Start crop Point End crop Point

1 MSA length = 1603
————————————————— TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGICATAACGICCAGGGTA——————————TACCCTGGCCGTTATGCCTTGCGIAACGTTTTCGATGGGCCACCCTGTATA AAA
TATACAGGGTGGCCCATCGAAAACGTTCIGCAAGGCATAACGGCCAGGGTA —————————— TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTITATA AAA
——————————— TATAIAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAAIGGCCAGGGTA——————————TACCCTAGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTAIA R T I NN
——————————— ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA----=------TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTAT----AA
TATACAGGGTGGCCCATCGAAAACGTTICGCAAGGCATAACGGCCAGGGTA —————————— TACCCTAGCCGTTATGCCTTGCGGAAIGTTTTCGATGGGCCACCCTGTATA.— -
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAIGCATAACGGCCAGGGTA —————————— TA CCIGGCCGTTATGCCTTGCGGAACGTTTTIGATGGGCCACCCTGTA ——————
——————————— ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGICAGGGTA——————————TA CCTGICCGTTATICCTTGCGGAACGTTTTCGITGGGCCACCCTGTATA

TATACAGGGTGGCCCATCGAAAARGTTCCGCAAGGCATAACGGCCAGHGTA- - - - - -~ - - - TACCCTAGCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATIM- - --- - - - -
------------------ TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGJCATAACGGCCAGGGTA- - --------TACEBCTGGCCGTTATGCCTTGCGJAACGTTTTCGATGGGCCACCCTGTATA
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ - -~ - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATA
TBTACAGGGTGGCCCATCGAAAACGTTCCGCAMGICATAACGGCCAGGGTA- - - - - - - - - - TACCCTGGCCGTTATGCCTTGCJGAACGTTTTCGATGGGCCACC- - = - - - - - - - -
-------------------- ATACAGIGTGGCCCATCGAAAACGTTICGCA!“ECATAACGGCCAGGGTA————————————————————————————————————————————————————————————
---------- ATACAGGGTGGIiCATCGAAAACGTTCCGCAAGGCATAACGGICAGGGTA— e —TACCCTGGCCGTTATGCCTTICGGAACGTTTTCGATGGGCCAICCTGTAT’— -
C

.
------ T TATACAGGGTGGCJCATCGAAAACGTTCCGCAAGGCITAACGGCCAGGGTA- - - - ------TACCCTGGCCGTTATGCTTGCGGAACGTTTTCGATGGGCCACCCTGTA- - - - -
" GACAGC ACTG----------- T T.AIGG-CCCAT.AAAACGTTCCGCAAG.!TAACGGCIAGGGTA ---------- TACCCTAGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCITGTA ------
TAAGA TARTATT TA------ TETACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGCCAGGGTA- - - - - - - - - - TACCCTGGCCGTTATJCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATARM- - - - - - -
C ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCHAGGGTA- - - - -« - - - - TACCCTAGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATARM- - - - - - - - - o s o e e e e e e e e e e e e e o -
C TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGI!AGGGTA ---------- TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATA
T ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA---------- TACCCTGGCCGTTATGJCTTGCGGAACGTTTTCGATGGGCCACCCTGTA
C TATACAGGGTGGCCCATCGAAAACGTTCCGCAAMGCATAACGGCCAGGGTA- - - - - - - - - - TACCCTAGCCGTTATGCCTTGCGAIGTTTTCGATGGGCCACCCTGTATA
----------------------------------------- TATACA—GGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAIGGTI——————————TACCCTGGCCGTTATGCITTGIGGAAIGTTTTCGATGIGCCACCCTGTATA e e -
----------------------------------------- TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCABMGGT@----------TACCCTGGCCGTTATGCIMTTGCGGAACGTTTTCGATGGGCCACCCTGTATA
------ TRRA- - - - ATACAGGGTGGCCCATCGAAAACGTTCCJCAAGGCATAACGGCCAGGGTA----------TAJJCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATA
TCARG TG TRAGTEEG - - - - - --- - - TATABAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - - - - - - - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATA
CTTCATTTCATACA - - - - - - - - - ATACAGGGTIGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGIGTA ---------- TACCITAICCGTTATGCCITGCGGAACGTTTTCGATGGGCCACCCTGTATA
T TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ - -~ - - - TACCCTARCCGTTATGCCTTGCGGAACGTTTTCGATGJGCCACCCTGTATA
T TATACAGGGTGGCCCATCGAAAACGTTCCICAAGGCATAACGGCCAGGGTA- - - -~~~ - - - TACCCTAGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCAJCCTGA- - - - - -
T TATACAGGGTGGCCCATCGAAAACGTICC!IAAGGCATAACGGCCAGIGTA ---------- TACCCTAGCCGTTATGCHTTGCGGAACGTTTTCGATGGGCCACCCTGTATAR - - - - - - - - - ATCACAAAACE ACGATTTT - - - - - - -
T ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ ------- TACCCTGGCCGTTATGCCTTGCGGABCGTTTTCGATGGGCCACCCTGTATA
------ C TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA----------TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTAT - -~ - - - - e
T TATACAGGGTGGCCCATCGAAAACG-TCCGCAAGGCATAACGGCCAGGGTA- - - -~ - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTAT
-------- T TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAIGGTA— - —TACCCTGGCCGTTATGCCTTGCiIAACGTTTTCGATGGGCCAIC-AT -
C TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ - -~ - - - TABICCTGGCCGTTATGCCTTGCJGAACGTTTTCGATGGGCCACCCTGTA- - - - - -
T ATACAIGGTGGCCCATCGAAAACGTTCCGCAAGGCITAACIGCCAGGGTA ---------- TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCAICCTGTATA.— A
------------------------------------ TATACAGGGTGGCCCATCGAAAACITTCCGCAAGGCATAACGGCCAGGGTA- - --------TACCCTGGCCGTTATGCCTTJCGGAACGTTTTCGATGGGCCACC - - - - -« -« - - - - e -
TACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - == - == - - - TACCCTGGCCGTTATGCCTTGCGEMACGTTTTCGATRGGCCACCCTGTATAR - - - - - TAGT T TGE T TTTAGGART - - - - - - - - - - - - -
--------- ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA---------------TGGCCGTATGCCTTGCGGAACGTTTTCGATGGGCCACRCTGTA- - - - - - - -
G TATACAGGGTGGCCCATCJAAAACGTTCCGCAAGGCATAACGGCCARMGTA- - - - - - - - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATAM- -
A TATACAGGGTGGCCCATCGAIAAIGTTCCGCAAGGCATAACGGCCA!IGTA ---------- TAICCTAGCCGTIATGCCTTGCGGAACGTTTTCGATGGICCACCCTGTA -------------------
-------------------------------- G AJAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - - - - - - - - -TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATAJ- - e
A A TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACIIGCCAGGGTA- - - - - ---- TACECTAGCCGTTATGCHTTGlGGAACGTTTTCGATGGGCCACCCTGTA- - - - - - AGAAAT T TG T T TTCCAATTTATEATTTGGETT - - - - - - - - - - - - -
7\ - G TATACAJGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - -« -« - - - - TACCCTRECCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATGGH - - AGGETTA TATTTGEAAAACEGT TAAAAATTTT - - - - - -
-------------- A G TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGCATAACGGCCAGGTA----------TACCCTGGCCGTTATGCCTJGCGGAACGTTTTGATGGGCCACCCTGTA- - - - - -
----- A B A - - - - -ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCIAGGGTA- - -« ------TA-CCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTOATARIET - - - - - - - - - oo
----- A A TACCCTAGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATANM- - - - - - - = = = = = = mm e e e e e e e e e e e e e e e e o e
----- A A TACCCTAGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATANM- - - - - - - = = = = = = = o m e e e e e e e e e e e e e e e o s
A A TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTAT
AA TATG TAGCGT----------- BACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTA- - - - AAAIRGATEA T T T TTEATTTCAAGETT TAGATT - - - - - - - - - - - - - -
ATCTACGEA TATGAGA - - - - - - - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCAJCCTGTAT
-------- TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - - - ------TACCITGGJCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATA e -
------ TATACAGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - - - ------TACCCTAGCCGTTATGCCTTGCGGAACTTTTCGATGGGCCACCCTGTATA
----- TATACAGGGTGGCCCATCGAAAACGTTCCGIAAGGCATAACGGCIAGGGTA——————————TACCCTAGCIGTTATICCTTGCGGAACGTTTTCGATGGICCACCCTGTATA e e e e e e e e e e e e e oo
TATACAGGGTGGCCCATCGAAAACGTTCCGCA-- - -~ - - - GGCCAGGGTA---------- TACCCTAGCCGTTATGCCTTGCJGAACGTTTTCGATGGGCJACCCTGTATA
----------- ATACAGGGTGGCCCTCGAAAACGTTCCGCAAGGCATAACGGCJAGGGTA- - ---- - - - -TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATA
TATACAGGGTGGCCCATJGAAAACITTCCGCAAGGCATAACGGCCAGGGTA=- - -« - - - - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATHENAACHEETAT - - - - -BERTARE - - - - - - - -
ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGTA- - -------- TBCCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATATA - - ATAAGAE TGE 1 " RAAAA A CARAATAA - - - - - -

----------- TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA=----------TACCCTGGCCGTJATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATA e
TATACAGGGTGGCCCATCIJAAAACITTCCGCAAGGJATAACGGCCAGGGTA- - - - - - - - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTA---- - -AlEErl T BTl - - - -------
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA - = = = = = = = = = = m m e m e e e e e e e e e e e e e e e e e e e e e e e e e e e o .-
TATACAGGGTGGCCCATCGAAAAIGTTCCGCAAGGCATAACGGICAGIGTA ---------- TACCCTGGCIGTTATGCCTTGCGGAACGTTTTCGATGGGCIACCCIGTATA - -
TATACAGGGTJGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTl---------- TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATANRE - - il A Tl ™  THIRICETTRCTRITCImIG, - - - - - - - - - - - - -
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ - -~ - - - TACCCTGGCCGTTATJCcCBTGCGAACGTTTCGATGGGCCACCCTGTATARM- - A

---------------------------------------------- ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAIMGTA-------- - -TACCCTAGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTA - A
TATACAGGGTGGCCCATCGAAAACGTTClJGCAAGGCATAACGGCCAGGTA- - -------- TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGJCCACCCTGTATARM- - - - - - - ATTATTTATGGTTTA - - - - == - == == - -
TATACAGGGTGGCCCATCGAAAAIGTTCCGCAAGGCATAACGGCCAGGGTA- - -« - - - - - TACCIJTAGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATARM- - ATCATCGATCATGCG - - - -~ -~~~ -~ - -

------ TACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - - - ------TACCCTGGCCGTTATCCTTGCGJAACGTTTTCGATGGGCCACCCTGTATARMAAA A e
ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCIGGGTA- - - - ------ TACCCTGGJCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTAT B\
'AIACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA ---------- THcccTGGecGTTATCCTTGCGGAACHTTTTCGATGGGCCACCCTGTAT AAA
TATACAGIGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGTA- - - - - -~ - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTA----- - T TR T T TR e - - - -----------
TATACAGIGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA ---------- TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACHCTGTA- - - - - - - - - TATETH T T TTGAAATCATT TEAATACTET - - - - ----- - - - -
TTACAGGGTGGCCCATCGAAAACGTTCCGJAAGGCATAACGGCCAGGGTA- - - - -« - - - - TACCCTAGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATABM - - - - - - - - - - - - o oo e e e e e e e e e e e e e e e e e e e o
TATACAGGGTGGCCCATCGAAAACI T TCCGCAAGGCATAACGGCCAGGGTA- - - - - - - - - - TACCCTAGCCGTTATGCCTTGCGGAACGTTTTCGJTGGGCCACCCTGTATA
ATACAGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCAGGGTA- - - - - - - - - - TACCCTAGCCGTTATGCCTTGCGJAACGTTTTCGATGGGCCACCCTGTATA
TATACIGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCIAGGGTA ---------- TACCCTGGCCGTTATJCCTTGCGGAACGTTTTCGAJGGGCCACCCTGTATA
ATACAGGTGGJCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - - - - - - - - - TABICCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACTGTATAR- - - - -
TATACAGGGTGGCCCATCJAAAACGTTCCGCAAGGCATAACGGCCAGHGTA- - - - - - - - - - TABICCTGGICGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTA- - - - - -
TATACAGGGTGGCCCATCGAAAACGT TJJCGCAAGGCATAACGGCCAGGGTA- - -« - - - - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCJATGGGCCACCCTGTATA- - - - - - - - - - - -
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGCCAGGGTA- - - - - - - - - - TACCTGGCCGTTATGCTTGCGGAACGTTTTCGATGGGCCACCCTGTAT - - - - - - -
ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGTA- - -------- TACCCTGGCCGTTATGCCTTGCGGAACGTTTCGATGGGCCACCCTGTATA -
TATACAJGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - - - - - - - - - TAJICCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTA- - - - - -
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGA- - - ---- - -- PAcCcCcTGGCCGTTATGC|TTGCGGAACGTTTTCGATGGGCCACCCTGTATA
TATACAGGGTGGCCCATCGAAAACGTTCCGIAAGICATAACGGCCAGGGTA ---------- TACCCTAGCCGTTATGCCTTGCGGAACGTTI ------ GICCACCCTGTAT -------------
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ - -~ - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCECCCTGTAT
A I ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGRGTA---------- TABCCTGGCCGTTATGCCTTGCGGAACRTTTTIRGATGGGCCACCCTGTATARE- - ABRTTETGE TA 1§ T AAGGEEGAAGT TGAAGTTET - - - - - - - - - - - - -
AATTAGGRA TAATGEA - - - - - - - - - TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ - -~ - - - TACCCTAGCCGTTAT.CTIGCIGAAhTIG ----------------
AT----BRTARCCETT------- TATACBGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA - - - = - = - - - TACBCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTABATTGA - GACAT TRTE T TTAGGEE- - - - - - - - - - - - - -
ACT T ATACAIGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ -~ - - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTIRGATGGGCCACHCTGTATARE- - - - - - - - - - -
AGC T ATACABGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - -~~~ - - - TACCCTGGCCGTTATGCCTTGJGGAACGTTTTCGATGGGCCACCCTGTAT
ART T TATAC-GGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGHGTA- - - - - -~ - - TACCCTGJCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTTATA
ANIC CACTT-----m - - - ATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - ===~ - - TABCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGT - - - - - - - - -
AR C T TATACAGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - - - - -~ - - - TACCTAGCCGTTATGJCTTGCGGAACGTTTTCGATGGGCCACCCTGTATA
T TAA- -A------ ATACAGG!IGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA ---------- TACCCTGGCCGTTATI!CTTGCGGAACGTTTTCGATGGGCCACCCTGTATA
T T AIACAG GTGGCCCATCGAAAACGTTCCGCAAGGCATAA.GCCAG GTA---------- TACCCTGGCCGTIATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTAIA
C T TATACAGRGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGHGTR---------- TACCCTGGCCGTTATGCCTTGCGGAACTTTTCJaTGGGCCACCCTGTATA
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ - -~ - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATIIEG - - ETEECET T TH ™ TSR TERCRCCTNN, - - - - - - -
- TATACAJJGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- - - - - - - - - - TACCCTGGCCGTTATGCCTTGCGGAACGTTTTCGATIRGGCCACCCTGTATAGH- - - - -- - - - - -@T TTGEGAACETTTTGGTA - - - - - - - - - - -
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA- -~ - -~ - - - TACCCTGGCCGTTATGCCTTGCGAACGTTTTCGATGGGCCACCCTGTAT
TATACAGGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGTA- - - - - - - oo CCTGGCCGTTATGCCTTGCGGAACTTTTCGATGGGCACCCTGTATA
ATACAGGTGGCCCATCGAAAACGTTCCGCAAGGCATAACGGCCAGGGTA = -« n s m s m e m e e e e - TATGCCTTGCGGAACGTTTTCGATGGGCCACCCTGTATA

TATACAGGGTGGCCCATCIAAAACGTTCCGCAAGGCATAACGGCCAGGITA ——————————— ACICTGGCCGTTATGICTTGCGGAACGTTTTCGATGGGCCACCCTGTA ———————————
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d uf.bed g 1.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.fa s After TEtrimmer 1603 bp

size: 1603bp; fragments: 13001; full length: 456 (>=1442.7bp)
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y 387 fastab.bed utbed g Lbed fm Lbed 0 0 belnfa ainfa cl After TEtrimmer Extended plot Blue lines are boundaries
size: 1903bp; fragments: 13010; full length: 0 (>=1712.7bp)
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TE: nd_1_family 367 Before TEtrimmer 1463 bp

size: 1463bp; fragments: 12352; full length: 490 (>=1316.7bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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