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MSA length = 3007
T T TGA T T T TGA TGT T AA T - - - - - - - T CC T A T T TGGGCGAAC - - - - - - GAC T AAGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGGAAGGAGCA T AA TG - - - - - - - - - - - - - - - - - - - T T AA T CC T TGACAC T T
AA T AGA T AAAAAGT A T C TGGT CGC T T T T T T A T T TGT T T AAAC T AGT AGT C T T AGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGT CCA TGCCGT ACCCA - GCGC T C TGGCGAAGC T - T C TGT A T AAA T AA T A T
- - - - - - - - - GACAGTGCA T A TGA - CAA TGGGA T T AAGAAGA - - ACA T AC T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAAGT A TGACC TGAC T C - - AC T T ACGAA T AGAAA T T CAAGT TGC T CA T T T A T
A T C T T A T AGAAAA T AAAA T A T TG - T T T T CGT C TGT T A T AAA T CA T T TGA T T T AGGCCCGT A T T T A T AGT T T CA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AAGC T TGAAGAGAA TGT T ACGCGGCAACGC T A T T T T CA T T T T T T TGTGCAC
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGT A TGGTGT AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGAC T T A - - - - - - - - - - - GAAA T T T AAAAGGGGT T - - - A T T A T CGA T A T T C
AAC TGT T T T C - - - - - - - - - - - - - - - T A T A T T T T TGAAGAAA T C T AAAGT C T AAGGCCCGT A T T T A T AGC TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAAGT A T T AAA T T AC T T - - CGC T T T T T T CAAGCAC - T T AGAGT A T CGT A T A T
AA T AA T C T T AAAACAACAC T T AC - - - - - - - - - - - - - - - - - - T A T C T AAA T T T AAAC TGGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCGAC T A T AAA T ACGGGCC T AA - - - - - - - - - - - - - - - A T A T TGTGT AA T AAAGC T - - - - T T T T T T A T CA T AA
T T T T AA TGCAGAGCGGT AAGAAA - - - - - - - - - - - - - - - - - - T CAAAAC T CCCAGGCCCGT A T T T A T AGT TGCA T C T CGAAACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCCCCA - - - - - - ACC - - - - - - A - ACGGCC T T A T AAAGAA T T T - A T C T T CCGT CAAC
C T A T T C TGTGGAGGCGCGCGC TG - T AC T T CAC T T T AGAGAA - - - - - T A T T T AAGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAA T C T TG - - - - - - - - - - - - - - - - - - - GTGT AA T C T - - AGT C - CCAAC T TGT
AGCA T C TGTGT AGAC TGC T A T C T - TGT TGC T T T CC T T CGAC TGACGAC TGT T AGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AGGAG - - A T T A T A T T T - - - - - - - - - - - - - - - - - - - - - - T A T T T T T C T AGGC
T T T A T T CAAAAAACG - - - - - - - - - - GT T AGAAA T A T AACAACGTGGAGA T T T AGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AGTGA - - GA T T CGAC T - T CCC T C T - - - - - - - - - - - T T AA T T T C T T T T T TGT
AA T A TGT CAAGA - TGT CAGA T AG - CAGT T AA T T A T AA T - - - T T CAAAA T C T ACGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T ACGT C T T T A TGA T AA T T A T A T A T T A T A T T T AAAGC T T C - ACC T CAAC T CAAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T CA T C T C TGTGAGA TGACAACGT - - - - - - - - - - - - - - AAACAGAGTGACC T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AAAC T TGAA T A TGA T TGC - - - - - - - - - - - - - - - - - - - - AA T TGT T T CGAA T
AA T AAAA T T AGAACGACAC TG - - - - CCGGAA T T TGGCCAAG - - - - - - C T T CC TGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T T AGT - - - - - - - - - - - - - - - - AGCC T A T CG - - T T A T AC T A T CGAAAACGT T AGAAAA T T A T T T AC
ACCGCC T C TGAACGC T AAAGT T A - T AGCCAA T T T A T AA - - - CCGCC TGAC T T AGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T A - - - - - - AGA T AAAGGA - AC T T AGCAGT T A T AAGT T CA T C T CA TGCC T TGG
- GCC T C T T CAAAGAAGT C T AA T A - CGA T AA T A T T - - - - AAAC T A TGT CC T T AAGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T CGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAA T C T T AAA T CAA T T TGT - - - - - - - - - - - - - - - - - T T AGT A T T AAGT TGT T
A T C TGGT T T T AAGT CA T T T T CCAC - T T T AAGT C T AAAA - - - - - - - - - GA T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AAA T T T TGAAAAGAC T - - GT C T T T T T A T AAAAGG - T T AGT A T A T AA T A T A T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GACCGAGAC T T AGGCCCGT A T T T A T AGT CGCGT C T CGGGACACCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGC T T TGA T C - - - - - - - - ACACC T T T T T T AAA T T T - - - GC T T T T AA TGT A T
AA T CA TGA TGAAA T T AAAGT CCCC - TGT AA T T T CAGCGAAA T TGGCGCAC T CAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - ACC T - - AGCAA T A T T - - - - - - - - - - - - - - - - - - - T T AGCC T A TGGTGT A T
A T T A T T TGGAAAAAA T CGAAA T A - - - - - - - - - - - - - - - - - - T AAGCA T T C T AGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCCC T A - - - - - - - - - T T AGT T - - GT T T CA T A T T T A T A T C T - - - AGA TGCCA T C T T T
AC TGCC TGT CAAAAAAAA T TGT A - - - - - - - - - - - - - - - - - - - - - - - AGCC T AAGGCCCGT A T T T A T AGT CGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T AAAAC TGAAAAAGCAAAA - - - - C - - - - - - - - - - - - - - - - - - - - - - A T A T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGT C T T C - - - - - - - - - - - CCGA T ACGT T ACACGT - - - - - - - - T AAA T T T AC
AACAGCCA TGGAAACAAGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAA T C T T T AACCAAAC T - - CAAAAA T TGT AAA T A T T - - - GGT T CAAC T T T T C
AC TGCGTGAAAGGAGGACAGCA T - - - - - - - - - - - - - - - - - - - - - - - AGA T A TGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCCA TG - - - - - - - - - A T AA T T - - T T A T CC T AAAAAAAGCC - - - ACC T TGAA T CGA T
AC TGCGTGAAAGGAGGACAGCA T - - - - - - - - - - - - - - - - - - - - - - - AGA T A TGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCCA TG - - - - - - - - - A T AA T T - - T T A T CC T AAAAAAAGCC - - - ACC T TGAA T CGA T
- - - - - - - - - - AA T AAC T T TG - - - - TGGTGGCA T AGGTGAGT - - - - - - - - - T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T T AGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GCCC T A T T C TGAA T T - - - - - - - - - - - - - - - - - - - - - GGT ACAGGGTGCA T
- - - A T CCCGGGGGGCAGGA T - - GC - C T TGAC TGT AAGAACAAGACGAC T C T T AGGCCCGT A T T T A T AGT TGGGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T A T T A T T AA T A T - - - - - - - - - - T T T T T T T
AA TGT T CAGAAA T AA T AAAAAA T - - - - - - - - - - - - - - - - - - AGAAA T T AG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GT CA TGA T AAAA T AAACACGT TG - T T T T T T A T T T AAA T AAAAA T AAC T A T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAGT C - - T T C T T A TGT T AAAAAAC - - - A T A T TGA T AC T AC
CA T A TGT CAA T ACA T T CACCAGG - T AA T A T T T T T AAAA - - - C TGA T TGTGT T AGGCCCGT A T T T A T AGT TGCGT C T CGAGA TGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T TGA T CA TGGT T - - T T AGCACAACCACCA T A - - - AA T T T T ACAGT A T
GT CA TGT ACGAA T AA T A T CA T AG - T A T T AAGT TGAAA T - - - TGC T A T A T A - - - - - - - - - - - T T CGT AGA T TGC T C T TGAGACGC T AGAAAGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AA - - - - - - - - - T AAA T T - - T CAAGC T AACA T A T AC - - - - GT CC T CCA T T CAC
A T T ACA T C T TGA T T A T T ACGT AG - TGT T T AA T T A T T A T - - - AACACAA T T T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGA TGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGA T T T T T TG - - AA T T A T A TGACGT AA T CAGG - - - T T - - - - - - GT C T AAA T
AA T A T A T T T AA T A T TGT C T T T TGGT T AAGAAAC T AAACAAG - - - - - - CAC T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGA TGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGC T T T T A T T ACAGT T - - T T A T T A T AACAAAAAG - T T AA T A T A T T A T A T AC
A T CAGACAAAACGGA T T T ACAAG - - - - - - - - - - - - - - - - - - C T AAAAAAG - - - - - - - - - - - - - - - - - - - T CAA T C T CCAAAC T CCAAAA TGACGT T TGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T T ACC T AC - - - - - - - - - - - GAGT T T T A T CAAAAAC - - - - - - - - - - - C T A T A T
- A T C T CCCCAAGGAAC T ACC - - - - TGGCAGT T T TGA TGCGT - - GCAGT AC T AGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GCCC T A T T C TGAA T T - - - - - - - - - - - - - - - - - - - - - GGT ACAGGGTGCA T
GGT T T T T AGCAAAGAGAACAAAA - - - - - - - - - - - - - - - TGA T AAAA TGA T C T AGGC T CGT A T T T A T AGT TGCA T C T CGAGA TGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCCC T AGAGT T CAA TGAAAC T A T A T T C TGT AAAAAAACA - T T AAAC T A T T T T AAAG
T T TGT T T ACAAAAAAA T T TGG - - - - - - - - - - - - - - - - - GAA TGACAA T C T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CCAAAA TGACGT T TGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGTGT TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGT T T T T T T T CA T
C T T ACAC T CAA T AAA T - - - - - - - - - GT T CAACC T T CAAAAAAAGT T TGT C T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGT CGT T AACACAAC T - CGCA T T ACAA T AAAGA T - A T AA T TGT T T T T C T A T
AC TGTGT AAAAAAA T A T ACA T T T - - - - - - - - - - - - - - - GAGC T ACGAGT A T T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT CC TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T T T C - - - - - - - - - - - GCA T T C T CA T AAAAGC - - - - A T T T T T CA T AGAC
CCCGTGTGAC TGGGT AGGCGA - - - TGT C T A T T TGCCCCAA T T AAAAACA T T T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AGAC T T T A T CGT C T T CAC - - - - - - - - - - - - - - - - - - - - T T T T A T T T CGGA T
CC T A T A T ACAAAA TGACACGGAGC TGC T CA T T C T CC T T ACAGGAGAA TGA - - AGAA TGACAC T AA TGAC TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AC T TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T T A T T T T A T A T
T A TGTGAAAGAAACA T CGGAGAA - TGC - - - - - - - - - - - AAAGGAC T AC T C T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGC T T AAGAAGTGACCGGAA T CA T - - - - - - - - - - - - - - - - - - - AGT T CAC T ACA TGT
TGTGT ACAAAAAAGG - - - - - - - - GTGT C T A T A T T T T AAAAA T T T TGC T T C T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAACAA T T AGT T CGGT T A T C T A TG - - - GA TGCAAC T - T CCC T C - - - - - - - - - - - - - - - GT T T CC T T T A T A T
GT T ACACAAGAA T A T - - - - - - - - T - GT C T AAC T T A T T AAAACGT TGTGAC T AAAGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
TGT A T C TGTGACGT A T AACAAGG - CA T TGA T T T AA T AAGAACCGCA T C T C T T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T AGGAACC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T T C T TGT T T T T
AC - - - - - - - - - A T AGGC TGGA TG - - - - - - - - - - - - - - - - - - - AGAAAGGC T CGGGCCCGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCAGGG - - - - - - - T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC T ACAAACC T A TGT A TGTGAGGT T A T AA T AAG - C - AA T A T AA T A T T T AC
GT T AGCCA TGGAAACAAGT T T AAC T T A TGAA T T T A T AAACA - - ACGT T AC T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GA T A T T TGACA T AGGT T ACA - - - - - C T ACACCC T T AAAC T A TGT AGT T T T - - - - - GT AACA TGT AGT T T T TGA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGGAA - - AA TGC T A T CA TGCAC T C T AGGGTGGG - - CA - - - - - - - - T T C TGT
T A T CGCCCGAAAGACGAACGAAA - - - - - - - - - - - - - - - - - - - - T TGA T T T A T AGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T A - - - - - - ACC TGAGC T - - ACA T AGT AA T CAAAAC T - - - A T T T CCC T CC T T C
AC TGTGT AGCCAGCGACACG - - - - T ACGGGAC T T AC TG - - - GGCCCGT A T T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T T A T AGT TGAGCGGAA T CA T - CA T T T TGGAGA T TGC - T T - A T TGT CA T T CAGT
GA TGT T T C TGAAACGACAAAAAG - - - - - - - - - - - - - - - ACA - - - - AAGAC T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAAC T TGGGA TGGAGC T - - GC T TGGT AA T ACGT C T - T T - AC T CA T TGTGT CC
AGCAAA - - - - - - - - - - - - - - - - - - - A TGCACGT T AAAAAGA - - - - - - C T C T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAAGT A T AACAGCAGT A - - - - - - T ACAGT AAAAAC - T T AAAAC T TGA T T T T T
GCGGT T CGT AACGAAAA T T TGAC - - - - - - - - - - - - - - - - - - T CGAAA T AC T AAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGAAGGT C T TGGGC - - - - - - - - - - GCCCAA T ACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGT A TGG - - - - - - - - - - - T T A T T CGT AAAAAAA T T - - AACCC T CGCC T TGT
T T T T TGA T TGAAC T AAAA T AGAGC - AA T TGGT C T A T T T AAG - - GGAAGAGT T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGCC T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGCCGGAAAGAAAC T A - - A T T T TGT AA T AAGT A T - T T AAACCGT T ACACA T
AA TGTGT CAAA TGAA T CG - - - - - - CCCCCACCC TGC T T AA TGC T CC T T CC T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T T A TGT AAGAAAAGGT AAAAAAC T A T CAA T T CAC T AAAAAA T T T AAGACAAGGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACGGT C T TGGCGT C T CGAGA TGCGAC T A T AAA T ACGGGCCAAGAGAAGC - - - - - - - - - - - GCGT CCGAC T C T AGGT - - - - T T C T C T TGAA T A T
AC TGTGT AGCCAGCGACACG - - - - T ACGGGAC T T AC TG - - - GGCCCGT A T T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGC T TGGT CGGAA T CGTGT T T T T CGGTGGT T T T - T T - AC T T AC T T T TGAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AC T T AGGCCCGT A T T T A T AGT CGCA T C T CGAGACGCCAAGACCGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AA TGC T T AA T A T AAAC - - GTGAAC T A T AAAAAAC T - - - GT CCA TGAAA TGT
A T T T A T TGAAAA T AA - - - - - - - - C T C T TGA T A T T CGA T AAA - - - - A TGAGT AGGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AGGC TGTGAA TGCAAAAA T CAA T T AAAACGAAAA T - T C - A T T T AAAA T A T A T
CC T A T A T ACAAAA TGACACGAAGC TGC T CA T T C T CC T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAA T T C - - GC TGCGAGGGCACGT A T TGACAAAAA - - - - AGTGCC T T C T C TGT
GT TGT T T A T TGGGAAACCGAA TGC - - - - - - - - - - - - - - - - - AA TGAGT AC T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AAGC T AAGAC T T CAACCA TGT CCGGCAA T AGTGCG - CAAA T C T AAAGT A TGT
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CAC T T AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCGAAGACCGT C T TGGCGT C T CGAGACGCAAA T A T AAA T ACGGGCC T AA - - - - - - A T AAAAA T A - - AAGT TGCAGAAAAACA T - - - ACC T ACAACACAG
T A T A T T T CAGGA T CGAC - - - - - - - - GT A T AA T T AGAAAAAAAAA T A T AC T AAAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGT C T AAA T CA T TGAGACAA T C - - T C T T T T CAGCAGAAA - - - - - - - - - - - - T T T T AC
AGCGTGT AGGCCGGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AAGGC TGGT A T T T A T AGT TGCA T C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGA TGCAAC T A T AAA T ACGGGCC T AAGAA TGA - - - - - - - - - ACCGA TGCCGA TGACAA T - T T - GT C T C T AACAACC
GAAGAA T T AAAAA TGT T AAGGCG - - - - - - - - - - - GT AA - - - GGCA T CA T T T - AGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T T AGA TGT TGA T - - - - - - G - - - - - - - - - - - - - - - - - - T T - GT CCGAAC TGT A T
AA T A T T CGCAAAAAGT TGAAAACC - CCCAAA T T T C T TGAAA T CAGT AAAA - - - - - - - - - - - - - - - - AGT TGCGT T T T T ACACACC - - - A T AGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGC T C T CCCAAGACCCGACAGCAAA T TG - - - - - - - - GCA T CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T T T T T C T T AA
GT T A T C TGT T T T A T AAC T T A T T T - AAA TGTGT T T T T T T - - - GA T T ACA T AAAAGGCCCGT A T T T A T AGT TGCGT C T CGAGACGCCAAGACGGT C T TGGGC - - - - - - - - - - GCCCAAGACCGT C T TGGCGT C T CGAGACGCAAC T A T AAA T ACGGGCC T AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T
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 size: 3007bp; fragments: 990; full length: 20 (>=2706.3bp)

TE consensus (bp)

di
ve

rg
en

ce
 to

 c
on

se
ns

us
 (

%
)

500 1000 1500 2000 2500 3000

50
10

0
15

0
20

0
25

0
30

0
35

0

TE consensus genomic coverage plot (bp)

co
ve

ra
ge

 (
bp

)

0 500 1000 1500 2000 2500 3000

0
50

0
10

00
15

00
20

00
25

00
30

00

TE consensus self dotplot (bp)

T
E

 c
on

se
ns

us
 s

el
f d

ot
pl

ot
 (

bp
)

0 500 1000 1500 2000 2500 3000

TE consensus structure and protein hits (bp)

No TE domain detected

After TEtrimmer 3007 bp



0 500 1000 1500 2000 2500 3000

0
5

10
15

20
TE: rnd_1_family_738.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_n.bed_g_1.bed_fm_2.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa

 size: 3307bp; fragments: 973; full length: 16 (>=2976.3bp)
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 size: 464bp; fragments: 431; full length: 252 (>=417.6bp)
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