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T T TG - - - - - AAACA T T ACAAAC - - - - - - - - - - - - T - T AAAGCAC T AAAA T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGCCA T AACGACCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGAAACGT T T T CGA TGGGCCACCC TGT A T A T T AAAGAA T T A T T T ACAAGGT A T T A - - - - - - C T T T T T TGCAACGT T TGA
AA T AC T AAAAAAC TGAAAAAAA T C T AA T CGAGT T - - T ACAAAACA T ACC T A T ACAGGGTGGCCCA T CGAAAACGT T CAGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC T A T A T A T T AAAAACA T A T T T A T T AA T AA T AA T T T AAA T AA T T - - - - - - - - - - - - -
- - - - - GAAAAGAAAA T AAA T A T T AA T A T T C - - - - - - AAGAAAGT A - - CA T A T A T AGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AA TGGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT ACA T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T AGT CA T AA
- - - - - - T CGACA T ACAGT AAAGT T T T T T T T C T CGT A T A T AA T A T A - - - - - A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T - - - - AA TGAAAA TGT T T T C T AGA T AA T C T A - - - - - - - T C T AC T C T T A TGG
A T TGAAAGAGCGCAAGAA T AA T AAC T T T T T A T C T TGAGCAAAA T AACGT T A T ACAGGGTGGCCCA T CGAAAACGT T ACGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAAAGT T T T CGA TGGGCCACCC TGT A T A T A - - T AGCACA T T T T T AGACAAC T T C T T T A T T T T T A - - - - - - - - - - - - -
- - - - GAGAGCGT CAAAA T AAA T T AA TGT AAAGAC - - AGAA TGGT CAGT C T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAACGCA T AACGGCCAGGGT A - - - - - - - - - - T A T CCAGGCCGT T A TGCC T TGCGGAACGT T T T TGA TGGGCCACCC TGT A - - - - - - A T AC T CAA T T TGT AGA T A T T A T T T T AGT T T T AGAA T CCCGAAAAA
TGTGGT AAAGAAGAAGAAGAAGT AACA T A T ACAC - - - - - - - - - - - AAAACA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGT CAGGGT A - - - - - - - - - - T A T CC TGACCGT T A T ACC T TGCGGAACGT T T T CGGTGGGCCACCC TGT A T ACA - - ACAGACA T C T T T T T T T AACAA T T TGCACAAAG - - - - - - - - - - - - -
T CC T T T C T T A TGTGGAA T AAGT T T A T T T T T TGT - T AGA T AAACC T AAGC T A T ACAGGGTGGCCCA T CGAAAA TGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - T ACCC T AGC TGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T T A - - - - - - - - - T T T T T T T T AGTGTGT T C T T - - - - - - - T T AA T A T AAGGGC
T T - - - - - - - AAACA T T - - - - - - - - - - - - - - - - - - A - T T ACGCA T CACCC T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGCCA T AACGGCCAGGGT A - - - - - - - - - - T ACGC TGGCCGT T A TGCC T TGCGAAACGT T T T CGA TGGGCCACCC TGT A T AC T T AAGAAGCA T - - - - - AAGCC T AA - - - - - - AA T T T T CACA T T T TGTGA
T C TGC T C T ACA T CACCA T A T CC TGAGA T T T C T A T - - T T T AACAAA T AGA T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A TG - - T T TGC TGT T A T AACGT AAAAGT T T AAGGT T T T CAC TGT AAAGCAG
CGCG - - - - - - - T T A T TGT AGAAC TGGT A T T CCCA T - T C T CAGA T A - - AC TGT ACAGGGTGGCCCA T CGAAAACGT T CCGCA TGACA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCCGAACGT T T T CGA TGGGCCACC - - - - - - - - - - - CACAA T AGA T C T A T AAGA T CGTGGGGA T T T AC T A T C T AC T AGGGT
AA T AAGTGCAAA T A T T - - - - - - - - - - - - - - - - - - - - T AAAAGA - - - - AACA T ACAGAGTGGCCCA T CGAAAACGT T T CGCAAAGCA T AACGGCCAGGGT A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT T - - T AAAACA T T T T T CAAAAAA T T CCAAA T T T TG - T T T C TGGGGT CGA
T A T CGTGCC T AC T A T T A T CCA T T T A T A T T T AA - - A - - - - - - - - - - T A T ACA T ACAGGGTGGT CCA T CGAAAACGT T CCGCAAGGCA T AACGGT CAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T T ACGGAACGT T T T CGA TGGGCCAACC TGT A T A T A - - - - - - - - - - T T T T T AAA T AA T AGT C T T T A T A T T AAA T T AA T CA T CA
AC T - - - - - - AAA T AC T CCCAAGT T T T A T T T C T T T CA T AAAAACGAAAAA T A T ACAGGGTGGC T CA T CGAAAACGT T CCGCAAGGCC T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGC T T TGCGGAACGT T T T CGA TGGGCCACCC TGT A - - - - - AAGGGTGGT CCG - - AAC TGT A - - - - - - - - T T CCA T T C TGC TGA T AA
- - - - A T T CGAAA T ACCGGAAGT TGACAGC T AC TG - - - - - - - - - - - T T A T T T TGAA TGGA T ACCCA T ACAAAACGT T CCGCAAGA T A T AACGGC T AGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACC T TGT A - - - - - - A T AC T T T T T T TGTGA T AACAAGGGGC TGT CC T - - - - - - - - - - - - -
CGC T - - - - AAAA T A T T A T T AAC T AAGA T AA T A T T T A - - - - - - ACA T T T A TGT ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACAGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A T ACC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T AA T - - - - - - - T A T T T T T T TGT T T C TGCA T CAAGAA T TGAA T TGAAGGGCA
C T CACGAACCGGCGCGAA TGAACAGTGTGTGT CA - - T A T AA T A T A - AAAAA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGC T AGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T ACC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T A TGAGAAAA
T A T AAGT - CAAA T AA T AAA T AACAAAA T A T AACA - - CAAAA TGCA T T A T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGT CAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T T - - T CACACAGA T T T T CC T AAGT T T CACA T T T TGAGTGT T T CAAAAAA
- - - - AGA T T AAGT T TGA T T AGGT T AGGTGAGC T T - - - - - - - - - - - - - - ACA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGT C T TGCGGAACGT T T T CGA TGGGCCACCC TGT AGT AAAA - - - GA T T CA T T T T AGGT A TGG - - - - - - - - - - - T AC T CAAA - - - - A
T T CC - - - - ACAGCGCCGTGGC T CA T A T T T T T C T T TGGGT CAGGT A - AAA T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAA TGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGC T A TGT T T T CGA TGGGCCACCC TGT A T A T T AAACGTGC T T TGA T T AAGGC T TGA T T AAGGT T TGCCA T AAAA T AGCG
C T CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T A T A T ACA - GGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAAGGTG - - - - - - - - - - T ACCC TGGCCGT T A TGC T T TGGGGAA TGT T T T CGA TGAGCCACCC TGT A T A T A - - - - - - - - - - - GT T T AAAAAAA T T AAA - - - - - - - - - - - - - - T CAGGC
C T CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T A T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAAGGTG - - - - - - - - - - T ACCC TGGCCGT T A TGC T T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T A - - - - - - - - - - - GT T T AAAAAAA T T AAA - - - - - - - - - - - - - - T CAGGC
- - - - - - T T T AGT TGAGGT AAA T T AA - - - - - - - - - - - - - - - - - - - - T AA T AA T ACAGGGTGGCCCA T CGAAAACGT T CCACAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T A T CC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T T - - AGA T A T A T T A T T CAAAA T AGA TGTGT TGT C TGT AA T T AA T AAAAA
- - - - AAAGAAACGA T T T TGGA T T CAAGTGT AGT CCA - - - - - - - - - - ACA T A T AGAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T AAAA T A T A T A T A T A T A T A T AGCAG - - - - - - - - TGGT AGT AAACAA T AG
- - - - AAA T AAAA TGACAGCGA T C T T CA T T T CA T ACA - - - - - - - - - TGCAAA T ACAGGGT AGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - T ACC T T A T CCGT T A TGCCA TGCGGAACGT T T T CGA TGGGCCACCC TGT A T AGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGAGT AA T AA T T A
CCCAAAACAAAACAAAAA T AA T T AA TGT A T T T CA T AGA T T AAACGCC T T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T AACCGT T A TGCC T TGCGGAACGT T T T CGA TGAGCCACCC TGT A T AAAGACGAGCAA T CC T CGAGGAACGA T AGAAA T AC T C - - - - T ACCCAGGA
T TGGAAAGCAAAGT T T T T AAA T T T C TGT T C TGT T - - T AAAGT A T AC T AA T A T ACAGGGTGGCCCA T CGAAAACGT T CCACAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCA T CC TGAA - - - - - - AAGGA T T T T T T T T T AGT A T T T T T T T TGT T T AA TGC T T T C T AAAAA
T CA T T AC - T ACCCGT AACAGAGT T ACA T CACACA T AAAAAAAC T A - AC T T A T ACAGGGTGGCCCA T CGAAAACGT CCCGT AAGGCA T AACGGCCAGAGT A - - - - - - - - - - T ACCC T AGCCGT T A TGC T T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T - - - - - - - - - A T CACAAAACCACGA T T T T - - - - - - - T T AA T ACGA T CAA
T T - - - - T AAGCA T T CAA T AGCA TGT T AA T A - - - - T ACA T T AAA TG - - GT CA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAGCGT T T T CGA TGGGCCACCC TGT A T A T - AACGA T ACA TGT T T AGT A T A T ACAGGAACAGA - - T CC T TGAAACAAA
- - - - - - AAAAAA T AAAAAA T AACC T T AGA T A T T T T - GGAGAGA TGT T A T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T - - - - - - - A T AC T T AC T T A T T A T A T T AC T A - - - - - - - - - T C T T AGT CC T A T
T A TGCAAAAA T A T AACAAAAAA T A T T T T T AA T C T T - CAAAAAA T A - - GC T A T ACAGGGTGGCCCA T CGAAAACG - T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A TGT T AAAGGTGCA T AA T T T T T A T T T T A T AAAAC TG - - - T T C T T TGT CA TGT
T T T A - - - - - - - - TGAAA T AGGGT T CAAGT TGT T T T - ACA T AAA T T T T A T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCA TGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGT AACGT T T T CGA TGGGCCA T CGACCA T T T T - - - - CAA T C T T T T TGCAGAAGTGT AC - - - - - - - - TGT T T AA T AAGCC
- - - - AAA T A T C T AA TGACA T AACCAAGGT T ACC T CAGA T AAGA T AC T AGT A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T A T CC TGGCCGT T A TGCC T TGCCGAACGT T T T CGA TGGGCCACCC TGT A - - - - - - A TGT AGA T AA T T A T AC T ACAAAACGT TGT T T T T T A T T AA T A T T TG
T C T C T AA T ACAA T AAAAAA T A T T TGCA T T AA T T T - - T AAAACACAA T T ACA T ACAAGGTGGCCCA T CGAAAACGT T CCGCAAGGCGT AACAGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCA T CC TGT A T AGC - - ACA T T CA T A T T T A T AGCA T AAAAAGA T A T T T T T CGCAAA T AA TGC
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T AAAA TG - - T A T A T ACAGGGTGGCCCA T CGAAAACA T T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T T ACGGAACGT T T T CGA TGGGCCACC - - - - - - - - - - - - - T A T TGT A T T T T T AGAA TGGGAG - - - - - - - - T A T T CAGCAAAAA
A T AG - - - - AAAACGAGGT AGAGCAAAGGA T AGAGT - AC T CAAACGGT AACGT ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGT ACGT T T T CGA T AGGCCACCC TGT A T A T - - - - - T AGT T TGC T T T T AGGA T - - - - - - - - - - - - - AAAAACGCAACGG
T ACGAAGT T T AGT AA T A T T T AA T T A TGT T CCACA T A - - - - - - - - - CAC T CA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - - - - - - TGGCCGGT A TGCC T TGCGGAACGT T T T CGA TGGGCCACAC TGT A - - - - - - - - T A T TGC T T CGCAAACA T CAG - - - - - - - - - - GAAGGAA T TGGGA
T CGGAA TGCAGT T CA T A T AAAC TGA T A T A T T T A T - - A T A TGAA TGGA TGT A T ACAGGGTGGCCCA T CAAAAACGT T CCGCAAGGCA T AACGGCCAAAGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A TG - - TGT T T T T CA T T T T AGA T A T AA T T TGT T T A T CGTGT CCAA T AA TGA
GTGAGAAA T A T T AA T T CAGAAGT CA T T T C TGT CA - - T A T AA T AAAAGGA T A T ACAGGGTGGCCCA T CGA T AAGGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - T A T CC T AGCCGT CA TGCC T TGCGGAACGT T T T CGA TGGACCACCC TGT A - - - - - - TGT A T AA T C T T T TGAA T ACAAC T CGA TGT T T C - - - - - - - - - - - - -
T T AG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CA T CGCACACAAAAAAAA TGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T A - - CGCGGT A T T T T T T CGA T CA T AC T T T A T AA TGT - - - - - - - - - - - - -
CACAGACAAACACAGCGTGGAA T T AAA T T T T T A T - - T T CAAGGCGT T A T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACCGCCAGGGT A - - - - - - - - - - T AC T C T AGCCGT T A TGC T T TGTGGAACGT T T T CGA TGGGCCACCC TGT A - - - - - - AGAAA T T TGT T T T CCAA T T T A T CA T T TGGC T T - - - - - - - - - - - - -
ACAGAG - - - - T AGA TGAAAAAGT - - - - - - - - - - - - - - - GGGAGTGCA T A T A T ACAAGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T T T CCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A TGGA - - ACGC T T A T A T T TGCAAAACCGT T AAAAA T T T T - - - - - - C T AACCA
TGGG - - - - - - - - - - - - - - AAAGT C T TGT C T TGCC T AAGCAGAA T A T T T A T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAA TGCA T AACGGCCAGAGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T AGCGGAACGT T T T TGA TGGGCCACCC TGT A - - - - - - TGT A T T T T A T T T CA T AGAAAGCGT CGT ACACA TGAACAGCAACGA
- - - - - AGT AAGA T ACAAAGT A T C T T AGT T C - - - - - - AAAAACAAA - - - - - A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGC T AGGGT A - - - - - - - - - - T A - CC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGCA T AA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T A T AAGAAGA
- - - - - AAA TGA T T AGAAAGCA T T T C TGT AGA T T T - - A T AAACA T A - - - ACA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGC T AGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA
- - - - - AAA TGA T T AGAAAGCA T T T C TGT AGA T T T - - A T AAACA T A - - - ACA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGC T AGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAA
T AACAAA TGGCA T A T T CCAAA T CCGT ACAAACAC T - GACGA T A T C T T A T T A T ACAGAGTGGCCCA T CGAAAACGT T CCGCAAGT CA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A TGA T - - GACAA T A T T T T T CGAGAA T T TGACAA T AGT A T CCGT TGGAAAC T A
C TGGGGT ACGAAC T ACAAAAAA T T A TGT T AGCGT - - - - - - - - - - - GT AACA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - AACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A - - - - AAAAGA T CA T T T T T T CA T T T CAAGC T T T AGA T T - - - - - - - - - - - - - -
AACA TGCACC TGTGC TGT CAA T C T ACGCA T A TGACA - - - - - - - - - TGA T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCA T CC TGT A TGAA - - GAAGCAAGGGC T CGACGGAAGGCCGT CGGA - - T AA T CCGCGCC T A
GT TG - - - - - - - - T T T CA T A T CA T CGAA TGCA T T T T - T AAAACA T T - - AC T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACC T TGGT CGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T A - - T T TGGGGCACCC T A T AGAGGGTGAG - - - - - - - T T T T CAGGGGTGG
AACAAAAAGCC T T A T C T T AAAGT TGT A T AC - - - - - - T CAAAAA T A - - T A T A T ACAGGA TGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACC T T T T CGA TGGGCCACCC TGT A T A T A - - C T CAGT AGT T T T AGGA T T T AGT T AAGT T CACA T TGGGT AAGGAAA
- - - - - CACACGGGAAAAACCAGC T T TGT ACA T T T T T AAAGAAACA - - AA T A T ACAGGGTGGCCCA T CGAAAACGT T CCGT AAGGCA T AACGGC T AGGGT A - - - - - - - - - - T ACCC T AGC TGT T A T ACC T TGCGGAACGT T T T CGA TGGACCACCC TGT A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T T AAA T A T ACA T T CAA T ACAA T C T TGCA T T C T T - - A T T T AAA T AA T A T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCA - - - - - - - - - GGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCAGAACGT T T T CGA TGGGC T ACCC TGT A T AGA - - AGGAAAA T A T AAAGGAAA T AGA T T AGA T T AAA T AA TGAACAGT AG
- - - - - - AAGGC T TGAAAGGAAACAA TGT T T - T TGT T T A TGGA T T A - - - - - A T ACAGGGTGGCCCGT CGAAAACGT T CCGCAAGGCA T AACGGCAAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T - AAAAAAACA T TGT T T CC T T T CAAGCC T T CCCAAA T T T T C TGCGT AA T
T T TGT CCCGAAACGT T AAGCA T T T T T T AGTGCGT T A T AACGCAGCA T T T T A T ACAGGGTGGCCCA T AGAAAAC T T T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T T AC T AAGAGGT A T - - - - - AGA T A T T - - - - - - - - T T T T T AA T AAC T T CAAA
TGCAGAAAGT AACGCA T TGGAAC T TGGT ACCGT T - - AA T TGT A T AA T A T AA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - TGCCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T A - - A T AAGAC TGC T T AAAAAACAAAA T AA - - - - - - T AA T T T ACCA T AA
T T T AGAA T AGAA TGGCA T A T T T T T TGACA T T C T C T - - - - - - - - - - - TGT T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT AA TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T AA T T A - CAAGGAGCC T TGGAA - - - - - - - - - - - - - - - - GAC T TGA T CGT C T
- - T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAGGGTGGCCCA T CAAAAAC T T T CCGCAAGGT A T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A - - - - - - A T A T T T C T T A T C T A T T AACAAC - - - - - - - - - - T AA T AACA T T T AG
- - - - CA T A T T A T T AGCAA T TGA T CA T AAA T AACAG - - - - - - - - - - - - - A T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AA - - - - TGCCAC T T T A T A TGACC T TGT T C T CGCC T CGACGT AGC TGT A T
T CAGGAA T AAAGT AAAAA T A T ACCGAGAGTGGCA T T T TGAA T ACGCGGT T A T ACAGGGTGGCCCA T CGAAAA TGT T CCGCAAGGCA T AACGGT CAGAGT A - - - - - - - - - - T ACCC TGGC TGT T A TGCC T TGCGGAACGT T T T CGA TGGGC T ACCCGGT A T AGT - - TGAGCCAC T T T TGAGACGCA T CCGGT AGGT A T AAA TGA T AAAAGA
GCCGT A T A T AGA TGGGAAACACC T T T AGGGCCGG - - - - - - - - - - - AA T C T A T ACAGGGT AGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT T - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A TG - - T T A T C T A T T C T T C T A TGGT T AGT C T TGT C TGT - - - - - - - - - - - - -
A T C - - GT T A T TGTGACGT AAA T A TGT TGA TGCCGT A - - - - - - - - - AAC T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A T CCCGTGCGAAACGA T T T CGA TGGGCCACCC TGT A T AAA - - CCCGT AA T A T C T CAA T AACAC T T TGGT AAA T T - AAC T AA T A T T T A
T T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAAAGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT ACGT T - - ACC T T T T T T A TGT AAAAAAGT T C T AGC T T T T T T CA T T TGT T AGGA
- - - - - - - - - - - - - - T AAA T AAC T C T AA T A T AA T T - - - - - - - - AGACC TGT A T ACAGGGTGGCCCA T CGAAAACGT T C TGCAAGGCA T AACGGCCAGGA T A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGACCACCC TGT A T AAA - - - - - - - T AGT CACA T T AAA T T A T T T A TGGT T T A - - - - - - - - - - - - -
- - - - GT A T TGGAAA TGGGAAA T A T AAA T A T AA - - T ACGA T CGA TGT T T A T A T ACAGGGTGGCCCA T CGAAAA TGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACC T T AGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T AAA - - GACGCCGT T T T T AC T CGA T CA T CGA T CA TGCG - - - - - - - - - - - - -
T C TG - - - - AAAGCAGT A TGT T A T CGA T T A T CA T T TGGA T AGAGT A - - - - - - T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A T ACC T TGCGAAACGT T T T CGA TGGGCCACCC TGT A T AA T AAAGA T A T A T T T T T T AAA T ACAC T T T T T AAAC T T CAA T - - - - - - - - A
- - - - AAA T C T A T T AGAAA T AAA T TGA T TGT AGT T T - - - - - - - - - - AGACAA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCC TGGGT A - - - - - - - - - - T ACCC TGGT CGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A TGTG - - A T TGC T A TGCAC T AAAAGT AAA TGGA TGGGT T T T T T TGAAAAAAA
CAC TGA T T AAAGGAAAA T T A T T CAGTGT AGCCGT TGGGTGAGGT AA T A T T ACACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - TGCCC TGGCCGT T A T ACC T TGCGGAAC T T T T T CGA TGGGCCACCC TGT A T T ACAAACGTGC T T TGA T T AAGGC T TGAC T AAGGT T TGCCA T AAAA T AGCG
CCAGT T AAAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAGAGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A - - - - - - C T AAAA T T A T T T C T AACA T T A T T - - - - - - - - - - - - - - T A T AAAGA
CA T AAGAGGGGC T AAAGAACA T CC T TGT C TGAGT - - - - - AAAACAAAGA T A T ACAGAGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCAC T C TGT A - - - - - - - - - T A T C T T T T T TGAAA T CA T T T CAA T AC T C T - - - - - - - - - - - - -
- - - - GAACAA T AC T TGA T AAAA T CAAGTGCGCC T CAACAGAGGT T AGT A T C T ACAGGGTGGCCCA T CGAAAACGT T CCGT AAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T AGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - T TGGGAAA T AAAAAACAC T TGGT T T T AC T A - - T T T T AAA T TGT AA T A T ACAGGGTGGCCCA T CGAAAACA T T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT T T T CGT TGGGCCACCC TGT A T A T T - - CCGCGCA T A T T TGAAGTGAAAC T T C T T AC T AACAAGGA T T AGAAA
AC - - - AGCCAGAGA T AAGGAAGCCA TGGAC - - - - - - T AA TGGA T A - - AACA T ACAGGA TGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGC T AGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGAAACGT T T T CGA TGGGCCACCC TGT A T AA - AAACCCAAA T T A T T AAAACACGCAAGAA T T CAAC T AA T T AA T AAAGA
T CCAAAGT AAGGGAAC T T A T AA T TGAA T A T ACA T T A TGAAA TGT AGT T T T A T ACGGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGC T AGGGT A - - - - - - - - - - T ACCC TGGCCGT T A T ACC T TGCGGAACGT T T T CGACGGGCCACCC TGT A T A T T - - AA T T A T A T T T T TGA TGAA T TGACACCAGAGC T - - - - - - - - - - - - -
- - - - TGC T AA T T T AGAA T ACAGCGT - - - - - - - - - - - - - - - - - - - - T AA T CA T ACAGGA TGGT CCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T A T CC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCA T T C TGT A T A T - - - - - GT TGAA T T CCAAAAACAGAC - - - - - - - - - - - - - - GAA T AAAAA
- T AACCA T AA T A TGAGA T AAAC T T T T A T T TGTGA - - - - - - - - - - - AA TGT A T ACAGGGTGGCCCA T CAAAAACGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - T A T CC TGGT CGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A - - - - - - ACA T T A T C T T T T T T AAGT T AA T T AG - - - - - - - T A T T CCACAAAAA
- - - - - - - - - - - - - - - - - - - - - C T T T AC TGT AA - - - - - - - - - - - - - - - CA T A T ACAGGGTGGCCCA T CGAAAACGT T ACGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CAA TGGGCCACCC TGT A T A - - - - - - - - - - - - T T T T A T CCAA T T AA T TGCAGT T - - - - - - - - - - - - - - -
- - - - ACAG - - - - - - - - - - - - - C TGGAGGA T AGT C T A - - - - - - - - - CC T T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACAGCCAGGGT A - - - - - - - - - - T ACCA TGGCCGT T A TGT C T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T - - - - - - - A TGCAAC T CAGAGT AACAGT CGACCCC TGT TGA T TGACAACAA
- - - - T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - A - - - - - - - - - - T T ACA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGGT T T CGA TGGGCCACCC TGT A T A T - - - GT A T A T T T AAAAA TGCAAAGC T T T T A T AC T T C T T A T T AA T T T AAA
A T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T A T AA T A T T CGT A T ACAAGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T A T CC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A - - - - - - ACGA T A T T C - T CCGA T AGCGGCAGCACC TGCGT AGT T A T AAGAAC
- - - - T AGAAAAA T A T AAC TGAA T TGAAGT T AGT T - - - - - - - - - - - C T AA T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGCA - - - - - - - - - - CACCC TGGCCGT T A TGC T T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T A - - AAGC T CAAA T T TGGCA T ACAGGT TGA T T C T AGT AA T AGGGGGT T C
- - - - TGAAAAAA T A T CAA T T ACAGA T ACAAAC T A - - - - - - - - - - - A T CA T A T ACAGGGTGGCCCA T CGAAAACGT T CCGAAAGACA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A TGCC T TGCGGAACGT TG - - - - - - GACCACCC TGT A TGAA - - T AGT T TGT A T T C T AA TGGCGT T AAGT TGTGGC - - - - - - - - - - - - -
- - - - - GAAGAA T T AAGT T AGCA TGGAGT AC T T A T T A T A T A T A T T A - - AGT A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCGCCC TGT A TGT - AC T A T T A T A T AGT T T T T AGA T AAAGA T T T AAA T - CA T T T TGT ACAAA
T T CGACA T T T CGAAGGC T T CAA T T T TGT T T A T TG - - - - - - - - - - - A T ACCA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - T A T CC TGGCCGT T A TGCC T TGCGGAACA T T T T TGA TGGGCCACCC TGT A T AAC - - AA T T C TGT A T C T AAGGCCGAAGT TGAAGT T C T - - - - - - - - - - - - -
A TGT T T T TGC T C T CC TGT T AAA T T AGGAA T AA TGCA - - - - - - - - - T CA T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC T AGCCGT T A T CGC T AGCCGAA T ACCC T AG - - - - - - - - - - - - - - - - CGA - - ACCCAAGTGT T T CAAAA T T T C T T T T AAA T T A T - GGC T AAAAC T T T
C T - - GTGT CGAA TGAGGTGAA T - - - - A T AACCC T T - - - - - - - AAA T T AC T A T ACGGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACAC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT AGA T TGA - GACA T T A T C T T T AGGCC - - - - - - - - - - - - - - T A T T AAA TGGGCA
C - - - - - - - - - T T T A T T AAAAAC T AAAA TGT AC T T - - T A T AAAGGG - - - ACA T ACAAGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T TGA TGGGCCAC T C TGT A T AAA - - - - - - - - - - - T T T T T T CGA T CA T ACGGT A T - - - CA T T T ACAAACAA
ACAAAAAGT T T T CAGA T AAAAGC TGT A T A T AA T C - - - - T AA TGAGCAAACA T ACAAGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGAGGAACGT T T T CGA TGGGCCACCC TGT A T T A T ACACAAA T A T T T T T T AAAAA T AGT T T TGT A T T T AC TGT AACAAC T AA
T T T T T AAAAA T A TGCA TGC T A T T AAGT TGT C T CACAC T T AA T T T ACGAA T A T AC - GGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - T ACCC TGACCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC T A T A T ACC - - AC TGA TGT CACCCAACAAAAGT T TGA T AGT CA - - - - - - - - - - - - -
- - - - T A T T T T T T T A TGAGGAA T CAA TGAGT AC T T - - - - - - - - - - - T AA T AA T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T A T CC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT - - - - - - - - - A T T AA T T T T T T AAAGGC T AC T T T T AGAC T T - - - - AAA T AAAA T
T T A T CAGCAGAA T AA T AA T T AACA T AACGT T CAC T A TGA T ACA T A T T CA T A T ACAGGA TGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACC T T AGCCGT T A TGT C T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T A T A - - A T CAA T A TGAGT AAAA TGT T T CC TGTGT T C TG - - - - CAC T AACAA
T CCGT TGT T T ACAGGGGACAGA T T ACAAA T AA - - A - - - - - - AA T A - - - AAA T ACAGGGAGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A T ACC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T AGA - - GGCGCGA T T T T T AAA T T AA T TGT T - - - - - - - - - - GCCAACCA TGG
TGT T A T C T AAA TGGAAACCAAA T T A TGAGTGGA T AA T AGAAGGT AAAAAAACACAGAGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AAAAGCCAGAGT A - - - - - - - - - - T ACCC TGGCCGT AA TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT AAAGA - - AAACACACGT A T T CGGAGCA T T T T AA T T T C T T - - - - - - - - - - - - -
T CCA T AA T A T AA T T T AAAAAGT C T A T A T A T T T T T - - T AC TGAA TGCA T A T A T ACAGAGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGAGTG - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACC T T T T CAA TGGGCCACCC TGT A T A T A - - ACGAAA T T C TGCGAAGAA T AGGT T TGT CGTGGCGGT AAACCAAAG
- - - - T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - G - - - - - - - - - - ACA T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T T TG - - GT AGA T T T A T T CAA T AAGAGGT T T T - - - - - - - T T A - T AGT AAAAA
- - - - - - - - - - - - T A T TGAAAAAC T TGGCACCC T T T - TGT AAAGTG - - - - T A T ACAAGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGGAACGT T T T CGA T AGGCCACCC TGT A T ACA - - - - - - - - - - - C T T TGCGAACC T T T TGGT A - - - - - - - - - - - GGACAA
CGC T C T AGGAGA T T C T AAACAGT CGT C TGT A T AA - - T AC T ACGTGGGA T T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - T ACCC TGGCCGT T A TGCC T TGCGT AACGT T T T CGA TGGGCCACCC TGT A TGT AAAACAA T CA T CA T T T AAA T AAA T AA T AAAGCA T T T CA T T T A T AAAAA
T C TGCC T AGT AGCACAA TGGACGCGA T CC T A T C T - - AAA T A T ACAA T AA T A T ACAGGGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGAGT A - - - - - - - - - - - - - CC TGGCCGT T A TGCC T TGCGGAACA T T T T CGA TGGGT CACCC TGT A T A T T - - AC T AA T A T AAA T AAAAGA T AACA T T AAAA TGT - - - - - - - - - - - - -
T T T AA T TGGCAA T A T AA TGAA T A T T T A T ACGACG - - - - - - - - - - - T CA T AA T ACAGAGTGGCCCA T CGAAAACGT T CCGCAAGGCA T AACGGCCAGGGT A - - - - - - - - - - - - - - - - - - - - - - T A TGCC T TGCGGAACGT T T T CGA TGGGCCACCC TGT A T AGT - - A T AGC TGT ACC T AAAC TGAA T T T T TGGAGT TG - AGT CCGT AGAAA
A T CGCCAAC T A - - - - - - - - - - - T CACA T T CAA - - T A T A T AAAA T A - - - T T A T ACAGGGTGGCCCA T CCAAAACGT T CCGCAAGGCA T AACGGCCAGGA T A - - - - - - - - - - - AC T C TGGCCGT T A TGT C T TGCGGAACGT T T T CGA TGGGCCACCC TGT A - - - - - - - - - - - AA T CCCACGGAGAC T AA T TGT CAGC TG - - AC T AA T AAACA
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TE: rnd_1_family_387.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 1603bp; fragments: 13001; full length: 456 (>=1442.7bp)
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No TE domain detected

After TEtrimmer 1603 bp
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TE: rnd_1_family_387.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 1903bp; fragments: 13010; full length: 0 (>=1712.7bp)
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TE: rnd_1_family_387
 size: 1463bp; fragments: 12352; full length: 490 (>=1316.7bp)
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Before TEtrimmer 1463 bp



0 200 400 600 800 1000 1200 1400 1600

ORF1

ORF3

ORF2

DUF4817

HTH_Tnp_Tc3_2

After TEtrimmer ORF and PFAM domain plot
ORFs
PFAM domains



0 200 400 600 800 1000 1200 1400

ORF1 ORF2

ORF4

ORF3

DUF4817

HTH_Tnp_Tc3_2

Before TEtrimmer ORF and PFAM domain plot
ORFs
PFAM domains



Dotplot
(windowsize = 25, threshold = 50.00  09/10/25)

TE consensus after TEtrimmer (bp)

T
E

 c
on

se
ns

us
 b

ef
or

e 
T

E
tr

im
m

er
 (

bp
)

0 500 1000 1500
0

200

400

600

800

1000

1200

1400


