Start crop Point End crop Point

1 MSA length = 1190

TATACAGACCGGACCACCITAGTAGTAACATAGGCAGAACCGGACGAATT ---------- ATTCGTCCGGCAICTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAAT T = = = = = = o o o o s o s o e o o e o o o o e e e o o o e o e o o o e o o e oo e o e e m o m o m e oo o
TATACAIACCGGACCACCGTAGTA———ACATAGGCAGAACCGGACGAATT ---------- ATTCGTCCGGCAACTTGCTATITTACTAGTAGCCTGGTCTTCTCTITA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT - --=-=------ ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
ATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACIGGACGAATT ---------- ATTCGTCCGGCAACTTGCTATGT TACTAGTAGCCT GG TCT T C - = = = = = = m s o o s s o o o e o o e o o o e o e o o o e o e oo oo m o m o o s
TATACAGACCGGACIACCGTAGTAGTAACATAGGCAGAACCGGACGAATT ---------- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

TATACAGACCGGACCACHGTAGTAGTAACATAGGCAGAACCGGACGAATT === === === - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTTTTCTGTAT
TATACAGACCGGACCACCTAGTAGTAACATAGGCAGAACCGGACGAATT - - === ===~ - ATTGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAJAACCGGACAATT - - - - - - - - N L

ATACAGACCGGACCACCGTAGTAGTAACATAGJCAGAACCGACGAATT - - - - - -~ - - - ATTCGTCCGGCAACTTGCTATGTTACIJAGTAGCCTG|TCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT - === --=-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAAATAGGCAGAACCGGACGAAT T - = - =« =« o x s m s m e m Lo

TATACAGACCHGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==-~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA -
TATACAGACCHGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA -
TATACAGACCGGACCACCITAGTAGTAACATAGGCAGAACCGGACGAATT —————————— ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ---- ==~ - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACHGTAGTAGTAACA - - GGCAJJAACCGGACGAATT - - - - - - - - - - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCETGGTCTTCTCTGTATA
--------------- ATTGAART TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT ===~ == - - - —ATTCGTCCGGCAACTTGCTAIGTTACTAGTAGCCTGGTCTTCTI;TATA
AAATIAAATT TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCITAT

----- TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT----------ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

----- ATACAGACCGGACCACCGTAGTAGTAACATAGGCAJAACCGGACAATT- - - - - - - - - -ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

----------------- TATACAGACCGGAJJCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ --------ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT - - === - -~ - - BT TCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
-------- TATACAGACCIGACCACCGTAGTAGTAACEIAGGCAGA.CGGACGAATT— - -------ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACHTAJGCAGAACCGGACGAATT - - - - - - --- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ---- ==~ - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ---- ==~ - ATTCGTCCGGCAACTTGCTATGTTACTAGTAJCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGAGAACCGGACGAATT - -« -« - --- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAAT T = = = = = = = = = mm e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o o -
-------------------------- ACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT----------ATTCGTCCGGCAACTTGCTARGTACTAGTAGCCTGGTCTTCTCTGTARA
TATACAGACCGGCCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT - = - -« o s s s s ot o e ..o
ATAA---T TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCGGCAACTTGCTATGTTATAGTAGCCTGGTCTTCTCTGTATA

- ATTAAAATTIRTHEA - - - - - - - - TATACAGACCGGACCAJICGTAGTAGTAACATAGGCAGAACCGGACGAATT - -« -« -« - - - ATTCGTCCGGCAACTTGCTATGTTACTAJTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTGTAACATAGGCAGAACCGGACGAATT - -« -« - - - - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACIGACCGGACCAICGTAGTAGTAACATAGGCAGAACCGGACGAATT ---------- ATTCGICCGGCAACTTGITATGTTACTAITAGCCTGGTCTTCTCTGTATA
---------- TATACAGACCGGACCACCGTAJJTAGTAACATAGGCAGAACCIJGACGAATT - - - ----- - -ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTAT
----- GAAATT ATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT----------ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

- AA-- -G m - - TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCJGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
-------- TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGJCGAATT- - - ------ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCJGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTfeTCcTTCTCTGTARA
----------------- TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT----------ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGATA

-------------- TATAIAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT——————————ATTCGTCCGGCAACTTGCIA—GTTACTAGTAGCITGGTCTTCTCTGTATA
ATACAGACCGGACCACCGTAGTAGTAACATAIGCAGAACCIGACGAATT ---------- ATTIGTCCGGCAACTTGCTATGTIACTAGTAICCTGGTCTTCTCTGTATA
TATACAGACCGGACIACCGTAGIAGTAACATAGGCAGAACCGGACGAATT ---------- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTITA

TATACAGACCGGACCACCITAGTAGTAACATAGGCAGAACCGGACGAATT —————————— ATTIGTCCGGCAACTTGCTATGTTACTIGTAGCCTGGTCTTCTCTGTATA
ATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAITT —————————— ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA- -l - AT T EE A G A - -GS AN - - - -----------------

TATACAGACCGGACCACCGTBGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTG- - - - - cTlTC
TATACAGACCGGACCACCGTIGTAGTAACATAGGCAGAACCGGACGAATT ---------- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTAT T TC
ATACAGACCGGACCACCGTAGTAGTAACATAIGCAGAACCIGACGAATT ---------- ATTIGTCCGGCAACTTGCTATGTTACTAGTAICCTGGTCTTCTCTGTATA “A- —.T-AIA-TC -----
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - AJTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA TT-----

————— ATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT——————————ATTCGTCIGGCAACTTGCTATITTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAITAACATAGGCAGAACCGGACGAATT —————————— ATTCITCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-===-- ATTCGTCCGGCAACTTICTATGTTACTAGTAGCCTGGTCTTCTC-ATA
———————— ATACAGACCGIACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT——————————ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-===-- ATTCITCCGICAACTTGCTATGTTACTAGTAGCCTGGTCTTCTITGTATA
——————— TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT - =-=-=-=-=-=----ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAITAGTAACATAGGCAGAACCGGACGAATT ————————————————————————————————————————————————————————————
TATACAGACCGGACCACCGTAGTAGTAACAIAGGCAGAACCGGACGAATT —————————— ATTCGTCCGGCAACITGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTITGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==-~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
———————— TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACIGGACGAATT——————————ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
——————————————— ACAGACIGGACCACCITAGTAGTAAIATAGGCAGAACCGGACGAATT——————————ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
A-TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT —————————— ATTCGTCCGICAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
A----- ATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT - ====-===-"-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTA
TATACAGACCGIACCACCGTAGTAITAACATAGGCAGAACCGGACGAATT —————————— ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTAT
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==~-- ATTCGTCCGGCAACTTGCTATITTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-===-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-===-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

> > > > > > > >

TATACIGACCGGACCACC TAGTAGTAACATAGGCAGAACCGGACGAATT - -=-=-=-=-=---- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACHGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==-~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAIAACCGGACGAATT —————————— ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTITGTAT

———————— TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT——————————ATTCGTCCGGCAACTIGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
———————————————————————— ATTA-AAT - --=-=------------ TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT==-=-=-=-=-=-=---ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA -
————————— AAATTAIAATT TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT——————————ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGIATA

—ATTAAAAI— TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAAT T - === === === ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCTGGTCTTCTCTGTATA
------------------ TATACAGACIGGACCACCITAGTAGTAACATAGGCAGAACCGGACGAATT——————————ATTIGTCCGGCAICTTGCTATGTTACTAGTA CCTGGTITTCTCTGTATA
----- ATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT----------ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTA

------ ATACAGACIGGACCACIGTAGTAGTAACATAGGCAGAACCGGACGAAT——————————————————————————————————————————————————————————————————————————————————————
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCGGJAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAJAACCGGACGAATT - - - - - - - - - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
ATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGJCGAATT - - - - - -~ - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA- - - - - - - -
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -~ ------- - ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGEBTEMTCTGTARE- - - - -

TATACAGICCGGACCACCGTAGTAGTAACATAGGCA AACCGGACGAATT--=-=-=-=-=-=--- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTAT

TATACAGACCGGACCACCGTAGTAGTAACATAGGCAIAACCGGACGAATT —————————— ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

--A A——AA———TIC ————— TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
!ITTAAAAT— -T TATICAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACIAATT —————————— ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTITA

TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT === ===-==~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGAICACCGTAGTAGTAACATAGGCAGAACCGGACGAATT —————————— ATTCGTCCGGCAACTTGCTATGTTACTAGIAGCCTGGTCTTCTCTGTA —————————————————————————
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==~-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGITCTTCTCTGTATA—
——————————— ATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT - =-=-=-=-=-=----ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==-=-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATAIAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT —————————— ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAITAGTAAIATAGGCAGAACCGGACGAATT —————————— ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT == =-===-==-=-- ATTCGTCCGGCAACTTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA



Start crop Point End crop Point
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d uf.bed g 1.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.fa s After TEtrimmer 1190 bp

size: 1190bp; fragments: 2685; full length: 367 (>=1071bp)
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128.fasta.b.bed uf.bed g 1.bed fm 1.bed O O bcIn.fa _aln.fa cl.fa_

divergence to consensus (%)
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size: 1490bp; fragments: 2684; full length: 0 (>=1341bp)
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TE: d 1 family 428 Before TEtrimmer 911 bp

size: 911bp; fragments: 2188; full length: 444 (>=819.9bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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