGCAA T A T TGTG
GT CCGAGGACGGAG - - - - - - - - - - - - T AC T CCACA TGA T A T - - - T T T TGACA T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGCAGT T CCGGTGAAA TGT T C T T - - - - - - - - - - TGCAAAAGCC T T TGC T C
- - - - - - - - - - - - - - - - - - - - - - - - - - T T CC T CAAAA T AGC T - - CGT C T C T T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T C T CAA T CA T AAAAAAAA T CCG - - - - - - - - - - - - - - CCAAC T C - - GA T A TGCAAAAAAGA T CA T T AAGA T TGTGAA T CA T AC T T T T
- T TGAAAAG - - - - - - T T AAA T AA TGC T A TGTGAAA T T AAGT - - - GT A T AGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T T A T AGAA T T A T ACAGGA TGT C T AGA T AC T AGA T - - C T CAGT T T T CACC T
CGT TGGAAA T ACCAA T T AGAC TGT T C - - - - - - - - - - - - - - - - - - T ACAGGT A T ACAGA T CGGGACAGGT CAAC TGTGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACCGGA T ACC T T CA T T T TGT T C T A - - - - - - - - - - TGACGAAAC T AGT T C T T
- - - - AAA T A TGC - - - - - - - - - - - - - - T T T CCGGAA T ACAGT - - - ACCC TGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AAA - - - - - - - GT CA T A T TGAAGAAACGT T T T AAAC - - - - - - - C T T AAAA TG
GAC TGAAAA T T T AAA T TGT CCCA T A T - - - - - - - - - - - - - - - - - GA T T T T C T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACAGCAGTGCAACACCCAAAAACGAC T T T CAAA T - T A T A T AA T T T A T T T T T
AGAC T AAAA T T CA - - - T CA T T AA T T T T T T T T T AAAGA T AACAA - - - - - - A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T CAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AA T A - - - - - - - GGGCAAAAAAC TG - - - - - - - - - - T - - - - - - - - - - - - - - T T
- - - - - - - - - - - - - - - T CAGT T A T T T T T T T T C TGGAAAGA - - - - - T CAGGA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T C T AAAA T AAAAGC T T T T TGGT T ACCA T T T A - - T - - - - - AACGT C TGT AC
T T A T AA T A T T T T T - - - - - - - - - - - - - C TGT T AAA T AA T T CAAACCCAA T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AGA TGGAAA T T C T - - - GGCAGAAC T T T T T A T CGAAAAAGACGAAAGTGAC T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T CAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AA T A T ACA T ACGTGT AGT AAACCG - - - - - - - - - - T - - - - - - - - - - - - - - T T
- - A TGAAA T T T CA - - - TGT AAAGA T T T T CA T A TGACGCGA T AG - - - - - - A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T CAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T TGAAA T T AAA T T T TGTGAGCA T T C T T CAGGGGT - - - - - - - - - - - - - - T T
- - - - - - - - - - - - - - - - - - - - - - - - - - C T C T C TGAACCCACC - - AAA T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T - - - - - - - - - - AGTGT AGT T AGACGGT T C T T AAAA - GGCC T AACAAGCCGAA
CC T ACAAAA TGT A T A T T T T T C - - - - - AAGT T T T AA T A TGT T - - - - - - - - A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACC T AGT AAC T C TGT CCAACGACAAA T T T CAAGAAAAAA T AA T A T A T T T AA
TGC T AC T AA T T T AGCCAA T AAAGT CCAC T T T T T AA TGAA T T A T AGT AAAA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACAGTGA T - - - - - - - - - - - - - - - - - - - - - - - - - - - AGT CAGAAA TGT CA T T
GT T AA T AAA T AAA T A T T T AAC T A T - - - - - - - - - - - - - - - - - - - T AGT TGC T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T T AGACCA TGT CCCGC T AGAA T AAGCGC TGGT AGAA T A T A T ACAGT CC T T
ACAGAGAAA T CAA T AAGT T TGCACGCGACGT CGAAAC T A T T - - C T AA T AC T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AC T T T T T AGT AGTGT C T AAAAAAA T A T CC T AGCA - ACC T AGT TGT A T CC T A
C T C T T AAA T T T T AAGT - - - - - - - - - - AC T C T T AACACCAC T - - T AACCAC T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A T T T A T T AACCA T C T AAGAACAAGT T T T AAGA - AGACAAC TGTGT T T T C
T AAAAA TGA T A T A T A TGAAA T A T ACA - - - - - - - - - - - - - - - - - AC - - - AA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T ACC T A T T T A T AGT AA T AAA T - - - - - - - GTGGGT - - - - - - - - - - - - - - T T
A T A T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - - - T A T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A T A T A T A T - - - - - - - - - - - - - - - - - - - - - - - - - GT C T T T T CA T AA T T C T
AGAGTGT T A T T T T - - - T T A T CGAA T ACC T T T C T AAAA T AGCAAA T A T CAA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T CAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T CAA - - - - - - - - - - - - - - - - - - - - - - - - - AGAA T - - - - - - - - - - - - AACC
C T CCAAAAA TGGT T A T C T A T T AGT CGT C T T T T TGAAAC T T T - - T CGGAGA T A T ACAGA T CGGGACAGGT CAAC T A TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T T T AAA T CG - - - - - - - - - - - - - - - - - - - - - - - - - AAAAAAA T T AA T T T T A
C T CCAAAAA TGGT T A T C T A T T AGT CGT C T T T T TGAAAC T T T - - T CGGAGA T A T ACAGA T CGGGACAGGT CAAC T A TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T T T AAA T CG - - - - - - - - - - - - - - - - - - - - - - - - - AAAAAAA T T AA T T T T A
A TGCA T A T A T CCA T A TGAA TGT T TGCA T T CC TGACAGTGTG - - T A T CAAC T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T C T C T AA T CGA TGT ACA T AA T T A - - - - - - - - - - TGT T T A TGT CAA TGT AG
ACGGAAAAA T T AGC - - - - - - - - - - - - - - GT T T AGGT TGT C T - - GTGC T AA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A - - - - - - - - - - AAA T CC T T AAGTG - - - - - - - - - - CAAGAAGC T CAA T T T TG
T T AAGAAAA T TGT TGGT T A T TGA T A - AAAA T T AAAAA T A T T - - A T A T T T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACC T CC - - - - GA TGT ACA T AA T T A - - - - - - - - - - T AGCCAC T CAAA T TGAA
AGGAAAAAAC T AGAAACAC T CGAC - - CAGT T T AA T AA T AGT - - T AC T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T CGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T AGT - - - - - AC T A T AC T ACAGT AACAA T T AC - - A - - - - - - - - - - A T TGAG
T AA T AAAGA T A T A - - - - - - - - - - - - T T T TGCGCGCGC TGGCGGACCC T TGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGACGT CA TGGTGTGGCAAA TGT - - - - - - - - - - - - - - - - - - - - - - - - - T T
T TGAAAA T A T T AGA T T TGT T AAA T T AGA T T T TGGGGA T T T - AA - - - - - - A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCCA T CGGT A T A T C - - - - - - - CAAC T ACAACAA TGAC T T T T A - - - T AGAAAAA T A T A T T CAG
AAAAAAAAA T T AAA - - - - - - - - - - - - ACGACGAAGAGT AC T - - - AA T AAA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A TGT AAAGGCCGAAGC T A T AAAGA T AAC T C T T AAG - T AGT T AAGT CGA TGT CC
CC T ACAAAA TGT A T AC T C TGCAGGGCA TGCC T AGT AAAAA T - - A T A T ACA T A T ACAGA T CAGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGTGT A T AGT AGGGT - - - - - - - - - - - - - - GCC T C T T AGA T AAAGCAAGGGA TGGT T
- - - - - - - - - - - - - - - - - - - - - - - - - - C T C T C TGAACCCAGC - - AA - - A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A T AG - - - - CGT A T A - - - - - - - - GCGT T T - - - - - CGCC T TGGGAGT AGCA
AGCAAAA T A TGT AAAACAA T AAA T T T AAA T T T AAAACAACCA - T C T T T AGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACC TGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T C T T AAAAG - - - - - - - - - - - - - - - - - - - - - - - - - AACGAAA TGT AC T A T A
C TGAAAACA T T T A T - - - - - - - - - - - - GT T TGT AAAA T CGC T - - T T TGGCA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T AAA T - - - - - - - A TGT T A T AA T AA T C T T T A TG - T - - - - - AGT AAA T T T AC
A T T AAGAAAAA T CCA T A T T T T CGT CCA T T C T T AGCCCCACC - - A TGAAGA TGT ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACGAAACGT C - - - - - - - - - - - - - - - - - - - - - - - - - GACCGTGTGCACCGT C
GT C T TGAAA T T CCC - - - - - - - - - - - - - - - C T CAGT T A T T C T AAGGT T T CA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T TGA - - - - - CGGT T C T T AAAA T AGCAC T T A TGAAAGCAAGGT ACAGC T TG
- - - - - - - - - - - - - - - - - - - - - - - - - - GTGT T T AAAAA TGGC - - T T T T TGGCA T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T AAGT AA T T TGT CGA T AAAAA T AA T T T T CAAAA - AGCAGGT T T TGT CAAA
A T A T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - - A T A T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A T A T A T A T T T T A TGCAAAAAAAA T CAAAAAAA T AGT AAAGT A T A T AC T T
A T C T AGA T AC TGAC T AAGTGT TGT AGGT T T T T AGAGT CA T T - - AGA T ACA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AGCGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T TGGGAA T T CA T T T C TGCCACA T T AA T T T T T CA T A TGT T A T A T T T T A T TGTG
- - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T CA T AAA TGA T - - TGT A T A T T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AGT CAC T T AGCGCACGC T ACACAAA T T T CCA T CAAAA T AAGC T CCGT AAAG
GTGAAA T AA T TGA T A T TGT - - - - - - - AAGGT AAAA TGTGC T - - - - - AAAGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A TGT C T AA T CG - - - - - - - - - - - - - - - - - - - - - - - - - - T A T AAGCAACGC T C TG
T CA T AGACA T T T AA - - - - - - - - - - - - AGGT A T AGCA T CA T C - - AC T TGGACA T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGCC T T C - - - - - - - - - - - - - - - - A T T A T TGAAC - A T T T AGA T T T A T T AAC
GC TGGAAAA T T TGGACA - - - - - - - - - T TGT T T AGCGT T A T T - - T T T T T AA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T CAAAA TGT T A TGT C T CCGGA T T A T T T TGAGAA T AA TGGA T CCAGT T T A T
T CCGACAAGT T TGTGT T TGT CGT T T TGGC T CCGAAACCGGT AAA T T T T A T T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T TGT AAAAAGCCGGT A T TGT A T ACGCCA T T T T AAAAGCACCAA TGT CGCA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A TGAAAAAAGA TGT AA - - - - - - - - - - A T AC T AGGTGGTGC T - - A T A T T CA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AC T C T AGGGGGAA T T A TGAAAAGA - - - - - - - - - - - AGCGAGA TGT A T A T A T
A T A T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - - - T A T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A T A T A T A T - - - - - - - - - - - - - - A T A T A T A T AA - A T A T A T A T A T A T A T A T
A T AAAAGAAGT T A TGT T TGT CAGT - - A T A T A TGACAGT A T A - - A T CA T AGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T CA T A T T A - - - - A T ACAA T A T TGA T T AC TGTGA - GACAGAGAA T AA T ACA
A TGCCAAAA T TGAGT C T T ACGT TGAGGGT T TGAGCAGGA T C - - AGGA T T T T A T ACAGA T CGGGACAGGT CAACCC TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T T AGT A T AGA T T A T T C T A TGGT AA T T T T T T A T C - AAGCGA T T T T AC T T C T
ACGAACGT AA T CGGAAACGCAAA T T CACC TGC T A TGT T AC T - - T T C T C TGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGT T T T AGGGACACGTGCAAGT AGAC T CCA TGA T AAA TGA T T A T AAA T AC
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T AA T A T ACAAA T A T AA T AAAACAGTGT T T T A TGT - - G - - - - - GT C TGT A T
A T T T AAA TGCCG - - GT T AGT CAGC T C TGT T T CA T AGAAA T CAA - AA T A T ACA T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T T AAGCA T A T A T ACA T T A T A T T AA T AAA T T ACA T - - - C - GGTGT A T A T T T
T T CAGAA T A T T T T AA T - - - - - - - - - - - - - - - - - - - - - - - - - - - GT TGCAC T A T ACCGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACA T AGAGC TGC T ACA T AAAAA T TGT T T T TGCAA T AA T AAA T ACCAGT AA T
GTGGGGAAA T T CC - - - - - - - - - - - - - GAGT T T AAAAAGT C T - - - - T T A T C T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AC T AA - - - - - AAAA T CC T T AAGTG - - - - - - - - - - C - - - - - - - - - - - - - - - -
TGTGGAAAA TGCAAAA T T T T A T A T T AAC T C T C TGGCA T AC T - - T AAGT AA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T CAA T C T AA - - - - - - - - - - - - - - AA TGT TGT AA TGT T CAACCCCAGAAA T
A T AGAAAAGC T CA T AAGAAA T CGCC T CA T T T T A TGA TGCGT - - AA TGGCA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - CC T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGT A TGT A T T T T A T A T CGAAA TG - - - - - - - - - - T - - AAAAA T A T A T TGAA
T CCGGGAAA T T TGA - - - - - - - - - - - - AAACC T TGCAGTGT T AAAGT T C T ACA T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T AAA T - - - - T T T C T AC T CAAAAAA T T A T T A T AA T AA T T AAC T AAAACA T T
TGTGAAAAAGACA TGT T AGT TGA T T - T A T T T T AACGT T A T T - - AAAAC T T T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGC T T TGTGGGT T TGT AGT AA TG - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T T T AAGAAC T A - - A T CGT C T AAC T A - - - - - - - - - - - - - - - - - - TGT AAC T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A T A T T TGCAGT T T ACAA T AGGG - - - - - - - - - - T A T A T CAC T C T A T A T T T
- - - - - - - - - - - - - - - - - - - - - - - - - - ACGGCGAAGAACGT T - - A T T TGT A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A TGT T ACCCAGCGGCAA TGGT AAC TGGTGGGA - AAACAGGCGGAACGC T
CCAA T AACA T TGA - - - - - - - - - - - - - A T A T C T AGGGAC T T T AAGCC T CC T T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T TGGGACAGT T T CCAGTGA T T T AC T T - - - - - - - - - - - - - - - - - - GGT A T ACA T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGAGGGT T A T T T ACGGA TGAAAA - - - - - - - - - - - TGA TGA T CA T T T CA T T
GGT AAGAAA TGC T CC T - - - - - - - - - - AA T TGCAA T AAAA T T - - GA T T T T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGT T T T AA T T T C T AACA T AAA T AAAAC T T AAGA - AGT TGA T T T CA TGT TG
- - - - - - - - - - - - - - - - - - - - - - - - - - CGT CC TGC TGT T AAA - - - GGT T T T T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T AAAAACCA - - - - - - - - ACAGT AGT A T A T TGAA T ACAAGCCGT TGT AA TG
GA T TGGAAA T T TGAGGT A TGAGA T T AA T T T CCAA T A T T A T T AAC T C T A TGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T T T T T C T A T C TGACGT AA T AACAAA T T T CGAAG - AACAAAAACAAGCCCA
TGACAAGAAAACA - - - TGAACACGT A - - - - - - - - - - - - - - - - - A T A T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T CAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A T A T A T T AAGTGTGA T T AGA T C - - GC TGTGAA T - - - - - - - - - - - - AA T T
A T AAAAAAA T ACAAAA T T T T TGGT CAA T T T T T AGCCC T A T T - - CAACC TGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AA T T A T A T CA - - - - - - - - - - - - - - AC T T T CAAAA T T CC TGAGCA T T T TGT T
A T A T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - - - T A T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T ACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGTGGCC
- - - - - - - - - - - - - GACCAGT T AGACCAA T CC TGAAA T TGGC - - GT A TGT A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A TGT A T A TGT A T - - - - - - - - - - - - - - T T AA T A T AAA T - - GCC TGT T T T T AC T T
T T CAAAAAA T T AGAA T T CAAC T ACCC T ACCCCAGAAGTGC T - - T T T CGCC T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CAGT A T AACCCGCAGCAA TGT AGT AGC T T AA T T AA T AAAA - AACGAA T T TGGC TGT T
GCC TGT ACA T CCCGTGTGT T AAA T AAA T C T A TGGGGGC T C T - - GAGT TGA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AA T AA T T A T T C T AC T T CAGGAACGGT T C T AA TGG - TGAAAAC T CGA T A TGT
CA T CGAAGA T CCGT T A T CCCAAGT T T A TGC T T CA TGGT ACC - - GCGCAAGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T CAAA T ACC - - - - - - - AAAAA TGT T T CCCA T AA - A T AGAAAA TGACAGTG
T ACAGGAAA TGCGAAGCAGA T AGA T CGGC T T CAGGAA TGGC T AACA T AAA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A TGCC TGC TGCGTGCAACACCA - - - - - - - - - - - GGGAGA T C TGAGAA T T
- - - - AAAAGT T A - - GT T AAC T AAC T T T T T T T T AAAACCAGT A - - T T T C T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T AA T CAAAAGGT A T ACCA T T A T TGT CGT A TGAGT - - - - - A T T C T ACAGT T
- - - - AAGT TGGCAGAGGGA T TGACAC T C T C T CGGAGACGGGGA - GA T T AA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGT T AC TGT AA TGCGGT AAAACC T T CGGAGGGGT CA T TGGT T AGGTGGT T
T T T T AAGA T AAA - - GT T AA T T T A T CC T A T T T TGAAAAGAA - - - - AA T ACA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T C T T AC T T T TGT A T A T T A T A T T A - - - - - - - - - - T - - T T CA T T T TGCAC T T
- - - - AAAAA T T - - - - T T AAA T A T T T T T C T C T CAAAAACGGT AA T T T T AAA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGG - - T A T AA T AAGAAAA T AAGT TGC TGT CA T TGTGAAAA T - - - - - A T A T TGTGGT T
- - - AAAAAGTGT - - GT AGAAAAAAAA T A T T T T AAAAACGC T - - - - - - - CA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AC T A T TGAAA - - - - - - - - - - - - - - GT AGT AAAAGT - - - - - AAAA T AAAGT T
T T A T AAAAA T T CGT AC - - - - - - - - - - AGGGC T T AAAGCAC T - - AA T AGGA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A TGCAAAA T T - - - - - - - - - - - - - - GT TGA T AAGA - GAAAACGCAAGT T T T T
- - - - GAA T A TGC - - - - - - - - - - - - - - T T T CCGGAA T ACAA T - - - ACCA TGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACA T T TGCA T T T TGCA T TGCA - - - AAAA T T T ACA T - T CCC T CC T CGCA T TG
- - - - - - - - - - - - - - - T AAAC TGACA T TGTGT CAAA T T CGAGAA - T C T CGA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AA T T AC T T ACC T CA T AGCA T T T T AA T AAAA T AAA T - - - - - A T T T T A TGT T T
A T T T AGT AGT A T AAAC T A T T T AA T AC T T T A T T AAAA TGT AG - - - T C T CAA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T C TGT A TGTGT A T AACA - - - - - - - - - - - - - - ACCCAGA TGA T - - - - - AGT C T A T A T T T
- - - - AACAA TGCAGGCAACC T CACAC T C T AC T AACAACA TG - - - AAAAAA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T ACGGGGAGGA - - - - - - - - - - - - - - A T AGT CAGGGT ACCAGACC T T T CAA T T
GT CCAACAAGGA - - A TGAACCAGGT T - - - - - - - - - - - - - - - - - T TGA TGA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T AAGGA T T A T AAGT ACAA TGCGT T T - - - - - - - - - - TGT T A T CGCGTGT AA TG
- GTGAAAC TGA T - - GCGAAGT A T T A T T C T T T CAGAC TGTGTGA - AC T C T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A TGT ACA T CCA T TGCA TGT T T T T T T TGAGACGAAAGT - - T C TGT T T TGTGGC T
A T A T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - - - T A T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T A T A T A T A T - - - - - - - - - - - - - - A T A T A T A T AA - A T A T A T A T A T A T A T A T
A T A T AAGAA T ACC - - - - - - - - - - - - - T T AGT CAAAAACAGA - - GGC T A T A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - T T AA T T A T T CC T A T T ACGAAA T TGACCACACAGT A T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A - - - - - - - - - TGCAAA T T A T T T A T ACA T T T T AAA T - - - - - AAGT TGC T A T C
- - - - AAAAA T T - - - - T CAA T T AA - - - - - - - - - - - - - - - - - - - - - T T CC TGT A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T T T T T AA T A - - T ACA T T T T T T T AA T T ACA T AAA T - - - T T ACAA T C T TGT T
A T T CGA T AAAA T - - GT T AGT T AGT AA - - - - - - - - - - - - - - - AA - GGACGA T A T ACAGA T CGGGACAGGT CAAC T C TGTGT A T AGGA T T T T AACGTGT AAG - - - - - - - - - - C T T ACACGT T AAAA T CC T A T ACACAGAGT TGACC TGT CCCGA T CGGT A T A T T A T A T T C T - - TGT AC T A T T T CC T T AAAAAAAA T - - - - - A T T AAA T AA T T
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TE: rnd_1_family_993.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 5072bp; fragments: 13187; full length: 200 (>=4564.8bp)
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TE consensus structure and protein hits (bp)

No TE domain detected

After TEtrimmer 5072 bp
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TE: rnd_1_family_993.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 5372bp; fragments: 12587; full length: 178 (>=4834.8bp)

TE consensus (bp)
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TE consensus structure and protein hits (bp)

No TE domain detected

After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_1_family_993
 size: 3128bp; fragments: 8655; full length: 273 (>=2815.2bp)
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