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MSA length = 1190
T T T A T T T AC T T T - - - - - - - - - - - - - - - - - - - - CC TGT A T A TGT CCG - - TGT A T ACAGACCGGACCACCA T AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCA T C T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T C T AC T T - - - - GC T AGAAAAAGA - - CGGAC T CC TGC T CCCCAAGTGGAAA
TGT A T T TGCA - - - - - - - T C T T T AAAA - CGAA - - GT T AA T ACAAAAGT AAA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T TGAGTG - - - - - - - - - - - - - - - - - - T T AA T T T AAGT T T T T T CC T T - - - - -
T TGA T T T T CA TGCA T CCA T T A T - - - - - AC - - - - - - - AAAA T AA T AA - - - GT A T ACAAACCGGACCACCGT AGT A - - - ACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A T A T T AC T AGT AGCC TGGT C T T C T C T A T AGCGT T T AAC - A T C - - - - - - - - - - - - - - T TGGC - - - - - - - - - - - - - - - - - - - -
T T TGT T T C TGT CCC T CC T T TGC - - - - - - - - - - - - - - - - - - - - - - - - GGGT T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACCCACAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
TGT A T T CACGGGCA TGGCACGT ACA T T AAAA T T AC T AAAGTGGT AGT C T ACA T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACAGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GT T T T T T AAA T AAAAAA T A T TG - - A T T AAAA T T T TGAGAGGA T CGT A T T T T A T ACAGACCGGACAACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T T AGCAC T T T T CCCGA T ACGCGA T T T T CA TGT TGCC T C T T T AC T T T T TGG
- - - A T T T AGAA TGG - - - - - - - - AA T T T - - AAC - - - - - - - - - - - - - - - CGA T A T ACAGACCGGACCAC TGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT T T T T T C TGT A TGT A T AGT T T A T T T C TGGAAAACCA T T - CAAGAGAC T T T T C T T ACGT AGAAA
T T T AC T TGAA T T T AA T T AAA T T ACC T T - - GA T CA T A T ACGGA TGAAC T A T T A T ACAGACCGGACCACCA T AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T TGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACGC T T T C T AC T C T T AAAA TGTGT - - - - - - - T CAC TGT C TGCA TGT T AAA T
A T T T T C T ACACACA T T ACAGGT - - - - - - - - - - - - - - - - - - - - - - - - GCCGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACAAA T T - - - - - - - - - - A T T CGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T A T CC - A T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T A T A T T CC T AAGAAAA T AC T A T - - - - - AA - - - - - - - - - - - - - - - - - - - - - CA T ACAGACCGGACCACCGT AGT AGT AACA T AGACAGAACCCGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T ACCAGT AGCC TGA T C T T C T C TGT A T A T T - - - - - - - T CGT CAAAGT A T C T - - - - - - - CCGA T A T A T AC TGA T AAA - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AGA - - - - - - - - T AAGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T A T A TGA - A T A - - - - - - - - - - AA T T T T CACACAAAAC T T CAA T CCACAAC
GC T AGCCACA T T ACC T T CC T TG - - - - - AA - - - T CCCAA - - - - - - - - ACGC T A T ACAGACCGGACCACCGT AGT AGT AA T A T AGGCAGAACCGGACGAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGGGAA T - - - - A T CGAGAA T CGA - - T T T A TGCGAAA T TGT T AACAGT AGT
- - - - - - - - - - - - - - - - - - - - - - - - - - - A - AA T - - - - - - AGTG - - - - - - AC T A T ACAGACCAGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A - A T A T AC T A - - A T T T A TGAAA - - T T T A T A T AC T T T T C T TGCA T T T T A - - -
T T T T T T CGT A - - - - - - - - - - - - T A TGT A - AC T - - - - - - AGT A TGT AGAGGT A T ACAGACCAGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A - T T T T A T T A TGT T T AAAGT AC - - T T CCCAAAAA T T T T TGA T CGTGT AAAA
C T TGAC TGCA T CCAAAA - - - - - - - - - - - - - - - AA T T CACGGGTGAA - - AA T A T ACAGACCGGACCACCA T AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAGC T CAG - - - - T T T AGAA T T T AG - - - - - - - - T T T AGC T CACGC T TGA T AA
T T T T C T T T CAAC TGA T C T T TGT - - - - - - - - - - T T T T AAC T T A T T CAGGT A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T AGAGCC - - - - T A TGGAA TGGAA - - T T ACC - - - - - - - - - - - - - - - - - - - -
CC T A TGT CCG - - - - - - - - - - - - - - GA T AAAA T C T T T AA - - - - - - - - - - - - T A T ACAGACCGGACCAC TGT AGT AGT AACA - - GGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACCGGGTG - A T T - - - - - - - - - - - - - - T T AGT - - - - - - - - - - - - - - - - - - - -
CA T A T CGAAGCCAGA T T T TGGG - - - - - - - - - - T AC T AAGGCA T TGG - - CA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCGTGGT C T T C T C TGT A T A T T CGC T A - GA T - - - - - - - - - - - - - - - - - - - AC T T T T C T T T AAC T TGAAAA
C T T T T T CAC - - - - - - - - - - - - - - - A T TGAAC T - - - - - - TGTGAGTG - - - T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T ACGT T AC T AGT AGCC TGGT C T T C T A TGT A T AGT C T CAG - - - - AC T T AAGT A T T A - - - - - - - ACAAAA T CACGA T T T CAA T A
T T T T T T T T AA T T AAA TGAAAAAAAA T A T AAA T T C T AGACAAGT CGT A T T T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T CA T T A T T AC T A TGT T A T T T T T T CAGTGT T T CC T CGGA TGGAAGT CC T C T T T T AAAGC
T A T AA T T T T A TGT AAACGGAAG - - - - - AAGA TGC T AACAGAGGC T A - - T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A TGC T - - - - A T C - T CAAAAACCAA - - - - - - GT T AAA T T CCC T ACGAAAAAA
- - - T TGT T CA T ACGT C T T C T CACGA T TGA TGT C T T AAAAGT AGT T A - - - - - A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACAAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A TGT - - - - T T T T T T T T AACAAAAA - - T T TGT T T T A T T T T TGT A T T - - - - - -
T A TGT T T T T T T T - - - - - - - - - - - - - - - - - C T TGAC T AGGAAAGT A T AACA T A T ACAGACCGGA T CACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T A T T T TG - AA T C T CGA T AAGCGA - - T A T AA T T AAAA T AC T CAAGC T AGAA
GA T A T ACAAACCAGA TGT ACA T AAA T T - AAAC T A T T CACGT A TGT A - AC T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - GT T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T - - - - - - T A - - AA T ACAGAAAAA T T AAGA T CA T T T T T T T T AA T T T T CGCA
A T AGGC T ACA T T A T T C T T CAAA - - - - - T A - - - T T T A T A - - - - - - - - TGAA T A T ACAGACC TGACCACCGT AGT AGT AACACAGGCAGA TGCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACCAGT T T - - - - C T TGGTGCA T T C - - T T CGT - - - - - - - - - - - - - - - - - - - -
T CAGTGT A T ACAAA T C T T CA T A - - - - - - - AA T T T T T TGCAA T T AGA - - TGT A T ACAGACCGGACCACCGT AGT AGT AACGT AAGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T CCA T T A - A T T AC TGAAACA - - - - - T CAA T - - - - - - - - - - - - - - - - - - - -
- - - A T A T AGAC - AAGTGT A TGAGAAAGAGGAACA T T CG - - - ACAGAGAGA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AA - - - - - - CA - - CGTGAAAGGAAGT T T CGACAC T ACC TGC TGACACCAACA
CCCA T T T T T TGT A T T T T T AAAGGAAA T AAAAA - - T A T AAACA T AAA T A TGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AACC TGGT C T T C T C TGT A T A T AA - - - - - - T T T T T ACAA T A T ACA T C T T A TGA T A T T T CC T T A T TGAAAAA
TGT T T - - - - - - - - - - - - - - - - - - - - - - GAAA T T T T T A TGA T A T CAGAAGC T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGGAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T AA - - - - - - - - A T T A T AAC T T AC T T - - - - - - - - - - - - - - - - - - - - - - - - -
C T T T T ACA T A T T T T C T T T T AA T - - - - - - - - - - T T T AGGAACGAAAGT AAA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AGT A T - GA T - - - - - - - - - - - - - - T T T T T T CCAGT T T CAC - - - CGAAAA
A T CA T T T T TGGT CAC T T CC TGT AA T T T - - - - - - - - - - - - - - - - - - - - - - - - - - ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T AGGC T AC T AGT AGCC TGGT C T T C T C TGT AGA T C T AC T T - A T T T T T CGCA T A TGGT T T TGGT ACCAAA T T A T T CGT AAAAAA
T AGGT CCAAAA T AAAA T AAAAA - - - - - - - - - - T T T TGACA TGTGTGT A T A T A T ACAGACCGGCCCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CAGT TGC - - - - AC T AGAA T ACGA - - - - - - - T T A T T A T T T T CA T T T T AAG -
T T CCC T CGT A T AA T CGA T AAGAGT T A T AA - - - T ACAAA T A T T T AAAAA T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T A T T AGT AGCC TGGT C T T C T C TGT A T AAAAC T T T - A T T AA T AAAAA T TGA - - T T AGCAACA T T T T - - - - - - - - AAAA
CCGA T T T T CA TGCA T CCGT CA T - - A T T AAAA T T T T T AA - - - - - - - - AA T A T A T ACAGACCGGACCA T CGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T A T T AGCC TGGT C T T C T C TGT A T A - - - - - TG - - - - - - - - - - - - - - - - - - T CAGT - - - - - - - - - - - - - - - - - - - -
ACGC T T T C TGTGTGGCCGTGGG - AA TG - - AA T - - - - - - - - - - - - T A - - - GT A T ACAGACCGGACCACCGT AGTGGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A TGGT C T - - - - - A - - - AAAAAACA - - - - - - - T C - - - A T T - - - - - - - - - - - -
T T TGT T TGCAAAA T AGC T TGC T - - - - - AAGA T T A T T AGCGT A - - - - - ACA T A T AC TGACCGGACCAACGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGCCCGGCAAC T TGT T A TGT T AC T AA T AGCC TGGT C T T C T C TGT A T A T T A T T T C - GCC - - - - - - - - - - - - - - - - - - - T T T A T T T A T T T A T T T CC TGA
C T TGCA TGTGAAAGT AAGAAC T - - - - - - - - - - CACAA T AA T AA - - - T T A T T A T ACAGACCGGACCACCGT AC T AGT AACA T AGGCAGAACCAGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A TGT A T A T - - - T - - A T T AAAAAAAGG - - - - - - - - - - - - - - - - - - - - - - - - - - -
C T T T T CC T CA T T AA TGT T T T T T - - - - - GAAA T T T T T CACAAA T T CAAGT ACA T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACC T A TGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T T T C T AA T A T T AC T TGACA - - AA - - - G - - - - - - - - - - T A TGT T T A - - - A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCAGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAAA TGC T T T T T - - - - - GAAGT AA T T AA T AGC T AA T T TGC T C T T C T AAAAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGT CAG - - - - - - - - AA T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGCCGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGGAC T CG - A T T CC T AA T A T T TGA - - - - - - - AAC T ACC T T A T C T C T AA TGA
A T T T CCCA T AA T A T T T T ACA TGAA - - - GA - - - T C T C T A T A T A T C T A - - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCAGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T A - - - - - - - - - - - - - - - - - - - - - T T T T AA T A T AA T A T A T A T A T A T A T A T A
C T T AAGT ACACCGCCGG - - - - - - - - - - GA - - - AAGAGGAAGGAAAAA - T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC T AGT C T T C T C TGT ACACCAGC TG - - - - AC TGGAA T A T AG - - - - - - - A T AA T T C T AA T T CA T AAGAA
CCCGT T AA T AA T - - - GT CCCAAGA - - - AA - - - - - - - - - - - - - - - - - T T C T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACCAC T T - - A - - - - T T AGAAA TGA - - - - - - - - - - - - - - - - - - - - - - - - - - -
GCAA T T CC T T C T AGT T C T T TGT - - - - - AAG - - - - - - - - GT TGGC T ACGAGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAA - - - - - T AACGT T AGCGAAACGT A T T AGT T T T T A T T T TGC T T A T T AAA T
C T T C T C T - - - - - - - - - TGCCGA - - - - - - - AAA T C T AGACA TGT AAGCC T T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CA T CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGCA T A TGT AG - - - - - - - - - - - - - - - - - - GACA T A T A T T T A T T TGTGCACA T AAAA
AGTGT A T AGA T T T CAGGT T CAAGAA T AAAAA T - - - - - - - - - - - - - - T AC T T A T AGAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGCAA - GT T AC T AGT AGC T TGGT C T T C T C TGT A T A T CAGT TG - A - - AA T TGGA T AGA T - - - - - - - - - - - - - - - - - - - - - - - - - - -
T C T A T T T T AA T T T T C T T T TGGC - - - - - AACA TGC T C TGAA TGT T T AGGT ACA T ACAGACCGGACCACCGT AGT AGT AACA T AAGCAGAACCAGACGAA T T - - - - - - - - - - A T T TGT CCGGCAAC T TGC T A TGT AAC T AGT AACC TGGT C T T C T C TGT A T AGAGCA TG - A - - CC T AGT AAA T T C T C - - - - - AGT AGT T CCAGAC T CAAAAA
T A T A T A T A T A T A T A T T A T C T A T - - - - - - - - - - T A T A T A T A T A T A T A T A T A T A T ACAGACCGGAC T ACCGT AGCAGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGTGT AAAAGTGG - - - - - - - - - - - - - - - - - - - - - - - C T T AA T CACGTGAC T AAAAG
GT T T T T T AGA T T T A T T T T CCAG - - - - - - - - - - T ACCAACAGA T TGG - - - - T A T ACAGACCGGACCACCA T AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T TGGT CCGGCAAC T TGC T A TGT T AC T TGT AGCC TGGT C T T C T C TGT A T A T T A - - - - - - - - T T T AA T AAAC TG - - - T CAAA T AAAC T T T T AGT CACGTGA
T CAGC - - - - - CAGA T T C T C T T A - - - - - - - GAAC T T A TGT ACACA T A - ACACA T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGA T T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A - - CA T TG - A T T ACCACAAGA T AA - - GTGA T - - - - - - - - - - - - - - - - - - - -
T T T A T T T - - - - - - - - - - - - TGA - - - - - - - A - - T A T ACACA T A T ACA - - CA T A T ACAGACCGGACCACCGTGGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TG - - - - - C T A TGGGA T T C TGT AA - A T T - - - - - - - - - - - - T T CA T A T AC T T T C T CCAA T T T ACGAAA
T CCGC T TGT TGCGGACCGC TGG - - - - - - - - - - - - - - - ACA TGT A TGGT CA T A T ACAGACCGGACCACCGTGGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A TGT A T A T AC - T T T - - - - - - - - - - - - T CCAGGAA T T CCA TGCAAA T T T TGAAC
T C T A T T T T AA T T T T C T T T TGGC - - - - - AACA TGT T C TGAA TGT T - AGGT ACA T ACAGACCGGACCACCGT AGT AGT AACA T AAGCAGAACCAGACGAA T T - - - - - - - - - - A T T TGT CCGGCAAC T TGC T A TGT T AC T AGT AACC TGGT C T T C T C TGT A T AGAGCA TG - A - - CC T AGT AAA T T C T C - - - - - AGT AGT T CCAGAC T CAAAA -
T T T AA T T T T TGACA T AGA T AGC - - - - - AC - - - - - - - - - - - - - - - - - GACGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - AC T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACACA T A T - - - - - - - - - - - - - - - - T T - - - - - AA T A T T T T T T T T C T T AAAAA
CA T T C T T T CCCACA T A T T C TGA - - GT T AA - - - - - - - - - AA T AGC TG - - - - - A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT C TGGCAAC T TGC T A T A T T AC T AGT AGCC TGGT C T T C T C TGT A T A T T T - - - - T ACCC T T T T AAAA T A T T T - T TGT T T AAA T T T T C TGT T AAAAAA
C T T - - - - - - AAAA T A T T T TGAC - - - - - AAGGA T A TGAA TGT A TGT C T AA T T A T ACAGACCGGACCACCGT AGT AC T AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CA T CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAGA - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT A T T T T T A TGT T T T TGA T
T C TGGT T A T AAGT AA T AAC T A T AAAC T AAAGGT CCAGAGA T AAA T ACAAA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T T AC T A TGT T AC T AGT AGCC TGGT C T T C T CGTGA T ACGT AC T A - - - - A T T TGTGTGTGA - - - - - - - T CAA T T T TGCC T A T T AAAA T
T T T AC T AACAA T T CA T T A T T T A - - - - - AGT A T T AC T T A - - - - - - - - A T T ACA T ACAGACCGAACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A TGT ACCA - - - - - - - - - - - - - - - - - - - - - - - A T T A T T C T T A T A T CCGGT AG
A TGAA T T T AGCAAAAC T AAAGT - - - - - GAAAA - - - - - - A T TGGAAAAA T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CA T CCGT CAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C TGTGT A T A TGT TGT A - A T T - - - - - - - - - - - - T T T T T A T A T T T T T T T T T CA T T AAGTGA
C T T AGT T ACA T CAAA TGC T AAA - - - - - - - - - - C T CAAA - - - - - - - - T CAA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGACA T TGT A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T AAGT T A T T T T T TGTGT TGAG - - - - - - - - - - C T T T T T AA T T T T CGT T T C T A T ACAGACCGGACCACCGT AC T AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGACGA T - AGT - - - - - - - - - - - - - - T T TGA T CAAA T T T C T CA T C T AAAAA
AAGGT T TGGT ACAA T AA T CCAG - - - - - GG - - - - - - - - - - - - - - - - - T A TGT A T ACAGACCGGACCACCGT AGT AGT AACACAGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAACA TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AACACCA T - A - - T T T AAAAAA TGA - - T T T CCA T ACC T C TGACA T TGAAGAA
- T AACC T T TGCCAGCCC T T AGT - - - - - AAA T T - - - - - - GT C T A T AG - - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C TGTGT A T A TG - - - - - T A - - - - - - - - - - - - - - T T T AA T T T T T T AA T AAGT A T T T CAAAA
T AAA T T T AAAA TGA T T T TGTGT AAA T T - - AGA - - - - - - - - T A T CA T - AAC T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AC - - - - - - - GT T T C T AGAGAACGGT T - AAAGT T ACC T T T T T T ACGT AAAAA
C T TGAC TGCACCCAAAG - - - - - - - - - - - - - - - TGT T CACAGGTGAA - - AGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAGC T - - - - - - - - - - - - - GT T T AG - - - - - - - - T AGT T T T CACAC T TGA T AA
T C T AGCCACA T T ACC T T CC T TG - - - - - AA - - - T CCCAA - - - - - - - - ACAC T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAAC TGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACGGGAGC - - - - ACCGAAA T A T A T - - T CCAAA TGT A T T T ACAAAC T AA T AC
C T AA T CGA T AA T AGT A T C T T AA - - - - - - - - - - T ACA T A - - - - - - - - - - - - - - - ACAGAC TGGACCACCC T AGT AGT AAGA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGAA T AAA - A T T C T T T AGAA TGAA - - - - - - - T T AGCA T T T T T C T T T AAACA
C TGGC T T T T ACAAA T AGT T TGT - - - - - - - - - - CA T T A T AA T AAA T A T T A T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGACAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A - - - - - - - - - - - AC T ACAAAAAGT - - - - - - - - - - - - - - - - - - - - - - - - - - -
AC T A T T T T T A T T T TGC T T T T - - - - A T T - - - - - - - CAAAGA T AGGT A - - - - - A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT AC T A T A - - - - - - - - T T CAAAAGA T AG - - - T AGA T CGGA T T CAGGT C TGAAAAA
T T T A T T T A T A TGCC T CGGGT AA - - - - - AGAGAAC T AAGGA T AC TGAAAAGT A T ACAGACCGAACCACCGT AGT A T T AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A TGGGT C T AC - - T T - - - - - - - - - - - - - - T T TGA - - - - - - - - - - - - - - - - - - - -
- - - A T TGAAA T CCGA T T T T AA T - - AACGAAA T - - - - - - - - - - - - - - - AGGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A T A T T AC T AGT AGCC TGGT C T T C T C TGT A T AC - - - - - - - A - - C T CAAAAGTGGC T T AAAA T AAGA T T TGGT A TGT T AGT A T
C TGA T TGC T - TGCGT A T T TGAGAAA T TGGAGT - - - - - - AGTGGGCGAC TGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACA T T T T - - - - - T T T T AAAA T T AA - - - - - - - T T CAAA T T - - - - - - - - - - - -
C T T AC T T C TGACACACCC TGGA - - - - - - - AA T T C T ACA - - - - - - - - T T CGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AA T CAACG - - - - - - - - - - - - - - - - - - T AGGT - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T CAAGT T T AA T ACCAAAAAGCC T T TGT T A T T T A TGT T A TGC T C T T T AAAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T C T AAA - - - - - - - - T ACGT A T ACCGACCGGACCACCC T AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AG - - - - - - - A T AGT T T A T ACA T AA T T T AAACAA T AAA TGT T T T T T T AAAAA
T C T AGCCACA T T ACC T T CC T TG - - - - - AA - - - T CCCAA - - - - - - - - ACGC T A T ACAGACCGGACCAC TGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACGGGAGC - - - - A T T A T T A T A T A T - - T C T T CGTGC T T T TGGCGA T T CGAA T
A T AACGCA T A T A T A T TGT AAAAAA - - - - - AA T T A TGGAGACAC TGACC TGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T T TGT A TGA T T CA T T - - - - A T TGTGA TGT AA - - TGT AGTGT TGTGT T T TGT CACAGAG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CC T ACA - - - - - - - - AAAA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T CGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACAGGGT C T T - - T A T AAGGCAAAA - - GT T A T AAA T A T CGGCGGGT AA T AAA
- - - - - - - - - - - - - - - - - - - - - - - - A T T A - AA T - - - - - - - - - - - - - - - - AA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A - GT A T T T - A T T T A T AA TGAACGT T T T AA - - - - - - - - - - - - - - - - - - - - - -
GT TGT TGA T AA - - - - - - - - - AGAAA T T AGAA T TGT T AAAGCA - - - - - - AA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGCA T A TGT A T CA T A T T A T C T C TGT T AGC T C T AAA - - - - - - T T T TGT T T T T CGAGA
C T CGT C T T T C T AA T CGT T CACAC - A T T AAAAA - T T A T AGGCGGAGA T C T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGT C TGGT C T T C T C TGT A T A T - - - - - - - - - - A T T AAAA T A T CCAC T T T AC TGT ACC T T TGT AA T AAAA T A
T T CAA T TGCA TGTGT C T TGC T T - - - - - - - - - - TGT T AA - - - - - - - - T AAA T A T ACAGACAGGACCACCA T AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T AGT CCGGCAGC T TGC T A TGT T AC T AGT AACC TGGT T T T C T C TGT A T AGAACACC - - - - - - - - - - - - - - - - T T T T T A T C T AAA T T C TGT A T - - - - - - -
AC TGT T T T CAGT CAC T T CCGGT - A T T CAAAA TGT T T T AGGT A T T T T - - - - - A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A - - - - - - - - - - - - - - - - - - - - T A TGGT T T TGGT A T CAAA T T A T T CGT AAAGAA
TGC T A T T ACAGAGTGT C T CGGAAAC - - - - GA T T A T T AACACGCAA - - - - - - A T ACAGAC TGGACCACAGT AGT AGT AACA T AGGCAGAACCGGACGAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CAAA T T AAAAA T T T T T A T T T C - - - -
- T T A T T T A TGA T CAAC T T T TGT - - - - - AGA - - - - - - - - A T AA T C T A T AA - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGT AAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AA T A T A T A T A - - A T TGACAA T A T - CC T T T ACCC T AAGCA T AAA T T T ACGAA
GT TGT T T T T A T T T A T AC TGTGT - - - - - AAAA T - - - - - - - - - - - - - - T T AA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T T T T T T C - - - - - - - - - - - - - - - - - - - - - - - T CGGC T T T C T CC T TGGGCGA
T T TGA T TGAAACACA T A T CAAGAAAACA - AA T - - - - - - GGT A T T ACGAAAAA T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGCCGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A - - - - - - - - A T TGT T AA T AAA T T T A T T A T ACAC T T AGTGTGCGT ACACAAC
- T T T T T T A T A - - - - - - - - - - - - - - - - - G - - - - - - - - - - GGTG - - - - - - AA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGGGTGT T C TGT AAG - - - - - C T - A T T AC T CA T AC T T AC T T T A T A - - - - - - C T A T AGGT CCCAAAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T - - - - - - - - - - - - - - A T CGT A T ACAGCCCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A TGGT AA T AC - - - - CC T AGT T AGT AA T T - - - - - TGAA T A T T T T T A T T T AAAAA
T T CAC T T ACAAAAAAAAA T CGC - - - - - AA - - - - - - - - - - - - - - - - - - - A T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T T C T T AA - A T TGT AAGT A T A T T A - - - - - - - T T A T T A T A T CCAA T T AGAAA
C T CCC T T T T AGTGTGAA T AC - - A T A - - AA - - - TGCAAA - - - - - AAA T AAA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T AAGT T T - A - - T T T AAAAA T CAA - - T T AGGT ACA T C T T T T C T CGA TGT AA
T A T A T T T T T T T T AA T T T T CAAAAAGT T AAAA T - - TGAAAACA T T TG - - - - T A T T CAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACAAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT T T AC T TGT - - T A T CA T TGAAAAA T A T AC - T T A T T T AGC T T T T T T A T T AAAAAG
T C T A T C T T T - - - - - - - - - - - - - - - - - - AA - - - - - - - - - - - - - - - - - GA T T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T CGGC - - - - - - T C T T AAA T AAGT - - T T T T T C T C T T TGCCGT T T T T CAAA T
A T T A TGT T T - - - - - - - - - - - - T AAA T T AAGGT AGT T AAAA T AC T TGTGT A T A T ACAGACCGGA T CACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGCAGCC TGGT C T T C T C TGT A - - - - - - - - - - - - - - - - - - - - - - - - - T T T T CGAGT AAAA T TGT - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - A - AA T - - - - - - AGTG - - - - - - AC T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGA T C T T C T C TGT A T A - A T A T AC T A - - A T T T A TGAAA - - T T T A T A T A T T T T T C T TGCA T T T T A - - -
GT T A TGT T T A T T T A - - - - - - - - - - A T TGAAA T T A T A T AGT - - - - - - - - - - - A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T T A T T T T T AA T AAAA T T AAAAAAA T T T A T A T T A TGAAA TGA T T AA T A T T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAG - - - - - T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T TGAC TGT AC T CAAA T CAAAC - - - - - AA - - - TGT T T A TGT T C T AAAAAA T A T A T AGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGC T T - - - - - - - - - - A T T T T T T AC - - - - - - - - T ACC T A T AACA T CGAA T AG
TGAA TGAAAAGAAACAGAA TGA - - - - - - - AGA T T T C T T CGT C T A T A T AAA T A T ACAGACCGGACCACCGT AA T AGT AA T A T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T T T T T - - - - - - - - - - - - - - - - - - GC TGT AGA T CC T A T T T T A T A T ACACAA
T C T T T - - - - - - - - - - - - - - - - - - - - - - AA - - - AA T AAA T A T A T TGA - - - A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T T A - - - - T AA T T T T AAA T AAAAA T CA T T A T CC T T A T T T T T T T T C - - - - - -
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TE: rnd_1_family_428.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 1190bp; fragments: 2685; full length: 367 (>=1071bp)
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After TEtrimmer 1190 bp
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TE: rnd_1_family_428.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa_rc.fa
 size: 1490bp; fragments: 2684; full length: 0 (>=1341bp)
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