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AAAA T A T - - - - - - - - - - - - - - - - - - - - - - - T T CCAGT AA T T A - - - - - - - A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGACA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT T CCAACA T A T AGT TGT T AGGGC T CGT AGT T AGC T T T T T CA TGC T A T T A T T A T T A T T T A T T T T T T CC T ACAAAGT T T T
- - - - - - - - - AAAA T A TGCAC T T A T AGT A - - - - - - - - - - - - - - - AA T A T AA T ACGAGCCC T AACAACAA T A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AAA T C - - T C T T A TGAAAAA T AAA T C T T A T T T T T ACAGA TGGCACA T A T T T T
C TG - - - - - - - - - - - - - - - - - - - TGC T AA - - - - - - - - - - - T T CA - - - - - - A T ACGAGC T C T AACAAC T A T A TGT TGGGACAAGGT CA T A T T A TGGAA T T A T - - - - - - - - - - T T T A T TGAAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T TGT A T - - - - - CC - - - ACCGGGCCGT ACCCGAGCCGGGCGT AGACACCGAGCCAC
- - - - - - - - - - - GGT T CCCGT T T T T A T CC - - TGGGT ACG - AAA - - - AA T T C T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGA T CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T - - - - - C T T CGT CCCAGA TGCAGC T A TGC - - - - - - - - - - - GGAAAA T CA T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AC T T T CAAAAAA - - CA T T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CA TGAC T T - - T T AC T T A T T AAGT AGT T T T T A T CAA T T T AACAGAACCA T C T C T T
AC - - GGA T T T T CGCACCAACCACGGCAC - - CCCAA T T AAAAG - - - - - - - - T ACGAGCCC T AACAAC T A T A TGT TGGGA T AAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T T ACAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T A TGGC T CGT AGCAG - - C T T CAC T T TGGGCAA T T A TGAAAAAGT TGAGT ACCCAACA T T T C
- - - - - - - - AAAAGT A T T AA T T T T TGTGA - - - - - - - - - - - - - - - - - AGGCA - - - - - - - - - - - - - - - - - - - - - - - - - - - - CAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAA - - AC T T TGT CCCAACA T A T AGT TGT T TGGGC T CGT AAAAG - - T T T T CACCAAGA T ACCA T CAAAAAAGT T AGT A T T AC TGAGT T A T
C TGAC T T - T AAGAAGT T TGT C T AGCAA T - - TGAA - - - - - T T AA - - GA T AA T ACGAGC T C T AACAAC T A T A TGT TGGGACAAGGT CA T A T T A TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T CGT CCCAACA T A T CG - - - - - - - - - - T C - - - T TGC - - - - - T AAC T AACA T T T T T CCGAACAACC - T CAA T CAC T AAC T A TG
- - - - - - - - - - T T T TGT T T TGC T T TGACG - A T C T AA T AA T T AAAAACC T AC T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA TGT T A TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT - - - - - - - - - T T T AGT AAG - - - T T A T ACAGAGTGGT AAA T CCCA TGT A - - - -
T T AAAAA TGAAAAA T T C T A T T A T T A T AG - - T A T T ACCAGGAA - - - CAGT A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGA T CGT - C T - TGGT T TGACAC T T T T A TGAGAGT T C TGT CA T T TGGC T C T A
A T AA T AGAAAAAGT ACCCAACCC TGGAG - - TGT T CC T CAGT A - AA T T T T A T ACGAGT CC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A - - - - GTGT - T - T T T A T TGT T T T T T T T A T TGACGT T T T AC T AAA T T A T T T T
GCCA T T T T AGC T A T ACA T AC T TGT A - - - - - CA T A T T T AA TGAAA - - A T T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T AAAA T - A T C - - - T AAAGT A TGT AA TGGT ACGT ACGCACCGA T T CGCC T C
A T AGT T TGAAAGAGCGCCACCC - - - - - - - - - - - - - - - - - - - - - AACACAC T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT AA T A T T T TGGAA T T A T - - - - - - - - - - T T T T A T TGCAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T A - GT T T C T T CA T AAAA T AC T T T T T ACA - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T A TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CACAACA T A T AGT TGT T AGGGC T CGT AGT TG - - A T - A T T A T T AACCC T A TGTGA TGTGT A - GTGC T AAA T A T A T T T T
- - - - - - - - - - - - - - - C T AA T T T T T AACAAA - - - - - - - - - - - - - GA - - - T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T C TGGAA T T A T - - - - - - - - - - T T T A T TGCGAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AC T T AGT - T T CC - - CAAA T T T C T AAC T AC T T CAAC - - - - - - - - - - - - - - - -
T T AA T AAA T AA T A T - - - - - T T A T T AAA T - - T T T C T A T CCAGA - A - - C T TGT ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A - - - - A T T T - TGCC T AA T AGTGT T T T T A T AAACCA T AGGACAAGAAGT T T T
A T AA T AGT T CGAA T T T AAA T A T T T T AAA - - TGT A T T T T T CGAGT AA T A TGT ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T AGAGT TGT T AGGGC T CGT A T AACGT - - T - - - - - - AAC T A T T T T A T T T T A T AGA - - - - - - - - - - - - - - - -
- - - - - - - - - - - GGCC T CCGGTGTGGA T C - - CGGGCCCGGGT A - - - GT A T A T ACGAGCCC T AACAAC T A T A TGT TGAGACAAGA T CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AC T AG - - T T T CAC T T AAAA T A TGT T T C T A T C T A T T T CCA T AAGAA T ACCA T
ACA - - - - - - T AAACA T AAA T - - - - - - - - AA - - - - - - - - - - - - - CACC T A T T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T CGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGA T C T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T A - - - - - - CA T T T AAGAC TGAGT CGACC T AGGT - - T A T T T T T A T T T T AA
AAGT TGGA T ACGACA T T T CC T T T CAA TG - - TGA T A T TGAGGGGGAGCC T C T ACGAGCCC T AACAAC T A T A TGT TGGGAAAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGAAC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AAC TG - - - - - C - - - AGGA T T T T T C T T AA T T A TGGG - - - - - - - - - - - - - - - -
A T AA TGAAACAGC T A - - - AC T A T CAAAA - - CAGAC TGCA T T A - A - TGGAC T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A - - - - - - T T - - - - - - - - - - - T A T T AC TGTGAAAC T T AA T T C T AGGT A TGT C
GCAGT T CAC TGAGT A TGT A T - - - - - - - - AA T CGGA T T - - - - - - GG - - - - C T ACGAGCCC T CACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGA T C T TGT CCCAACA T A T AGT TGT T AGGGT T CGT AGT A - - - - - - AA - - CAGAA T CA T T ACGA T ACGCGT CGCAACAGGAGT TGTG
ACAA TGGT AA T T T T A T ACACC T ACAAA T CAAAGGT T T - - - - - AA - - - GAC T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGAGC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT ACGT CGT - - C T - - - T T AAA T AA T TGT T AA T T CAGA T TGT AGT T TGTGT T T T
C T AA T T TGT TGT A TGT ACA T T AC T T T AG - - T A T T T TGAA T TGAAAAA T C T T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGGCC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGA TG - - - - - - - - - T AAGA T A T T C T CCA T C T A T T T T TGC TGT AAACAGC T T
C T A T CAGGT - - - - T C T C T T CGCGAAAAA - - TGA T T T T T T T CAA - - AGA T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T A TGGA T T T A T - - - - - - - - - - T T T A T TGCAAAAAAGAAAACCAAACCAACA T A T AGT TGT T AGGGC T CGT AGT AG - - - T - - - - - - - AAACCCAGACAAAA T CCAGGT T C T CAAAA T T T AAG
ACAAGGTGTGCAA T A T AGGT T TGT AAA T AGAAGGT T TGT AGAA - - - - C T C T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAGGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T A T AGT - T - - - - - - - - - - T A T A T A T T A T A T TGCA T T C T AC T T T ACA T T T A
AAAACAAGGT AGGT A TGAA T TGCGCAGG - - - - - - - - - - - - - - - AGGA T CA T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT ACA TG - - - - - GA T T TGACA T AAC T T T TGAG - - - - - - - - - - - - - - - - - - - - -
ACACCAAAACAC T T T T AGT T T ACAC TGG - - - - - - - - - - - - - - - AA - - - - - - - - - - GCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T TG - - T T T TGC T T AAAA T A T CA T CAAAA T CGAC - - - - - - - - - - - - - - - -
ACAGT - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA T T AAAAC - - - T T T T A T ACGAGCCC T AACAAC T A T A T A T TGGGA T AAGGT AA T A T A T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAACAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGGT A - - - - - A T T T T AA TGCAAAAAA T ACGAAAAAA T - A T AA TGACA T T T T
AAAAAA T AAGAAAA TGCAGT T T - - - - - - - - - - - - - - - - - - - - - AC TGT AC T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT AA T A T T T TGGAA T T T T - - - - - - - - - - T T T T A T TGCAAAAAAGACC T TGT CCCAACA T A T AGT TGT TGGGGC T CGT A T AA - GT T A T - - - - T AAA T C TGT T T T T A T T - - - - - - - - - - - - - - - - - - - - -
T T A TGA T AAGAGA T T T T CAGT T C T T AAGAA T A T AAGCAA TGA - GA - - - - - T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T T A T TGCAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGT A TG - - - - - - - - - - - - - - GT T T CCGGAA - - - - - - GGT T T TGT AAGT AC T
ACCA TGA - - AAA T A T T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T T A - - T T - AAA T T AAAAAAAC T T T T T T T TGCCGT AGCC T ACCA T ACC T A
AAA T T AAAAAAAAC T T TGAC T T T T - - - - - - - - - - - - - - - - - - - - - AA T T AGACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAA - AAAGACC T TGT CCCAA T A T A T AGT TGT T ACGGC T CGT AC T T CGA T C T T TGC T AGGA T A T T C T A T A - - - - - - - A T T T T AA T TGTGT T T T
A T CA T AAGAAAAC TGCACA T CACACAA TGT CGT AAAAGA T AC - - - GGT AA T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAAC T T A T AGT TGT T AGGGC T CGT AGGTG - - - - - AGAGT CAAA T CCC T CAAA TGGCAA T - - - - - - - - - ACACC T C
A T CGT CCACA T AA T T T T T AC T AA T A T C T - - - - - - - - - - - - - - - - - - - - - - T ACGAGCCC T AACAACA T T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T ACG - - - - - AGA T T AAAA TGT T CGAAAGT CGGACA T T T T A T T AAAA T T T C
C T AA T T A - - GA T T A T T CAAAC T - - - - - - - - - - - - - - - - - - - - - - - - - - - C T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T A T - - C T - TGT C T AAGA T AA T A - - - - - - - - - - - - - - - - - - - - A T ACC - -
GT A T A T AAGC T TGT T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGAGCCCAAACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAGAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A - - - - - - - C T T TGC T AGGA T A T T T T A T - - - - - - - - A T T T T AA T TGTGT T T T
A T T CAAA TGA T T C TGC TGA T T C T T CAGAAG - - - - - - - - - - - - - AACC T TGT ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGGTGT T AGGGC T CGT - - - - - C T - T T T C - - TGA T T TGT T TGA T AAA T AGA T - - - - - - - - - - - - - - - -
GACGT AAGGAAGGAA TGC - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGT A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGCAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGT AA - - - - - T A T T T T AGAGA T C TGT AAC TGT C T C TGT T T CCCCA T T T T CC
ACGAAA T AGCAAGT A TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TG - AAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGT ACCAAA T T T T
A TGGACCAAAGGGA T T T TGT C T AAAGAG - A TGCGT ACA TGT C T - - TGT CA T ACGAGCCC T AACAA T T A T A TGT TGGGACCAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T A T - - GC T T TGC T T AAC T AAC TGCAAGCGAACCAGAC T T AAGGAA T T AC
T AAA TGT T C TGGT AA T CGGT T T C T AAGG - - T T T T AGTGC T CA - - - - T T CC T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAA - ACC T TGT CCCAACA T A T AGT TGT T AGGGC T CG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACAAAGT T T T
AAAAAACA T AAAA T CCACA T T T T TGGA T - - - - - - - - - - - - - - - - - - - - - - T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT C T CAACA T A T AGT TGT T ACGGC T CGT A - - - - - - - - - AGAC TGA T T TGT T T AC T AC T CGACAAGT T A T T ACACA T T A T
GAAGCAA TGT AGT T T T TGGGC T C - - - - - - ACA T A T A T AAA T A - AAA T A T A T ACGAGT CC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGT T A - - - T - - - - - - - - - - - AC T C T TGAAA - - - - - - - - - AGT T AAAGT T AC
A T AA T AAAA T T A T TG - - - A T AAC TGT AA - - T AAA T TGCCA T A - - - GA T AGT ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT TGGGGC T CGT A - - - - GGT T - - - - - - - - - - - CA T TGGT A TGAACAA T A T T T T T AGT AAC T C T
A T AAAAAGGT AAA T A T T T A T C T T T AGAA - - T AC T TGT A T T A T AA - T T T - - T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGT T CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T T T T CCCAACA T A T AGT TGT T AGGGC T CGT AC - - - - - C - T CGT T T ACAGCGC T T T CAC - - - - - - - - - - - - - - - - - - - - - - -
GT AAA T TGTGT CCAA TGAA T T T TGA T T C - - - - - - - - - - - - - - - - - T A T AA T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGA T CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AAA T C - - AC T AACC T AAGAAGAC T AGT T C T AACA TGCAGCAGC TGCCC T C T
T T AGC TGT C - - - - - GCCA T TGCCGACAA - - CACGCACC TGT CA - - - - - GA T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGTGA T A T T A TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGAC T CGT A T AA T - - T C - C T AAAAAAA T A T A T ACA TGA T AGGTGT T A T AAGCAGC T T - -
ACGA T AAAACGAAAAC T CA T T C T T A T AGGACA T T CC T CGGGA - ACGTGT A T ACGAGCAC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAC T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T AGAGT TGT T AGTGCACGT A T AGG - - - - - T CA T T AAAGT TGT T ACGT T TGAGT T - - - - - - - - - - - - - - - -
A T AC T A T T C T CAGT T CAAACCACCCAAAAAAA TGACAAGT A T - AG - A T T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGT T CGT AGAA T - - T T CAGA TGCA T A T T - CCAA T T AAAACGA - - - - - - - - AACGCC T T
GT CAAGAGTGT CA T A T CAA T CAC TGAGC - - T ACAAA T AAC TG - - - T CC T A T ACGAGCCC T AACGAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGGCC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GT CAAGAGTGT CA T A T CAA T CAC TGAGC - - T ACAAA T AA - - G - - - T CC T A T ACGAGCCC T AACGAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGGCC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T T C T CAAAAGT AAGT T CAA T T - - - - - - - - T A T A T T T AA - - - - - - - - T T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AAGA - - - - - T - - - - T AAA T - - - - - - - - - - - - - - - - ACA T T AAAAAAAC T T T
ACA T CAC T T AAACAA T T CGA T T T AA T T AGA T A T A T T T A T CA T A - - A T T T A T ACGAGCCC T AACAAC T A T A TGT TGGAACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGA TG - - - - - A T A TGA T A T T A T A T T A T ACAGGGT T T AAGCGA T T AGA T T T A
A T AAAAA TGAAAC T T T T ACACCC TGT A T AAAACA T T T AA T T A - AAAGAAA T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T T A T TGCAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T AAGT - T T - - - - T CAACCA T T T CCAA T T - - - - - AGGT C T C T TGA T T CC T
AGACAA T AA T AA - T A TGAC T T T T CAAGG - - - - - - - - - - - - - - - - - - - - A T T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TG - CAAAAAAGACC T TGT CCCAAC - - - - AGT TGT T AGGGC T AGT A - - - - - - - - - T C T A T AGGT C TGT TGAC T TGGGCCAAGCAAAAGCA TGGT T T
AC - - - - - - TGT T T TGT C TGGT C TGGACC - - - - - - - - - - - - - - - - - TGT AGT ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGT TG - - - - AA T T C T AAAACAA T T T A T T T T AGCAAA T ACCAGC TGC T T T CC
- - - - - - - - AC TGA T T T CCGAC T T T T AC T - - - - - - - - - - - - - - - - - ACA T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGA T CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGT A - - - T T T T A T A T CAA T T CCAAA T CCA T T T AA TGACGCGAGAAAAACAA
AACGT T AAACA T T T T T T TGT CC - - - - - - - - TGT T T A T TGAC - - AAACAA T T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T C T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGT C T - - - T T - - - - T A T T T T A T T T T T T AGA - - - - - TGT CCGT TGAACC TGT
AGA T AAAAAAAGA T T TGGC T TGT T AG - - - - - - - - - - - - - - - - - - - - - - - - T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGCCA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A TGGT TGT T AGGGC T CGT AA T A T - - - - - TGACGAA T T CAA T T AGT T C TGGCCAAA TGAC T ACAA T T T T T
GT AGT T AAA TGAGTGT CCA T T T T CA T T T - - - - - - - - - - - - - - - AAACC T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAG - T CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGAC T T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AAAAG - - - - - - - - - T AAGT T A T A T T A T AA T CA T A T AA TGT T AA T ACA T T T T
A TGT T T T T T - - - - TGT C T - - - - - - - AC T - - T T AA T T T A T A T AA - - GGA T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T A TGGA T T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT T CCAACA T A T AGT T A T T AGGGC T CGT AA T T A - - T T - TGC T T T AAA T T TGGACAA TGGCAA - - - TGT C T T AA T ACAAA
ACAAC T T T AACCA T C T T CGT A T C T C T T A - A T AAA T T TGAACAG - - TGT AGT ACGAGCCC T AACAA T T A T A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT T A - T AGGGC T CGT AGA T A - - - - - GT A T T AGGT C T AC T A T T AGGGCA T T - - - C T CAA T AGGT T T T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - A T CCCAAA T AAACG - AAAAAGGT ACGAGCCC T AACAAC T A T A TGT TGGGA T AAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGCGC T CGT AGA T A - - - - - - - - - T AAAA T C T T T A T T CGTGT CAGAA T T AACACA T A T T T T
GT AA T T AAAAAAAACA T AA T - - - - - - - - - - - AAAA T AAA T AA - - - - - - - - T ACGAGCCCAAACAAC T ACA TGT TGGGACAAGGT AACA T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAACAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A TG - - - - - - - T T CA T T A T A T A T CGGAGGT T AGGAAA T AA TGGGCA T A TGTG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T ACA T AGACC - A - - - GAGT ACGAGCCC T AA T AAC TGT A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGA TGT CA T T TGT C T CAA T T A T T T T CAGA TGGCGA - - - - - - - - AGAGT T T C
TGTGT ACAGAAAAAGT T AAA T TGAGAGAAA T AGAC T T T T TGAAA TGGA T T T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T T T - - - T T T T T CCAGAA TGT T ACAGT T CGAAAAAA T T C T T AAA T A T TGT
GCAGA TGA T TGT ACA T T T T T T T - - - - - - AGT TGAGC T CG - - - - AA - - - - - T ACGAGCCC T AACAAC T A T A TGT TGGGA T AAGA T CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGA T C T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGCAG - - - - - AA - - GCAAACGGA T T CAAAA TGAGT AGT A T T T TGAAA T T T T
GC T A T T T AAAAA T T AA T AA T T C - - - - - - - - - - - - - - - - - - - - - - - T A T T A T ACGGGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAGT T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGAGC T CGT AGT T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT T ACCA TGACAA T T T
GT AA T A T AAAA T ACA T T T TGT T - - - - - - - - CAGA T T T T AGT T - AG - - - - A T ACGAGCCC T AACAAC T A T A TGT TGAGACAAGGT AA T A T T T TGGAA T T A T - - - - - - - - - - T T T T A T TGCAAAAAAGACC T TGT CCCAA T A T A T AGT TGT T AGGAC T CGT A T AAGA T - T A - - - - T T AACCAAC T T TGAA T T AAAGA TGT CCAA T AAC TGA T
- - - - - - - - - - - - - - - C T CAGA T T T A T AG - - TGT A - - TGA T CG - - - AGGT A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGA T CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT - - - - - GT - CACA T TGAAAAC T ACCC TGT T T T AA T T - - - - - - - - - - - - - - - -
A T T A T T TGGAAAAAA T CGAA - - - - - - - - - - - - - A T AAAA T AC - AA - - - - C T ACGAGCCC T AACAAC T A T A TGT TGGAACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AACCA - - - T T - - - - T T AC T T A T T T - - - - - - - - - - - AAAC T AAA T AAA T AAC
GT A T T CGAGAA T T AGC T T AGT T - - - - - - - - TGT A T - - - - - - - - - - - - - T T T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AA T A T - - - CC - - - - T AA T T T T CC T T TGCGG - - - - - - - - T AGT TGA T A T A T T
GTGGCAAC T TGACA T T T T T AA T A - - - - - - - - - - - - - - - - - - - - - - AGAGC T ACGAGCCC T T ACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T AC - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T - - - - - T T - AAA T T T AA - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CCAG
AACAGGAAGAAAC T A T C T AACA T CAGAA - - T AC T T T TGAAAAAGGT T T T A T ACGAGCCC T AAGAAC T A T A TGT TGGGACAAGGT CACA T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACAGA T AGT TGT T AGGGC T CGT AC T AC - - T T T TGA T AA T AGC T T C T T AGT T AGACCG - - - - - - - - - - - - - - - -
ACAC T T T A T CGAAAGT T AGT TGT TGT AA - - - - - - - - - - - - - - - AA - - - - - - - CAAGC T C T AACAAC T A T A T A T TGGGACAAGGT CA T A T T A TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT T CCAACA T A T AGT TGT T AGGGC T CGT AAGT C - - - - - A T T A T AAAAC T TGT C T TGA TGCAGG - - - - - - - - - - - - - - - -
AA TGT T CGAAA T A T A TGCAA - - - - - - - - - - - - - - - GAAGGAA - AACA T T A T ACGAGCCC T AACAAC T A T A T C T TGGAACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T A - - - - - T - - - - T T AGACA T T T - - - - - - - - - - - - - - T AAAAAA T A T T AA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - AGT A T T AAAAAAGA - A - GGT AC T ACGAGCCC T AACAAC T A T A TGT TGGAACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGAAC T TGT CCCAACA T A T AGT TGT T AGGGC T TGT A TGT T - - - - - - - - - CAGAAC T T T AGT TGT T AA T CA TGT T TGT T T CC T T C T C
T TGA T CCA T ACAC T A T T T A T T T T T C T A T - - T AGA T T TGT T T C - - - - - - - A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T A T T CAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CA T A T T A T - - - - - T T A T T AGGT T AAGT A TGAA TGAC T - GT CA T T CA T ACC T A T T
- - - - - - - - - - - - - - - - - - - - - - - T AGAG - - TGAAA T T AGT CA - - - T AGT A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AA T A T A T - C T TGT CAAAA T T AAC T A T AA T C T - - - - - - - - - - - - - - - - - - - -
TGAAC T TGAAAAA T A T T T CAC T T AGGCA - - T A TGGT T T A TGA - - - AGTGA T ACAAGCCC T AACAAC T A T A TGT TGGAACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T T T - - - - - TGGT T TGGT T A T A T T ACA T T AA T AA T CGTGC T T CACA T T CA
ACA TGGT T AACGAAACACGCGT CCAA TGAA T A T T A T - - - GTG - AAAA T TGT ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T A TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGAA T - - T T T AGACGAAAGT TGT TGACAA T AAGAG - GGT TGT AAAAGCA T T
ACGGT T T AAAGT A T T T T T AA T - - - - - - - - - - - T A T C T AGCAA - GA T A T T C T ACGAGCCC T AACAAC T A T A T CC TGGAACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGA T C T TGT CCCAACA T A T AGT TGT T AGGGC T CGT AGT C - - - - - T - - - - GT AGCC T A T T T T T AGC - - - - - ACCAAAAAAAGA T T A T
T AAGT AAAA T AAGTGCCCA T T CC TG - - - - - - - - - - - - - - - - - - T AC TGGT T ACGAGCCC T AACAAC T A T A T A T TGGGACAAGGT CA T A T T C TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T A - GCA T T T - - - T AAAA T A T T T C T T T AAGAA TGAA T C TGAAAGAA TGCA
GT A T T - - - - GTGT A T T T TGT T T T T AAGA - - - A T T ACAAA T AA - - - - - - - - T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT AA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAACAAGACC T T A T CCCAACA T A T AGT TGT T AGGGCCCGT AA T - - - - T T A T A T T T AAGT T A T C T A T AAAAAAAGA T T T A T T A T T A T A T T T C
A T A T T AC T AAAAGT A T CGGT AA TGAGAGGACAGAAA T ACGGT - - - TGT T C T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T AA TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAA T A T ACAGT TGT T AGGGC T CGT A T AA T - - - - - CGGT T C TGACAGT A T T T A TGACGA T A T AGTGA TGACA T T AC
ACAC T T T A T CGAAAGT T AGT TGT TGT AA - - - - - - - - - - - - - - - AA - - - - - - - CAAGC T C T AACAAC T A T A T A T TGGGACAAGGT CA T A T T A TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT T CCAACA T A T AGT TGT T AGGGC T CGT AAGT C - - - - - A T T A T AAAAC T TGT C T TGA TGCAGG - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - GGCA T ACAAA TGT A - - - T A T T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - GAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T T T - - - - - T T T T T A TGA T T T T T T T T AGCGAGT T AC T C TGAC T C T A T C T C
- CAA TGAAAAA T A T T T T TGC T T T TGT AG - - - - - - - - - - - - - - - - - GAGT C T ACGAGCCC T AACAAC T A T A TGT TGGGT CAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT ACAAC - - - - T T T T CCGAGGT A T T T CCCA T CC T C T T AGGGT A T A T A T ACCC T
A T T AAAAAAAA T A T A T A T A T A T A T A T AA - - T A T CAA T A T - - - - AAAGT AC T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGAAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T A T - - TGT A TGT T T AA T TGT T T CA T A T T - - - - - TGA T T T A T TGT A T T T A
ACCAAA T AAAC T T TGTGT T T C T T T AACA - A T ACA T T AA T T CA - AA T TGT A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T A T A - - - - T CAGGT AAAA T T C TGT C T AAA T A TGG - - - T T C T A T A T A T T T T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T AAAC T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT T A T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGACC T TGT T CCAACA T A T AGT TGT T AGGGC T CGT ACAAG - - T T C - - - - T AGAGT AA T T T TGT A T AAAA T TGA T T T T T ACCAC T T C
T CGC T AGAAGAAGT C T T T A T CGT T ACAG - - - - - - - - - - - - - - - AACGA T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAA T AGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A TGCA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T AGTGAGT CGGACA T C TGT AGA T CCAA - - T AGAA T T TGGTGA - - A T A TGT ACGAGCCC T AACAAC T A T A TGT TGGGACAA TGT CA T A T T A TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGGCC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T T AG - - - T - - - T T T AGAA T C T T T T T - - - - - - - - - - - - - - - - - - A TGC T AC
GGAGTGCA T A TGGT T T T AGT T T T A T CGA - - - AAGGCCCA TGC - - - - - - GGT ACGAGCCC T AACAAC T A T A T A T TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAACAAGACC T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A T A TG - - T T - - - - - - - - - - - - - - - - - - - - - - - - - - T T - T T C T CGA T A T T T T
A T AAA T AGT - - - - - GT TGGT T T AAACAA - - T AAA T T T T T AC T A - - CA T T C T T C T AGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T A TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGACC T TGT CC T AACA T A T AGT TGT T AGGGC T CGT AGTGC - - - AA T T A T T AGAA T A T T T T T AACGGAAA - GCGGT TGT AA T TGCCC
- - - - - - - - - - AGA T C T CCAACACCAAGA - A T AGAACAAAAAA - AA T CA T A T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGAAC T T A T CCCAACA T A T AGT TGT T AGGGC T CGT AA T AA - - T T T CGACC T AGGCAA T T CAGAACGAGGC - - - - - - - - - - - - - - - -
GT AA T - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA T AAA T AA - - - - - - - - T ACGAGCCC T AACAAC T A T A TGT T AGGACAAGGT AA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAACAAGACC T TGT CCCAACA T C T AGT TGT T AGGGC T CGT A T T T A - - T AA T T T C T AAAA T ACGAAACC T AAAAA T - - - - T AA T CGAA T T T C
T T T AACAAC T AGT T A T CA T T T T T TGT CA - GTGC TGAAA T T CCA - - GA T T C T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGC - AAAAAAGGT C T TGT CCCAACA T A T AGC TGT T AGGGC T CGT A T T AG - - - - - A T AC T T AAA TGC T CC TGA T T T T A T C T T AAC TGGGA T A T T A T
ACCA TGA - - AAA T A T T T TGT A T T T AGGT - - T A T T T TGA T AAA TGAACGAA T ACGAGCCC T AACAAC T A T A TGT TGGGACAAGGT CA T A T T T TGGAA T T A T - - - - - - - - - - T T T A T TGCAAAAAAAGAC T T TGT CCCAACA T A T AGT TGT T AGGGC T CGT A - - - - - - T T - AGT T T CAAA - - - - - - - - - - - - - - - - - - - - - - - - - A T AC TGA
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TE: rnd_1_family_439.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 1741bp; fragments: 1630; full length: 380 (>=1566.9bp)
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No TE domain detected

After TEtrimmer 1741 bp
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TE: rnd_1_family_439.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 2041bp; fragments: 1377; full length: 0 (>=1836.9bp)
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