
Start crop Point End crop Point

MSA length = 1903
- - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T AAA T - - - - - - - - - - - - - T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T T T T AA T A T T - - -
CAGTGT T T A T A TGC T A T ACA T T A T T - - AGA T A T T A - - - - - - - - - T T A T ACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGAGA T T T CC T A TGT CCCGT CCGACGA TGCAACACC TGGT A T AACAAA T T T AAAA T AGAC T T T ACGCA T T - T TGC T AGT AAGTGA T A T AC - -
A T C T T T A T A T T T C T T ACACAAAA T T AGAAC T T CAA - AA - - - - - - T A T T T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AA - - - T T T T AAGT T AAA T T - - - - - - - - - - T AAAAAACAAACA T TGCAA - -
CAGTGT T T A T A TGC T A T ACA T T A T T - - AGA T A T T A - - - - - - - - - T T A T ACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGAGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AACAAA T T T AAAA T AGAC T T T ACGCA T T - T TGC T AGT AAGTGA T A T AC - -
T AGCA T T CGTGACA T A T T T AGT T AAGT AA T T T AGGT T A - T T AAAC T CAC T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T T CCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGGAACACCCGGT A T AA - - - - - - - - - - - - - - - - - - - A T C T C TGT T CA TGAGAA T A T ACAGGGT - -
GT A T A TGT A T AA T AAA TGCA T T AGT - AGGT T A TGA - AAGT T AA T A T TGA T A T ACCGGGT AA T ACA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA TGT AAAAAA T - -
- - - - - - - - - - - - - - - - - - - - - - - - - T C TGGT T TGAC - - - - - - - - - T A TGT A T ACCGGC TGT TGCA T CGT CGAGCGGGACA T AGGAAA T T CCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT C T CGT CCGACGA TGCAACACCCGGT A T A T C T A T A TGAAAGAC T A T A TGAAGCCGAGT CAGAGACAAC T AGA T AAC - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T AGT - - - - - - - - - T A T ACA T ACCGGA TGT TGCA T CGT CGAGCGGAACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AAGCACC T AA T A T T T AGGT T CC T CACAA T A T T CGG - - - - A - - - - T AA T ACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA T ACAACACCCGGT A T AGGTGA T T T CAA T C T CAA T A T T ACGA T CA T T CACAA T A T C T AAAAAACAA
GTGGGT AGGC T A TGTGGGCGAAGGTGCAAAGT TGA - - - - - - - - - - GT T ACA T ACGGGGTGT TGCA T CGT CGAGCGGT T TGT AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACAA TGCAACAC T CGGT A T AC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GAA T AC T CA T TGAAGAGC TGA T T CCAAGGGT T T AA - - - GT T AGA - - - - - - A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T T C T A TGT CCCGT CCGACGA T CAGAGGCGCAAC T AGGCAA T C T CAAAA T T AGCC - - GCGA T T CAA T AAAACCACGTGA T A T AG - -
TGAAA T T CAAAA TGT AGA TGAGGC TGA T A T T T TGA T AA - - - - - - CACCC T A T ACCGGGTGT TGCA T CGT CAAGCGGGACA T AAGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAAAACCCGGT A TGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GT ACGT T T AAGAAACAAA TGACA T T AAAAA T A TGA T AA T T T AAA - TGGGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGT T T T T A T AGAAAC T T A T T - - ACA T CAC T A T T T T AGAA T C T AAAAAACAA
A T A T CA T CGGT A T T AA T T T T A T AAA - - - - - - - T AA - AA T T T AAA T T T A - - - - - - - - - - - - - T A T A T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGAACCGT CCGACGA TGCAACACCCGGT A T AGT T T T T T TGAGG - - - - - - - - - - - - - - - - - - - - - - - - - - T T AA T AGA T - -
AAA T A TGT AAAAAA T A T A T AC T T AGAAAAA T ACAAC - G - - - - - - - - - - - CA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCAA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGAA T T T CC T A TGT CCCGT CCGACGA TGT AACA T CGGGT A T A T T AACA T T T C TGT T T A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T ACCAC T CA T T A T C T A T ACAACA T T AGAAC T A T A T - - - - - - - - - CGA T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T AGA TGGGA T T T CCAA TGT CCCGT CCGACGA TGCAACACCCGGT A T AACG - T T T T T T T T A T T T A T - - AAAAGT TG - - - - - - - - - - - - - - - - - - - - -
T ACCAC T CA T T A T C T A T ACAACA T T AGAAC T A T A T - - - - - - - - - CGA T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T AGA TGGGA T T T CCAA TGT CCCGT CCGACGA TGCAACACCCGGT A T AACGT T T T T T T T T A T T T A T - - AAAAGT TG - - - - - - - - - - - - - - - - - - - - -
TGAGGCGCGAGCCA TGCGCGACC T AGCAGTGT TGC T AG - - - - - - - A T AC T A T ACAGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCCACGA TGCAACACCCGGT A TGT AAA T C T TGT CCC T AA T T - - AA T TGT T T T T T A TGACGA TGAGCAAAC - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T T TGA - - - - - - - - - - GT AA T A T ACCGGGTGT TGCC T CGT CGAACGGGACGT AGGAAA T CCAA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T TGCC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T T AAACC T AGT A T T T ACC - - AAAGT ACCC T AA T AAA T AAC TGCA TGTGA
AGT T AA T CA T A T T T TGT A T AA T AA T - - - - - TGT AA - AA - - AAAA T AGCACA T ACCGGGTGT TGCA T CGT CGGACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CGT A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T - - - - - - - - - - - - - - - - - - - AAA T A T ACA T T AGAAGAAA T A T AA T A T A -
AAGTGT T TGT T A T ACAGT TGACCAA T CAAC T T TGT - - - - - - - - - T A T A T T A T ACCGGGTGCCGCGT CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACACGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGT T AA T A T T ACA T AA T AC T - - - - - - - - T CA T AA T AGT A T A TGT A T T A T A -
AAGT C T A TGA T T CGT AGC TGAGT ACC T AA T T T TGA - - - - - - - - - T T CGCCA T ACCGGGTGT TGCAACGT CGAGCGGT ACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AGT A T CCACGGAA T A T A TGT ACAA T T T CA TGGT T AACAGA TGGCCAACA T
AAC T A TGCAAGA T A T CCCAA T T T T C - - AGA T A T AGT - - T T T AAA - - - - GT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA T A T AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CCGA TGT CCCGT CCGACGA TGCAACACCCGGT A T AG - - - - - - - - - - - - - - - - - - - - - - - - - - - C T TGGGAGT AGCAAGGT AC - -
T AA T A TGT CAC T CACAC T T A - - - T A - - - - - T T ACG - AA - T TGAGC T T T T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGGGAC - - - - - - - - A T A T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACAC T CGGT A T A - - - - - - - T AAAA T T AGA T T - - - - - - - - - T AAAAAA T AA T T AAGA T A T A T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T TGCC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T T AAACC T AGT A T T T ACC - - AAAGT ACCC T AA T AAA T AAC TGCA TGTGA
GT CC T T C T AGT A T T T AC T ACA T T T TGAAAAC T CCA - AA - - CGAA - AA T AAA T ACCGGGAGT TGCA T CGT CGAGCGGGACA T AGAAAA T T CCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGCCCCC T CCGACGA TGCAACACCCGGT A T A TGAA T T T T A TGT T AGT A T A T T AAAA TGC T T AAAAAAAAA T AA T AAA T - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T CGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGG - - - - - - - - - - - - - - - - - - - GAA TGT CA T CAA T CA T CA T TGCCAAGCCA
- - - - - - - - - - - - - - - - - - - - - - - - - A T ACGT T T A T T - - - - - - - - T AGA T CA T ACCGAGTGT TGCA T CGT CGGACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT T T A TGAAGT CCCGACCACAA T C T - - - - - - T T T T AC T A T T AAGCAAAACGT - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CC T C T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGC T A T CC - - - - - - - - - - - - - - - - - - - AA T AGAAGCCC T AGAGAAACAAGGTGT - -
AAAAC TGC T T TGT T TGT CCA T T AGGT CAAAC T T T A T - - - - - - - - T AAGA T A T ACCGGGTGT TGT T T CGT CGGACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CA T A TGT CCCGT CCGACGA TGCAACACCCGGT A TG - T C T T T T T A T AAC T T T TG - - GACAAAA T T CGCCAGA - - - - - - - - - - - - -
T A T T T T T AGT TGCC T A T A T AAC T T T T AAA T T T CAA T AG - - - - - - T T ACC T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T ACCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGAA T T T CC T A TGT CCCGC T CGACGA TGCAACACCCGGT A T ACA T A T T A TGT AGAA T A T T T - - AGAACCC T T AAGAAAC TGCAAAGAA T - -
AAAAA TGCC - - - - - - ACC T AA T A - - - - - - - - T T AA T - - - - - - - - - - - - - - - - ACCGGGTGT T CCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGCGA T T T CC T A TGT CCCGT CCGACGA TGCAACACA TGG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T CACA T T AAC T ACAACAA T T A T T T T C T AAA T C TGA - - - T T TGAA T AA T C TGT ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGGC TGTGT T AAAA T CAA T T - - - - - - - - - - T CAAGGAGC T C TGGAAAAG - -
GT T TGT C T A TGT T T T ACGT T A T C T T - - - - - T T TGA T AA - - T A T A - - - - T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAAGT - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AA T AA T CCA T T A T A T AC - -
AAGACC T CA T AGT TGGCACAGCAC T CGAAGT ACAACGA - - - - - - - AA T A T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T T CA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T T CGTGT T AAGCCACACC - - CACGT AC T T TGA T T AAGGT T TGCAGAG - -
AAAA T AC T TGCAC T T A T T T C TGTGAGT A T A T ACGA - - - T TGTGA T - - GA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T TGGAAA T CACA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC T T A T A T T A T A T T A T T AC - - - - A T AACA T C - - T AA T T T T T A T C T AACGA
T AA TGT T CAA T T CGT T T C T T T A T A T T A TGC T T CAA - AA - - - - - - TGGT C T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA T TGGA T T T T C T A TGT CCCGT CCGACGA TGCAACACACGGT A T AA - - - - - - - - - - - - - - - - - - - T AA TGA T T T T TGCAGA T CGT AA T ACA T - -
T T T TGC T T AAAA T T T AAACGAAA T A - - - - - T T TGA T A TGT T AAA T T T A TGGT ACCAGGTGT TGCA T CGT CAAGTGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGCCCGACGA TGCAACACCCGGT A TG - - T A T T T T A T T A T A T A T T T T AAA T A T T C T TGA T AGT CAGT T T AAGAGA -
T T A T T AA T T ACA T C T ACACAA T AGT A T A T T T T T AGT AA T A TGAA T AA T A T A T ACCGGGTGTGACA T CGT CGAGCGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA T ACAACAC T CGGT A T A T AGAAGA T AAGT T T T A TGT T - - - - - - - - ACA T AAAAGCA T AAAAC T T - -
AAA T AGCCAA T TGA TGT T T A T T T T CGT AAA T CCAGT - - - - - - - - - AC TGT A T ACCGGGTGT TGCA TGGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGG - A T T T CC T A TGT CC TGT T TGACGA T ACAACACCCGGT A T A T T TGC T C T AA T TGC T T T CC T AC T AAC T T T T AACAAA T AA T T A T T T A T - -
GT A T T T T T A T C TGA T C TGT AGCACCCCAAA T AAGA - AGGT T AGGT T C T ACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CACA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A TGGGT T T T CAGAAGT A T T - - ACC T AGAAGAAAGAACCA - - - - - - CAG - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACAACCGGT A T A T - - - - - - - - - - - - - - - - - - - ACAC T T T A T TGAAAA T T T C T AC T A T AA - -
- - - - - - - - - - - - - - - - - - - - - - - - - T AA TGT T T AA - - - - - - - - - - AGT A T A T ACCGGGTGT TGCA T CGT CGAGCCGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T C T AC T T CA T T T AA TGCC TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
CAGGC T ACACCA T AGT TGT AAA TGGAGAA T T - - - GTGA - - - - - - T T ACA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC - - - - - - - - - - - - - - - - - - - GCCA T T AC T CGC TGACGAGT A T C TGAC - -
- - - - - - ACAA T T CGAAAA T AA T C T T - - - - - - - - - - - A - - T T A - - - - - AA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T ACGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T - GAA T A TGC T T CA T TGT - - - - - - - - - - T CAAGAAAAAA T AAAA T AA - -
- - - - - - - - - - - - - - - GAC T A T T A - - - - - - - - T T CA T - - - - - - - - - - - - C T A T ACCGGGTGT TGCA T CGT CGGACGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T ACC TGT T T T ACGAC T - - - - - - T AAAGA T T T CGACAGACGA TGACAGAAAA
A T T CGC TGA TGACA T A TGT AGT C T T AA T AGT CC TGT AGT T T AAA - - - - - T A T ACCGGGTGT TGCA T CGT CAAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGA T A T AA T - A T T T TG - - - - - - - - - - - AAGAACC T T T CACAAAA T T T T C T A T A T A -
T AAAC T T CA T AA T T AA T T TGA T T T CCA T A T T A TGAC - - - - - - - - T T TGA T A T ACCGGGTGT TGCA T CC T CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA T AGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC - - - - - - - - - - - - - - - - - - - - - - - - - T T TGT AGAAAAAA T AGTGT A T AG
T A T CA T A T AC T A T AGACC T T A T AGGT AAAAGT T AA T - - - - - - - - - A T AA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T TGAA T TGAAGA TGT T T C T ACAC T A T C T C T T AAAA TGGACAGAACGTGT
T T T T T T T CAGCA T T CA TGGAACACA T AGA T T T T AA TGA TGT AAA T T T C T T A TGCCGGGT A T TGCA T CGT CGAGCGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T A T A TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AGT T T T T A T AAGA T T T T AC T AAGAAAC T T T CGAAAAGGT T T CGT AAA TGA
GA - - T CGT AAA T AA T T T A T CA T AA T AAAAC T AC TGT - A - - - - - - - A T TGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGTGA T T T CC T A TGT CCCGT CCGACGA TGCAAAA T CCGA T A T A T - - - - A T TGT CGT T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T A T T T T T AGTGCA T C T CGAAACCCGCAGT T T TGA - - - - - - - - - T T A T T T A T ACCGGGTGT T CCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGAGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT ACC T A T A T C TGAAAA T ACA T T - - A T T TGT T C T T T AA T A T T AGT T A T AGGT - -
CCACGT T T CACA TGCA T ACAC T A T T C TGA T T T T AA - AA - - - - - - - AAAGT A T ACCGGGTGT TGCA T TGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CCCA TGT CCCGT CCGACGA TGCAACACCCGGT A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A T A T A T A T A T AA T A T A T - -
T A T TGCGT T A TGT T T T CCCA T T T T T - - - - - T T T AA - GACGCCAGCA T AA T AGT CCGGGTGT TGCA T CGT CGAACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CGT A TGT CCCGT CCGACGA TGCAACAAC TGGT A T AGCAAAGCCAA T A TGT T A T - - AAA T AAC T T CCAAAAAAAA TGGT AAA T - -
AAGA T AA T CAGGT C TGT C T A - - - - - - - - - - C T TGG - AA - - - - - - T A T AGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT AGA - - - - - - - - - - - - - - T A TGC T - - - - - - - - - - - GGGA T ACA T AAAACA T - -
GTGTGTGCAC T A TGTGCG - - - CA T CGAAAC T T CA T - AG - - - - - - T T AAAA - - - TGACA T ACCGCA T CGT CGAGCGAGACA T AGGAAA T CC T A TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T - - T AC T T T - - CAA T T T AC T T C T CA - - - - - - - - - - - A T AACCCACAAA T - -
- - - - - - - - - - - - - - - - - - - - - - - - - A TGAGT T TGA - AA - - T AAA TGGT CC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AA T T A T T TGACCGTGGT T T - - CGAAACAGT AGAGAGAAAA T ACCACAC - -
- T A T T T T AAC T A T ACC T A T AAGGC T T CCAC T T T AG - G - - - T AAG - - ACA T A T ACCGGGTGT TGCA T CGT CGAGCGGGAC - - AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGT T AC T AA TGAAAC T CACC - - CC T AGAA T CCGAAAA T CAA T AAA T T A T - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGC T CGACGA TGT AACACCCGGT A T A T - - - - - - - - - - - - - - - - - - - CCAGAA T T T T CAAAAAAACGA T CGGACA -
TGCCAC T T A T T T T T A T T AAAAA T T T AGA T C T T T AA - - - - - - - - - TGAAC T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGAAAA T CCCGTGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT ACGACGA TGCAACACCCGGT A T AG - - - T T C T AA T AAA T AAC - - GGAAA T AGCAGA T AACAAA T AA T ACACAA
- - - - - - - - - - - - - - - - - - - - - - - - - T AAAGT CCAG - - - - - - - - - T CGT CC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC T T AGC T AAGT T T T T A T T - - AAAAA T T T CCGA T CAAAAACA T AAAGT AA
GAAAA T AA T AAA T A T AAA TGACA T AGGT A T T C T AA TGA TGGAAA - T AAA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACAGGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGT T T T T CC T T A T A T C T ACA - - AAA T CA T C T CCGAAGT AGA T AAAGA T A - -
CAAACC T CGGAA T T AA T T T A T TGTG - GAA T T T T T A T AA - - - - - - T AAAGT T T AC T CA T T T T TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AAA T T ACAGGAGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGCC T A T T TGAGA T T T T CAC - - A T A TGT C T T T AA TGGT AGT T CACA T T T AA
- - - - - - - - - - - - - - - - - - - - - - - - - GAGAGC T CGACAA - - - - - - - T A TGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAGCACCCGGT A T AA T T TGT T AGT T A T ACACA - - AGAAAA T CCCGGGAC T AA T T A T T AAGA - -
- - - - - - - - - - - - - - - - - - - - - - - - - A TGGA T T CAA - - - - - - - - - - ACGGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT T CGACGA TGCAACACC TGGT A T AC T T T T CC T AAA T T T T AGT CGT A T T CA T C T CAA T AA T T TGCCGAA T A T AA
AGA T A T T T A TGAAA T A TGT CA T T C T CAGAGTGT CA - AA TGAAAA T A T A T CA T ACCGGGTGT TGCA T CGT TGAGCGGGACA T AGGAA T T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC - T AA T A T ACCAAA T A T C T T - - - - - - - - T C T AAAAAAA T AAAAAAGT A -
GAGCGT CGGTGA T T AGTGT T T T T A TGTGGGT T TGGT AA T T T AGT A T CAACA T ACCGGGTGT TGCA T CA T CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACAGTGCAACACCCGGT A T A T T T A T A T TGAAGT A T A T T - - CAAC T T CAAC TGGAGT AGAGGACA T AG - -
T - - - - T CGA T AGT C T AA T T CA T T CGC T AA T T T T AA - - - - - - - - - T T TGT T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGTGT TG - - - - - - - - - - - - - - - - - - - CC T AA T T A T A T CGA T AGAA T A T CG - A T AG
GT ACACGTGT AGGC T A T T T T AAC T AGT AAGT A TGT CAAGC T AAGT T AAA T A T ACCGGGT A TGGCA T CGT CGAGCGGAACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGA TGA TGCAACACCCGGT A T AG - - - - - - - - - - - - - - - - - - - AGT AAA T T C T AA T AAAAAGT AAAAAA T AA
A T T TGT T T A T T AA T AGCCCCCCA T AGGGA T T T T T AC - - - - - - - - T CCCC T A T ACCGGGTGT TGCA T AGT CGAGCGGGACA T AGGAAA T T CCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACAA TGCAACACCCGGT A T AG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAGA TGCAAGACC T - -
AAA T AC T T C TGT C T T AC T TGA T CGT - - - - - T T T AA T AA T T T AAA - - - AGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T TGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AGT CA T T T T AAGT T A T C T - - - AAA T AAAGC T AGGAAACAA T AGAAAACAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CC T A TGT AAA T T - - - - - - - - - - AA T T T ACA TGAGA T T T CC T A TGT CCCGC T CGACGA TGCAACACCCGGT A TGT - - - - - - - - - - - - - - - - - - - AGTGTGC T T CACAAGAAGACGAAAGA T A -
- - - - - - - - - - - - - - - - - - - - - - - - - GAAGC T T TGA - - - - T T AAA T C T CGT A T ACCGGGTGT TGCA T CGT CGAACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T C T T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T T CAA T C TGAA T T CCAA T T T AGCA T AAAGACCAAAAAAC T AGAA T AC - -
- - - - GCA T A T T C T ACAAA T AAAAA T AAAAAGT T AGT AAC T T T AA - - - - GAA TGCCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA - CCCA TGT AAAC T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T ACGT CCCGT CCGACGA TGCAACACCCG - T A T AC - - - - - - - - - - - - - - - - - - - GA TGT T T C T CGAAAAAAAA T CGGACCA T C
T ACA T T T T A T T T T T T ACA T CAACC T - AGGGT A T TGT AA T C T AAA T A T TGT C T ACCGGGTGT TGCA T CGT CGAGTGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T TGC T A TGT CCCGT CCGACAA TGCAACACCCGGT A T AC T AA T C T T AAA T CA T ACA T T - - - - - - AC T T T C TGAAA T A T AAAA T T T - -
A TGT A T T AAAA T TGT A T A T T TGT A T - - - - - T - - - - - - - - - CAGA - - - - A T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAG - CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T T C T A T A T CCCGT CCGACGA TGCAACACCCGGT ACC T - - - - - - - - - - - - - - - - - - - - - A T AC T T ACGTGGA T AAGT AAA T CACGA
AA T A T C T T CAAACGT A T T TGT T TGA - - - - - - - - - - - - - T T - T AA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGC T CGACGA TGCAACAC T CGGT A T A T T T T C T C T T AA T T AC T A T A - T AAAA T T A T T - - T T ACCCCCA T T T AACAA
GGA T T CACAA T CC TGAGGT AA T AA TGCAA T CC TGA - AA T ACAGGT ACGC T A T ACCGGGTGT TGCA T CGT CGAGCGGGACC T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCC - - - - - - - T T A T T A T T AGGT CC T T C - - - - - - - - - - - - - - - AGCA T T T AA T ACA T - -
- - - - - - - - - - - - - - - - - - - - - - - - - A TGAAC T CGA - - - - - - - - - - CGC T T A T ACCGGGTGT T ACA T CGT CGAGCGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T ACGAACCCCAAA T T ACA T T T T - - - - - - - - T ACAGGACAA T T CAAAC T T - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CCAA TGT CCCGT CCGACGA TGCAACACCCGGT A T AA - AA T T C TGAGT TGTGT - - - AGA T A T AGT T AAAAAAA T A TGAA T CAC - -
A T A T T T T CC TGAAA T ACA T CC T A T T T TGC T C T T AA T AA - - - - - - GC T T A T A T ACCGGGTGT TGCAACGT CGAGCGGGCCA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT T CGACGA TGCAACACCCGGT A T AA T C T T T T AA T AA T T T AAA T T T CA T C T CGA T CGA T A T AA T T CACA T T T - -
GTGT T T T T AGT AC T T A T A TGT T T A TGTGTGT T CCAGGA T T - T AA T ACCC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT CGT CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGAC T T CC T A TGT CCCGT CCGACGA TGCAACACCC TGT A T A T T T A T T T T AAGA T T T CAG - - - - CAGT T ACA - - TGGT T CAA T A TGAAAGA
- - - - - - - - - - - - - - - - - - - - - - - - - ACGGT T T T AA TGG - - - - - - CCGTGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AG - - - - - - - - - - - - - - - - - - - - - - - - - - - T C TGT T AAAA T T AGAAAGT - -
AAA T T T C T AAA T A T CAGGCAACACA T CAAA T T CAA - - - - - - - - - CAGAC T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T T TGT CCCGT CCGACGA TGCAACACCCGGT A T A T T ACGT T TGACACACAGC - - AAGT CA T T T T T AC T CCGAA T AGAACAA - -
T AACGGACAAAAAACGC T T AACGT T - - - - - T CAGA - CG - - T AAA T T T ACCA T A - TGGGTGT TGCA T CGT CGAGCGGGACGT AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AAACAACC TGTGA T A T AAC T - - - - - - - - - T CAGGAACGA T T T AGGT A T AA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACCGGGTGT TGCA T CGT CGAGTGGGACA T AGGAAA T CCCA TGGAAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGAGGA TGCAA T ACCCGGT ACC T T T T T T T TGGT CCA T C T - T T AC T T C T A T T C TGTGGT C TGT TGT A T CC - -
- - - - - - - - - - - - - - - - - - - - - - - - - CACAA T T T T A - - - - - - - - - TGT A T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T A T AC T T AAA T T T A T T AC - - - - - - - - - - C T AA T AGA T A T T T AAAAAC - -
GT C T T T T C T T C T AAC T T C TGA TGT T - - - - - T T CAGCAA - T AAAA - C T AACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAAACCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGC T CGACGA TGCAACACCCGGT A T AA T T A T T T A T T ACC T T A T T - - T AAA T T A T C T A T T AA T C TGCACCA T A T - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAA - - - - GA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGT - - - - - - - - - - - - - - - - - - - - - A T - - - - - T T TGT ACAAA T TGT A T AAAA
- - - - - - - - - - - - - - - - - - T AA T T T T - - - - - - - - TG - T AC T AAAAC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCAGT A T A - - - A T T T T - - - - - - - - - - - - AAGCAA T T T T AC T AACAGT T TGCACAC - -
AAGCAAA T AA T T T AAAAA T CA T C T T - - - AA T T T AAGAA - T TGGA - ACAA T A T ACCGAGTGT TGCA T CGT CGACCGGGACA T AGGAAA T CCCA TGAAAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AA - CA T T T T AAAA T A T - - - - - - - - - - - - - - - - AGGGAAA T T AAAA T AA - -
- - - - - - - - - - - - - - - - - - - - - - - - - AAGA T A T TGA T AA - - - - - - - T TGT A T AACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCCACGA TGCAACACCCGGT A T AC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GT C T T A T T T T T ACGTGAGAAA T C T CA T A T T T T TGACAA T T T AAA - T A T C T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGC T AA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGAGGCAACACCCGGT ACC T - - - - - - - - - - - - - - - - - - - TGA T A T T T T C T AAAA T CC T TGACA T A T - -
G - GCGACCA T CA T CAAC T T A T T T T T - - - - - T T T AAC T A T T T AAA - - - - A T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGTGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AGT CAC T T TGA T T T T T ACCC T AAA T T CCA T CACCAAAA T A T T T T A TGCA -
GAGTGCGT C T T T A T TGT T A T T T T T T AAGAA T T T CG - - - T T T T AA T T A T ACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T T AA T T T CA TGGTGT AAC - - T T T AA T CC T AAA T TGT AAC TGCAA T CC - -
T T A T AC TGGAAAGA T AC T TGT TGA T ACGAA T T CGA - AGT A TGAAGT T A T CA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCA T CCGACGA TGCAACACCCGGT A T A T T T ACGT TGA T ACA T AAA - - GGAAAC TGT CGCAAACA T A T CAACAAC - -
GGA TGT T T T T T AC TGACAGCGT T T AAAAAA T ACAA - AA - - - - - - - T AGA T A T ACCGGA TGT TGCA T CGT CGGACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAA - - CC TGGT A T A T T TGT T T AGAAAAACAAA - - AAACGC TGT CAGT AAAAAACA T CCCA T - -
GT - - - - - T A T A T T T TGT T T AA TGT T AAAAGT A TGT - - A T C T AA - T CGCCCA T A T CGGGTGT TGCA T CGT CGAGTGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC - - - - - - - - - - - - - - - - - - - - - CAAGT T TGCACAAAAA - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - T A T T T T T AAGAA T A T AA - T A T T CAAA T T A T C T A T ACCGGGTGT TGCA T C T T CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - AA T T T ACA TGGGA T T T CC T A TGT CCCGC T CGACGA TGCAACACCCGGT A T AA TGA T T T T - - - - - - - - - - - - AGGAC T T T AAACCAA T A T A T T T AA TGT - -
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TE: rnd_1_family_694.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_n.bed_g_1.bed_fm_2.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa

 size: 1903bp; fragments: 13732; full length: 625 (>=1712.7bp)
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No TE domain detected

After TEtrimmer 1903 bp
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 size: 2203bp; fragments: 13532; full length: 0 (>=1982.7bp)
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After TEtrimmer Extended plot Blue lines are boundaries



0 200 400 600 800 1000 1200

0
5

10
15

20
TE: rnd_1_family_694

 size: 1238bp; fragments: 7629; full length: 856 (>=1114.2bp)
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