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T A T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - - - - - - - - - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T A T A T A T A T A T A T A T A T A T A T A T A T - - - A T A T - - - - - - - T A T A T A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGT - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T A T - - - A T A T A T A T A T A T A T A T A - - - - - - - T A T A T A T A T A T A T A T A T A T A T
- - - - T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - - - - - - - - - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T A T - - - A T A T A T A T A T A T A T A T A T A - - - - - - A T A T A T A T A T A T A T A T A T A T
T A T A T A T A T A T A T A T A T A T A T A T A T - - - A T AACCAA T - - GAGA T AGA T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GA T AAAAACGT A T AA T TGTGT T T A T TGCA T A T T - - - - - - T T TGTGT AC - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGT AC T C TGTGT AAAAACGT AACAGT AC - - - A TGTGGGT AAAGA T T T A T C T T A T - AAGT CA T T T A TGT AAA T T CA T
GA T A T A TGCAAA T ACCGT CA T ACA T - - AA T AC - - - T C - - CA TGT A T T T T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T A T A T A T A T A T A T A T A T A T A T A T A T T T AA T AGT T A T T AA T A T A T A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGT - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T A T - - - A T A T A T A T A T A T A T A T A T A - - - - - T A T A T A T A T A T A T A T A T A T A T
T A T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - T A T T TGCACAA TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGT - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAAAAA TGCA TGCACGT T T C TGTGTGAA T TGT T CA T A T A T A T A T A T A T A T A T A T
TGCACA TGT ACAAA T A TGT A TGT A T - - AA TGT - - - - - T T TGT A T A T A T T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAACGCCCAGC T C T A T AGT - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T AC T C T A T T T A T T T T A T T T T AAAAAC T A T - T AGA T AAA T A T T TGAC T AAAA
T A T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - A T A T A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T A T - - - A T A T A T A T A T A T A T A T A T A - - - - - T A T A T A T A T A T A T A T A T A T A T
T A T A T A T A T A T A T A T A T A T A T A T A T - - - A T A T - - - - - - - T A T A T A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGT - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T A T - - - A T A T A T A T A T A T A T A T A - - - - - - - T A T A T A T A T A T A T A T A T A T A T
- - - - T A T A T AGA T AAAAA T AC T T A T - - - - - - - - - - - - - - - - - - - - - - - - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACA T T A T - - - A T AAA T AA T T AA T T AAA T A T T T - TGA T T T T T A T T T ACCAGAA T A T
AA T T - - - - - - - - - - - - - - - CACAA T T C T ACAC - CA T CAA TGT T T A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T A T T AC T T T TG - - - - - - - - - - - - - - - CGTGAAGACAGGGCCAG - - - - - TGA
GA T ACAACCC T A T T TGAA TGTGT A T - - - - - - - - - - - - - - TGAA TGT A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T AA - - - T T T TGCA T AAA T AAA T AAA - - - - - T A T T CGAACACGT AAA TGCAA
T T TGAA TGT A T A TGT A T A T C T A T T T T - - - - - - - - - - - T T A T T A T A T A T T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAGT A T T T T A T T TGT A T A T T T A T T T T T T C T A T - T A T A T A T A T A T A T A T A T A T A T
T A T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - A T A T A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GA T A T A T T T A T T T T CAA T CC T C TGT CCGGT AA T TGA TGGT C T A T A T AC T A TGT AACGAACC TGT A TGGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACA T T A T - - - A T A T A T C T AAGT C T A T T AACCAA - T AGAAAAAAGT A T AA T T T T T T
- - T A T T T T T C TGT CAAAA T - CACGT T T CA T A T - - - - - CGT A TG - A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAA T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T A T - - - ACACA T ACA T C T ACA T C T A T T ACCGGGA T AGA T AGAAAAA T T T AG
GT T A - A T AAAAA T A T T T T T A - A T A T - - - - - - - - - - - - - - - - - - - - - - - - - TGT AACGAACC TGT A T CCA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T A T - - - A T CAAAAAA T A TGC T T A T T C T A - T T AAA T AAGGA T AC T A T T A T T T
AA T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GA TGT A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGT - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T AC T T T A T AAGTGTGAAC T T A TGAGT T ACA T A T A T AA T AA T A T T AGAA T AG
- - - - CAGAAA T AGA T CCGAGT C T AG - - - - - - - - - - - - - - GA T T AA T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGT C T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T A T - - - A T T T AGAAA T AA T T A T CAA - - - - - T A T A T AAA T AAA T AA T TGAAC
T A T A T A T A T A T A T A T A T A T A T A T A T C T AA T T T T T A T T T TGAAA T A T A T T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T AA T C T A T T T T T ACA T A T T T A T T T AC T T T T AGT A T T T AAA T A TGAA T T T A T
T T T T T A TGT A T AC TGGTGTGCC T A T - - - A T A T - - - - - T T CAAA T A T AC - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T AC T T T A T T T CCA T T T T T C TGAAGAACA T T CAA T AAAA T A T T T A T A T T T T T
- - - - AA T T T CCA T AAAA T T T TGT AA T T AACA T - T A T T T T AA TGT A T AGT A TGT AA TGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAGT A T T T T A T ACC T A T A T AC T AA T A T A TGA T T T A T A T A T A T A T A T A T A T A T A T
T A T AAAAGAAAA T A T A T ACAA T T A T - T AA T AA - - - - - - - AA T CAA TGT T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGT - - - - - - - - - - T T AAA - GAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACA T T A T - - - A T A T A T A T A T A T A T A T A - - - - - - - T A T A T A T A T A T A T A T A T A T A T
TGT T T T T AA T T AAA T A T A T AC T T A T - - - - - - - - - - - - T T T AAAAA T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T A T - - - A T ACGCA T T T T A T T T AAAA - - - - T TGCAAA T A T T C TGA T T TGT AG
T A T AGACA T TGACA T AGA TGT AAAG - T AGT AAC - - - - T T T C T C T A TGA T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T A T AGACA T TGACA T AGA TGT AAAG - T AGT AAC - - - - T T T C T C T A TGA T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AA T AAA T C TGCA T AA T T T T C TGAA T T T T A T A T T T A T C T A T AC - - - - - - - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACC T AACAA T A T - - - - - - - - - - GGT AA T T AAAAA T T A T T AGT AC TGT T T AGGAGA T - T AC
TGCA TGT ACAGAAACGGC T ACA T T T CAAA T A TGCGT T T A T T T T T A T A T T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAGT A T - - - A T T CA T T AGT T CGT T T A T T - - - - - TGT T T T T T TGGA T A T T T T T C T
T A T A T A T A T A T A T A T A T A T A T A T A T CCAGT A T - - - - - A T T A TGT A T A T - - TGT AAGGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T A T - - - A T A T A T ACA T A T A T AC T T A T T - - - - - GC T ACAAA T A T AAA T T AAG
T A T T CAACC T T T T C T T T A T T T T CGT T T TGT A T C TGCCC T T A TGCA T A T T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T AGAGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT - AAAACGT AACAA T ACGT T A T A T A T ACA TGT T CA T AAA T T A T C T A T A T A T A T A T A T A T A T A T A T
GA T T T C TGCGT - - - - - - - - - - - - - - - - - - - - - T T A T T T T CAAACA T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T A T - T TGT T T ACA TGCA T T AA T AA - - - - - T T A T AAA TGCA TGT AAAC T T A T
T A T ACA T AGA T T T T A T A T T CAA T A T T - AA TGT - T - - - T T T AC - - A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T A T T T T T T T T - - - - - - - - - - - - - - A T T A T TGGAGTGAA TGGAGAC T T T T AA
T A T ACA T AGA T T T T A T A T T CAA T A T T - AA TGT - T - - - T T T AC - - A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T A T T T T T T T T - - - - - - - - - - - - - - A T T A T TGGAGTGAA TGGAGAC T T T T AA
T A T AAA T A T AC T T CGTGT T ACCCA T T - - - - - - - TGT CCA T AC - - A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCA T ACGGAAC T C TGTGT AAAAACGGAACAA T A T C T T T C T CGCGGA T A T CCA T AGA T T A T CAG - - - - - - - - - - - - - - - - T AA
- - T AGGACCGTGTGC T T TGGA T T A TG - T AGAGT T A TGTGT T AGAA T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T A T - - - - - - - - - - - - - - - - - - - - - - - CA T - - - - - - - - T T AC T T AGA T T - - -
T A T AAA T A T - - - - - - - - - - - - - - - - - TGAAAAG - - - - - - - - - C T A T AA T A T C T AACGAACC TGT A T CGA T T ACCGCGA TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T A T - - - A T T T A T ACA T T T CCAAGCC - - - - T ACGGT A T A TGCAAAAGAACAA
T A TGT A T A T AAGCA T A T T CA T T AA T - T AA T A T T CAC T - - T T AA TGT A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAGT A T - - - A T T T ACC T AAAAA T C T A T C - - - - - T A T A T T A T T T CACAA T T CA T T
T A TGT A T A T AAGCA T A T T CA T T AA T - T AA T A T T CAC T - - T T AA TGT A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAGT A T - - - A T T T ACC T AAAAA T C T A T C - - - - - T A T A T T A T T T CACAA T T CA T T
TGTG - - - - TGT A TGCAGGT AC T T A T - - - - - - - - - - - - - - AA T T T A T A T T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAC T A T - - - GCC T AAC T T T A T T T A T T CA T T A T T T A T C T ACGT AAAAAGAAA T A T
- - T AAAAA TGT A T AA T T A TGT T T A T T - CA T A T T T A T T - - - - AAAA T A T - - TGT AACGAACC - GT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAA T A T - - - A T A TGCAGT T A T T T T AA T A T CA T - - - - - - - - T AA T T T A TGT T CA T
GA T T T A T ACA T A T AA T A T C T T A T A T - - - - - - - - - - - - - - - A - AAGT A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAGT A T T C T A T T T ACGAACA T T T A T AA T T T A T T T ACA T A T T T AGA T A T T C T CCC
T C T AAA TGT T T T A T T T T AA T TGT A T - - AACC T T - - - - T T T A T A T A T A T - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGT - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T A T - - - A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A T A T A T A T A T
T A T ACA T C T T CA T T TGA T T ACC T CA T T T A T T T T T A T T T TGGTGAA TGT T A TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T - - - GGC T ACA T C T AGT CCCA T T - - - - C T T CGT T TGAGGAC T AGT T T A T
AA T T A T T AAA T A T T T T T T T A T ACAA - - - - - - - - - - - - - - GA T A T A T AC - - TGT AACGAACC TGT A T CGA T T ACCGCGC TGAGAGCGCCCAGC T C T A T AGT - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGT C T AAAAACGT AACAA T AC - - - A T T T AAAAA T T TGAA T AAG - - - - - AAGA T A T A T A T CAAGA T ACA T
- - - - AA T T T CCA T AAAA T T T TGT AA T T AACA T - T A T T T T AA T A T A T AGT A TGT AA TGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - T T AAAAGAC T T T AA T T A T CCACACGGAAC T C TGTGT AAAAACGT AACAGT A T T T T A T ACC T A T A T AC T AA T A T A TGA T T T A T A T A T A T A T A T A T A T A T A T
- - - - AA T T T CCA T AAAA T T T TGT AA T T AACA T - T A T T T T AA TGT A T AGT A TGT AA TGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - AA T T T CCA T AAAA T T T TGT AA T T AACA T - T A T T T T AA TGT A T AGT A TGT AA TGAACC TGT A T CGA T T ACCGCGC TGAGA - - GCCCAGCCC T A T AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
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