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GGT A T T T T A T T T CA T T T A - - - - - - - - - - - - - - - - CA T T T A T T A T AAGGGT - - T AAACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T AAACG - - - T T T T T AA T A TGCA TGC T C T AA T AAAGT T TGT CAACACC T TGT ACA T T AC - - - - -
GAAA T T T CC TGT C T AGAA - AGACAGGAGAAA T - - - - - - - - - - - - - - - GT T - - - - - AGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT T T ACAG - - CGC T T T ACA T T A T A T A T T T T T AA T - - - - - - - AAAAAC T T A T T T T CAGT A T A - AA T A
AAAA T T T TGAAA T C T AAAAA TGCAAGA T T AAC T T C T T A T CCGC T A - - - - - - - - - AC T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGCGC T AAC T - - TG - T T T T - - - - - - - - - - - - - - AA T T AAAACC T T AGAC T AAGACAAGA T T AG - - - - -
T A T T T T T C TGA T AC T A - - ACGT T AA T ACAA T T - - T T AACA T T T T AA T ACGT A T ACACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGCC T A - - - - - CA - - - - - - T A T CAAAAA T A T AAA T AAAAA T A T CAA T T TGGT C T CGGGTGT T - - - - -
GA T A T CA T T AGT T CA T - - - A T CC TGT CAAAG - - - GAGT AA T - - - - - - - - - - A T ACA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T ACA TGT TG - - - - - - C T ACGGT T CA T C T AACGAACCC TGT T C T - - - - - - - - - - - - - - - CAGAA
- - - - - - - - - - - - - - - - - - AAC T T AAAGAAGAC - - CAA T A T CCA T AACA T T T - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGACGT AGACC T T A - - - - - - - - - - - - - - - - - - - - - - GGAGA T CAAGGA T C T A T T TGGCA TGGGAAA T A
GAAGT C T TGAAAAC T T - - - AAA TGGAAAAGA T - - AA T AAACCC T AAGAA T - - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGCCC T AGACA T T A - - - - - - A T CA TGA T A TGCAGAAAA T AGA TGACA T T T TGCGGTGGA TGT AAAGA T
- AAA T C T AA T T A T TGC - - - GCGAAAGAA - - - - - - AACC T C T C T CAAGT T T T A T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T T T AGACCG - - - - - - - - - - - - - - - - - T CCCAAAAGGGGT CCACGG - - - - - - - - - - - - - - - - - - - -
- AAA T T T - - - - - - - - T - - - ACGAGAAAA - - - - - - - - - - - - - - - T AAGT T T C - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T T T AGACAA - - C - - - - - - - - - TGT T A T C T CAAAAAAAAGCAGCAGT T - - - - - - - - - - - - - AAA T C
CAAAA T T T - - - - - - - - - - - - AACGAACAAAAC - - - - - - - - - - - - - - - - T T - - T AAA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T T T AAA TGACA - - - - - - - TGAAC T CGT T T CAAGGAAACA T AAC - - - - - - - - - - - - - - - - - AAA T T
- AGGT T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGAAAA T T - AAAGACAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T ACGT T TGGGAAC T AC TGGT T T A - - - - - - - C - - - - - A T TGT T CCGT T T AAAAA T AAAAGT AAGT T T - - - - - - - - - - - - - - GT T C
TGGA T T T T T T T T T C T T - - - - - - - - - - - - - - - - T T TGT C T A TGT TGCCA T A T - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TG - - - - - - - - - - T A T T T T - - - - - - - - - - - - - - - AAAAAAAAAAAAA - - - - - - - - - T T T T T T T CAAA T T
CGAACCCAC T ACC T T C - - - A T TGGT AGA - - - - - - T CA T T A T T ACAGAA T T T A T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGAAC T AGA TGT - - - - - - - - - - T CAAA TGC T CAAAA T AAAA T T AAA T T A T A T T T T T A TGT T AACAA TG
AGTGT T A T T AA T T T T A - - - A T AGAAGAAAGAACGT T T TGGT T T T A T T A T T T A T AAAACAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T T T AAAAC T - - - - - - - - C T ACGAAAAC T T AAAGAA TGAGTG - - - - - - - - - - - - - - - - - - - CAGC T
T T T T T T T T AAA T T - - - - - - GA T CAGAAAAAGT - - GT T T AGACCC T A T A T T - - T AAACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AA TGA T A T AAACC TGA - - - - - - T T T T AGAC T AC T T AGAAAAGCACCACA T ACA T A TGT ACACCACCACA T
GA T C T C T T T A - - - T T T AAAGAA T AGAGAAAGT - - - - - - - - - - - - - - - - - - T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT T T AGAG - - GG - AA T - ACGAAC T A TGAAAGAGCGGGAGA T T T AAA T T A T T A T T A T AC T T A - - - - -
- - - - - - - - - - - - - - - - - - - GT T TGT AAAAA T C - - CGT T T AGC T ACAA T AC T A T A T A T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T C T A T A T C T - - - - - - - - T T TGT A T AA T - T AACCGAA T AAGGTGCGC T ACCCG - - - - - - - - A T A T A
- - AA T T T CCC T AGCA T - - - GA T TG - - - - - - - - - - AACACA T T T AA T AA T A - - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGT T C T AGAGT T AG - - - - - - T T T ACGAGA T T T AGAAAGAAAGCGTGACAA T A T T T A T AA T T T TGAAC -
T A TGT T T T A T T T CGT TGA - - - - - - - - - - - - - - T C T A T C T A T T T T A T A T T AC T T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T C T AGAC T - - - T T T T T AAAA T C T ACC T T TGAAAGGAGAA TGGAGT C T AA T AC T A T T T A T A - - - - -
T AAA T C T T A T T TGGT T - - - AA T TGT AGAAGAC - - AGAACAGT CCAGAA T T T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT AGAGG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T CA T AAACCC T CG - - - T TGGA T T T
GA T A T T T T T AA T A T T TGAA - - - - - - - - - - - - - C T TGACGACGT T AA T C T A - - - - T ACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T C T A T ACC - CGT AC T - - - - - - - - - - - - - - - AA T AAAAAAGA T A - - - - - - - - - - - - - - - - - AGA T A
T ACAC T T T T TGT T CCA - - GAAACAGAAAAAA T - - CAAA T AAC T CGAAA T C T A T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGAAA T AGAC T T - - - - - - - - - - - - - - A T A T T T T AGT CAAAA T CG - - - - - - - - - - - - - - - - - - - GAGGT
- - - - - - - - - - - - - - - - - - - A T T TGT AAAAAA T - - T AACCA T AA T AAA T CA - - T AAACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T AAACGT - - - - - - - - T C T C T CA T A T T T T CGT A TGT A T T AA T A T C TGA T A T CAAGT CC T T ACC T
CGGA T T CGGCGA T AAA - - - AC T TGTGAA - - - - - - CACACA T CACAAGT AC - T T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT A T AGAGT T T A T AC T T AA T T T TGGAC T T TGAA T AAAAA T TGT AAGA T AA T CGT T AGT T T AAAC T C
GGT C T T T T T T AA - A T AAAA T A T T ACAAAGA T T - - - - - - - A T A T CGAAGAGT - T A T A T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T C T A T A T - - C T - A T T T A - - T AGT ACAA T T CAA T T AGAA T T A T AAC T T AA T C T T T AA T AGT - - - - -
AAC T C T CGCGACGGT A - - - - - - - - - - - - - - - - - - T CGT T ACCCCCA T A T T - A T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT T T AGAGA - - - - - - - - - - - - - - - - - - - - - - - - - GAGAA T TG - - - - - - - - - - - - - - - - - - - CACCC
GCAA T T A T CAAA T AGG - - - A T ACAGTGAAAGT - - CAGTGA T TGCAGAGAC - - T AAA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T C T AAA TGA T A - - - - - - - - - - - - - - - - - - - - - - TGGT AGTGAAAAC T AA T T A T AA T TGAAACGT A
CA T T T T T T T T A T TGT A - - AGA T T ACGGAAGGT - - T CCAAAC T TGTGAA T T - T T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T A T AGA TGA T A - - - - - - - - - - - - - - - - - - - - - - CAAGAA TGGGACACAGT A T TGGAGT A TGAAAC
AA TGC TGACAAA T C T T - - - A T T TGTGAAAA T C - - T T T A TGT T C T T T AA T T - GT AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T AGA - - - CA - - - - - - TGT AAAA T T T A T CG - - AGGGAA T T A T C T AGACCC T T AAA TGT - - - - - -
GT TGT T T T T AAC T AGA - - - A T T CAAGAAAAC - - - - - - - AA T A T CGA T A T T - A T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T C T AGA T - - GG - - - - - - - - - - - GTGAAC T T AA T T AGA T C T A T CC T - - - T T T T TGAGT T A T CAGT A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T C T ACACC T CA T T C T - - - - - - - - - ACGT TGAGT CAGGA T CG - - - - - TGA T T AA T CAGT A T CAGT C
GA T A T T T T ACAGC T - - - - A - - - - - - - - - - - - - - - C T CCAGT AGT A T AGT C - - T A T AACAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T A T AAA - T A T T T T - - T T ACCAA T A TGGCAAAAAAAGT T AC TGA T A T T C T T T AAA T TGA - - - - -
T AGGT T T A T AGT AA - - AA T CAA T ACA T AAAA T - - AA TGAGCC T T AACA T T - - T AAACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGCA T T AAACA T TGT T T T T - GT T T T T A T A T AA TGAAGAAAAGT A T AAGTGT A T T T T AAA T A T C - - - - -
AAAA T T C T CAAAAA T T - - - GT T TGAAAGAAA T - - GAAAA T T CCCAGGA T T - A T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGT T T T AGAGGT - - - - - - - - - - - - - - - - - - - - - - - - AAGA T C T ACAAGCCAGT T T CAA TGACA T AA T T
GAGGT T T TGT TGCGT ACAGA T T CAAA T AACGA - - T ACGT AC T T T TGGAC T - - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT T T AGA T T T CA - - - - - - T T A T AAAAGT CC T CGAAAAAA T T C T A T T A TGC T A T T AAA T T T CGT T T A
- ACA T T TGCGGA TGAAG - GACGCA TGGAAA T C - - CGT CAA T CCAAAA T A T T - T A T ACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT AAAGG - GA - - - - - - T T T T CGAAA T T CCAGT AGGGAGTGAAACCACCCC T CAAA T A T T - - - - -
GT AGT T T CCGAGA T AAAA - AA TGAGGT AAA T T - - - - - - - - - - - - - - - A T T - - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGT A T T AGAG - - - - - T T T ACA T T A TGGCGT C T T AA TGAGAGT T A TGAC T C T A T T T ACAGT T AG - AGT A
TGA T T T T T T AAAAA T A - - - AA T T AAAAA - - - - - - T CA T TGT TGCACGAC T - - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T A T AGA T A T CA - - - - - - TGGT T AGAGT T C TGAAAAGA TGT AC T A T T TGA T T T T T T AAAAA T AA T T
AACAC T A T T T A T T C T T - - - - - - - - - - - - - - - - - - T ACACA T T T T TGGC T T - A T AAACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T C T AAACGT CG - - - - - - - - - - - - - - - - - - - - - - AAAAAA TGT TGGCCGGT T C TGGCGCACGGGGA
GAGC T T T ACA - - - AAAAA - - - - T AGGGAAGGT - - - - - - - A T T T T AA - - - - T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGT T A T AGAG - - A - - AAG - A - - - - - - A TGCAACAC T A TGT T T T T T A T T T T A T T T T T AGA T A T A - - - - -
GA T T CCCCAAA T T AGG - - - GT CCAAAAAAA T C - - TGGAAA T T T CGA T A T T - A T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T AGA T T - GA - - - - - - - - - - GGGGAAGT T AA T T AGA T C T A T CC T CC T T T C T TGAAA T A T CAGT A
AA T A T T T T AAAAAA T A - - AA T T T AAAACAA T C - - T A T T AAC T T TGAAAAA - - T AAACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T C T AAACA - - - - - - - - - - - - - - - - - - - - - - - - - AAGA T T T A T AAAAC T A T AACGAAC T AAACCA T
- A T C T A T AC T AA T A T AGAAACGT AAGAAGC T C - - GGT TGA T T C T AGG - - - T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA TGT AGAGG - T A - - - - - - T T T T CGAAA T T CCAGGAGAGGGTGAAACCACCCC T CAAA T A T T - - - - -
GAAGT T T T CC T T AC T T - - - - - - - - - - - - - - - - - - GGAGT ACC T CAA T A T A T A T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT T T AGAGA T CA - - - - - - - - T A T CAAGT T CAGAA - - - - - - TGCAA TGT AAC T T TG - - - T TGAAACA
AA T T T T C T T TGT T A T T - - - TGT T AAGAAAA T T - - TGGACA T T T T T CGA T C - A T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT T T AGA T A - T A - - - - - - A T A T AAGGT T T T T AGA TGAAAA T AGAAA T T A T T AC T T T A T AGGCAA TG
GT T A T T A T T AA T T T T AAA - T T C T A T AAAAGAC - - GC TGT A T CC T T AGA T T - - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T AGACG - - - - - - - - - CAACAGGC T T T CCAAG - - - - - - - - GGGT CCGA TGT T AAA T TGT CAGGT
GACGGC TGGGAAAAAA - - - CC T CGT CAAAA T T - - CA T C T A T TGT CAA T CC T - T A T ACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT A T A T ACC T - - - - - - - - T A T C T AGAA T A T AAACGAGCAA TGAAAAC T T T CC T CCGAAA T T ACA TG
AA T A T T TGT T AGACGAAAAA T T T AGT T A T AAG - T TGT T TGT T CAA T AA T T - - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T T T AGA - - - T T - TGT T A T T T C TGCAGT T T TGAGT AA TGT TGT A T T T T AC T A T TGT T A T T A - - - - -
- - - - - - - - - - - - - - - - AAAGA T TGGA T T AACC - - T A T A T ACA T T A T T A T T - - T ACACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T T T ACACC - T A T C T T TGT AAC TGA T A T ACAA T A T AGT AA TGACAA T T A T C T T T A T AGT ACAGTGA
A TGA T T T T T TGT T T TG - - AAAACAAGAAAAGT - - GCAACA T T CCGAGA T A - A T A T A T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGACC T A T A T T T - - - - - - - - - - - - - - - - - - - - - - - - AAGAA T TG - - - - - - - - - - - - - - - - - - - T CC T C
- - - - T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AACA T C T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T A T AGAGT A - - T T CGT A T TGGT T A TGT T CAAAAAAAAGTGT C T A T T T T - - - - - - - - - - - - T A T T C
GGT AA T T CAAAC TGT AAA T AAGT AAAAAAGT T - - TGTGTGTGC T AAAA TGT - T AGAACAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT AGAAG - CA T T T T T AACGCGAA T A T T TGGA TGAAAA T TGGTGT T TGGTGGT T T T T - GC - CA TG
- - - - - - - - - - - - - - - - - - - AAA T AAAGAAA T T - - - - - - - - - - - - - - - - - - T - T AAA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT AAA T C T - - - - - - - - CCCA T A T T A T T T CAGT AAAAACGA - - - - - - - - - - - - - - - - - - - AAA TG
AA T A T T T T CAGAA T AG - - - GA T AGGACAAAA T T C T T T A TGT T T CACCGT C - - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T AGA TG - - - - - - - - - - T T CACCAGGT CCAGAAAAAAGT AACACGA T T T TGAGAAAAAAAAAAA
- - - - - - - - - - - - - - - - - - - A T T CA T AAA - - - - - - - - - - - - - - - - - - - - - - - - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGCCC T AGA TGT - - - - - - - - T T T A TGAAA T A T CAA T CACACGT A - - - - - - - - - - - - - - - - - - - T AAC T
AAA T T T CGC T A T AAAA - - - - - - - AAAAAGA T T - - A T T T CA T C - CA T AA T C - - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T T T AGAC T A TG - - - - - - T ACCGT A TGA T CGAAA - AAAAACGGCGT CCAGT TGGC TGG - - - - - - - -
GAAGT C T T A T AA T - - - AAACCGCACGAAAAA T T T CC TGT A T T T T AAAGT T T - - - GAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGT T C T AGAG - - CG - T T T T A TGT CAA T T A T ACGAGAGAAAACAAAA T A T TGA T A T TG - - - - - - T AACA
TGT A T T T T AAA T CA T A - - AA T T AGTGGAAAA T - - T AGTGGT T T CAA T - - - - - T ACACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGAA T T ACAC - - - - - - - - - - - T T T A T AC T T CGT AG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - AA T T TGCAAAAAA T T T CGTGT A T C T CCGAAAC - - T AAGGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGT T T T AAGGC - - - - - - - - - - - - - - - A T A T A T T T A TGAAC T T T T T T AC T T A T T T T T A T C TGCAC TGT A
AA TGT T C T T AA T A TGC - - - T T CCAGAGAAGT T - - GGGT T A T T C T CAGA T A T T T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T C T AGA TG - - - - - - - - - T T T CAAGT T T T T CAAAC TGAGT TGA T AC T CAGCCCGACAGT T CCGA TG
- - - - - - - - - - - - - - - - TGAA T CCAAAAGAAA T T T C T CA T ACCC T T CAAA T T A T AGCCCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T CCAAAA T T - - - - - - - - - - - - - - - - - - - - - - - - AAAGA T T A T AACCA T A T CA T AAA T AAAAAGT T
GAAAA T T T CCAA TGAC - - - A TGCGGAGAAAACA T CCGACGC T A T AAAAC T - A T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGAC T AGAGGACA - - - - - - T TGCAAAGAGC TGGAAAAA T AA TGAGGT T TGGT AC T ACAACACCAA TG
GGCA T T CCC T A T A T AA - - - T T T T ACAAGAAA T - - T C T T CA T T T CA T AGT C - - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGCGT T AGACC T - A - - - - - - T A T T T T AAAA T ACAAGTGAAAACGT TGTGT AA T T T T T T AA T T T - - - - -
AA T T T T T T T T A T T T T T - - - AACCAAGCAAAAC - - T AAC TGT T T T C T AA T C - - T AGCGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGC T T AGCGCA - - - - - - - - C T T CAACCGCGT CAGA TGAGAA T ACAAACCAGT AGC T AAGTGCA T T T A
AA TGGT T T TGTGT T TGAAA - - - - - - - - - - - - - - - T T T T TGCC T T AAAACC T - T AGCCCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T AGCCA T CA T T TGACGGGGGGGGGGT CGAGTGAC T T T T ACCA T T T T T T T T T ACA T AAAAAAAG
T AAA T T T ACAAAAGGAAAA - - - - AAA T AAAA T - - AA T AAA T C T A T A T A T C - - T AGAACAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T C T AGA - - - T A - - - - - - CCC T AAACA T T CCAAAAAACGGCACAAACA T T CA T C T AA T AC T ACAAG
GACA T T T T CAA T ACAA - - - GCAC T T T AGAGT T - - - - - - - - - - - - - - - - - - - - T AGAACAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGTGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T C T AGAA T T - - - - - - - - AC T T AGC T A TGT T AAA TGGAAAAA T AGA T T T T CC T A - - - - - - - GA T T A
GACA T T T T A T AC T T T A - - - - - - - - - - - - - - - - T T T A T T T A T T T T T A T A T T - A T AGT CCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T T T AA TGT AAG - - - - - - T T CC T T T T A T T T CGAAAAAAGAAAGT AA T CA T TGT CGT C TGTGT AA T T
- A T C T A T AC T AA T A T AAAAACGT AAAAAGC T C - - GGT TGA T T C T AGG - - - T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT AGAGG - T A - - - - - - T T T T CGAAA T T CCAC T AGAGGGTGAAACCACCCC T CAAA T A T T - - - - -
T CGC T T C T CC T T CCCA - - A - - - - - - - - - AAAC - - T C T T TGCGT T AAAGCA T T T AGT CCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T C T AGT CC T CA - - - - - - GCGT TGGT A T T CCAGT AGCAGA TGT T C T T CC T C T CCGCA T T C T CGT CA
T T T A T T T T AAA T T T TGAAAA TGCAAAAGAAGA - - C T A T T A T T T TGAA T T A T T T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T T T AGAGA - TG - - - - - - T TGCA T CCA T C T T A TGAAA T A T T A T T ACA TGT TGT CAAGCCGT CGC T A
AACGT TGCCAAACGT A - - - AACCAAGAA - - - - - - TGCA T A T TGT T AAGAG - A T AAAACAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT A T AAAAGT - - - - - - - - - - - - - - - - - - - - - - - - AAAAAA T AAAAGTGGT T C T TGAGT T AGCGA T T
A T AA T T T T T AA - - - - - T A - T T A T ACGAA - - - - T T T T T T T - - - - - - - - - - - T - T AAA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT T T AAA TGA T A - - - - - - T T T TGA T T A T TGCAAC T AA T A T TGGAGT CC TGTGCC T - - - - - - - - - - -
GTGA T T - - - - - - - - - - AG - AC T T AAGGA - - - - T T T A T A T A T - - - - - - - - - T - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT A T AGA - - T CA T T T T T - - - - - - - T T A T C T AAGT CAAAAGTG - - - - - T AC T T T AAA T T T TGC TGAC
- - - - - - - - - - - - - - - - AAAGT T T ACAAA - - - - - - - - - - - - - - - - - - - - - - - - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGA T T AGACGT - - - - - - - - - - - - - - - - - - - - - - - - GCAGA T TG - - - - - - - - - - - - - - - - - - - - - - - -
- - - - T T T T T CA T C T - - AAGC T T CAGAAACAA T T T T T AC T ACAC TGCAA T T T - T AAACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT T T AAA - - - CA - A T T T A T T C T AGT TGT T T T AAA T ACAGT AGT AGT T T T T T T T T A T C T T TG - - - - G
T A T T T T T C T T AAC T T A - - - GT T TGAAGA - - - - - - T T T A T A T T T T T T CA T A T - T A T ACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT A T ACGT T A - - - - - - GT A T T AAAA TGT T AACAAAAGGT AAAAAC T AGT A T CGACGT AGA T A T C
GGT AC T T T T T ACACGA - - - T CGT AGAAAAAAG - - C T T T T AC T CCCAA - - - - - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGCAA T AGAGC - T A - T T T CA T T T CAAACGT T CCAAAAAAGA T T T AAAAC T AA T ACC T TGT A TGGAC T C
GAC T T T TGAGAAAGC T AAAACA T AGGGAAAAA T T T AAA T T T C T CGGAA T T T - T AGT CCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T T T AGT CGT T A T A T T TGCGGCGC T T AGT CCAAACGGGACCAC - - - - - - - - - - - - - - - - - - - - GC T
GTGA T T - - - - - - - - - - AG - AC T T AAGGA - - - - T T T A T A T A T - - - - - - - - - T - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT A T AGA - - T CA T A T T C - - - - - - - GA T T T T AAGT AAAGA T TGCA - T C T A T T T T T AAA T T AACCGT A
A T CA T T T T T TGAAA T T - - - AA T CAAAAAAAAA - - - - - - - - - T T T AA T A T C - - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T C T AGACGA T A T T T T - - AC T CAGT AGT T T T A T AGAAAAGT T T T ACC T T A T AGT T AGT T A T AAAA T
GGTGGT CCGAAC TGT AAAGAAGT AAACAAGT T T T TGT A TGT CC T AAAA TGT - T AGAACAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT AGAAG - CA T T T T T AACGT CAA T A T T TGGA TGAAAA T TGGTGT C TGGGAGT T T T T TGA - CA TG
T A T A T T T T TGGT AA T T - - - - - - - - - - - - - - - - T T T A TGT A - - - - - - - - - - - - - - GAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGA TGT AGA - - - T A T T T T - - T T T CAGGGA TGGT AGAGA T AAAAGAAACA T A T T T T C T C T T T ACAAAA T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGT T T T AGAGT A - - - - - - - - C T T T T AGGAAGT AAAAAAGA T T T A - - - - - - - - - - - - - - - - - - - C T T T A
AAAAGT T T T T AGC TGA T A - CA T TGAGAA - - - - T T T T T A T T T CC T AAAA T C T - T AAA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T A T AAA T A T - - - - - - - - TGT T A T ACA T TGT AACGAAAAC T AAAA T T CAGCA T T CAAC T A T AAAAG
CGAGT AGT CGCA T AC T - - - AC T AA T AAAAGTG - - T AC T AGT CGCAAGA T T - T T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGT CC T AGAGT T CGT T T C - - TGGA T AAAGT A T CGGTGT A T A T T T AAA T T T AGT C T T A T A TGTGCCA T T
AAC T T C T CC T C T CAGT - - - - - - - - - - - - - - - - - - CAGT AGT - - - - - - - - - - - T AGAACAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGC T T T AGAAG - - - - - - - - - T T AC T T CACAC T TGA T T CAAAACGT AAA - - - A T T T CAAAA T T A T AAAA
T AAA T T TGACAC TGT T AC - AAC T AAGGA - - - - - - - - - - - - - - - - - - - - - - - - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGAC T AGA T T T CG - - - - - - - - - - - - - - - - - - - - - - AAAAA T AA - - - - - - - - - - - - - - - - - - - T AA T T
- - - - - - - T CCA T C - - - ACAAGGCAAGAAAAAC T T CA TGT A T T T T AAAGT T T - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGT A T T AGA - - - CG - T T T T A TGT CAA T T A T A T T AGTGAAAACAAAA T A T TGA T A T T C T T T TGGT AACA
AAAGT TGT AGCAGT T A - - - AA T T A TGAAAAAA - - TGT AAGCACCAACCGT - - T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGGT T AGACC T - - - - - - - - - - - - - - - - - - - - - - - - CAAAA T CGAAGA T CAGT T CCCCAGT CC - - - - -
T A T T T A T AC T AA T A T AAAAACGT AAGAAGC T C - - GGT TGA T T C T AGG - - - T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT AGAGG - T A - - - - - - T T T T CGAAA T T CCA T T AGAGGGTGAAACAACCCC T CAAA T A T T - - - - -
GACA T T C TGAA T AGAA T A - AA T T AAAAAAAGT T T T AAA T T T - - - - - - - - - T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T C T AGAGT C T AC T T T - - - - - - - - - T AA T CGAGGAAAAA T AGT - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - AAGT AAACAAA T T - - - - - - - - - - - - - - - - - - - - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGGC T AGA T A T - - - - - - - - A T T T T A T CGT T T TGT CGAAAGA T AA TGAGCA T T T T T AAA TGA T AAAA T
AA T A T T T TGGGGCAGCAGAACACAAAAAAGGGAAAA TGAA T T T CAA - - - - T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT AGAG - - T - - T T A - A - - - - - - - - - - - - - - - - - - - A T T T T T AGT A T A T T T T T ACA TGAA - - - - -
GTGA T T - - - - - - - - - - AG - AC T T AAGGA - - - - T T T A T A T A T - - - - - - - - - T - T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT A T AGA T - T CA T T T T T - - - - - - - - AAA T T AAAAGAGT TGGGC - - - - CAC T T T TGAGGCGCCCGGT
AAAA T T CGAGAAA T T A - - - ACA T AAGAAAAAC - - AAAGAA TGT CAGAGGCCA T AGACCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGGAA T AGACA T - - - - - - - - - - - - - - - - - - - - - - - - AAAGAACGAAGACGA T C T C TGAA T AGGGACGT
- A T C T A T AC T AA T A T AAAAACGT AAGAAGC T C - - GGT TGA T T C T AGG - - - T - T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGTGT AGAGG - T A - - - - - - T T T T CGAAA T T CC TGT AGAGGGTGAAACCACCCC T CAAA T A T T - - - - -
AC T A T T A T T AAC TGA T - - - A T T T T AGAGAGG - - - T ACAAA T - - - - - - - - - - A T AGA T CAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGCCCACGAGAAAAA T AAGT T TGGGAAC T AC TGGT C T AGA T C T CG - - - - - - - - - - - - - - - - - - - - - - C TGGCC T A T C T TGC TGC T T TGAAA - - - C T AGA
A T A T T T TGT T T T CGCA - - ACA T T AAAAAAA T C - - C TGCCC T CC T AA T C TGCA T AGAGCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T C T AGAGGT T A - - - - - - T ACC T CCCA T A TGAAGTGAGGT TGCGGGT - - GT CCCAAA TGT T - - - - -
AACGT TGT AGCACAGAAG - AAA TGTGAAAA T T T CCGT T AGA T T T A T CA T A - - T AGGCCAGTGA T T CCCAAAGTGGT CCAGGTGGACCCCCAGGGGT CCAC - - - - - - - - - - TGGT CCACGAGAAAAA T AAGT T TGGGAAC T AC TGA T A T AGGCG - - - - T T T - - - - - - - - - - - - - - - - - - CGGACCAGCAAAGT AACC T CCA T T CGT - AA T A
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 size: 3313bp; fragments: 1044; full length: 726 (>=2981.7bp)
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No TE domain detected

After TEtrimmer 3313 bp
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 size: 3613bp; fragments: 1043; full length: 708 (>=3251.7bp)
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 size: 3294bp; fragments: 1053; full length: 729 (>=2964.6bp)
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