Start crop Point End crop Point

1 MSA length = 311 1

AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAAMATGATGCCAGGT TAAT - = < @« - s s s o sttt oo GATTGTAATAAATTATCAGGTAAAAAAICATGTAATAATGATGCACTAAA
AACGTGCAIEAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT ---------- GAACGCGACAGACAGAGAGAGTTGTTAGC TN~ CAREIECE- - - - GATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCAJTAAA
AACGTGCAABAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o o TEATEEABTA- - - ATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGEBGAAAATGAA-CCTATAGTCGACTACAGAAACGAAGAGAACGGT TAGCAACAGAAACACCTGAGCAAMATGATGCCAGGT TAAT - - < - & - s s s o sttt t oo GATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGABAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - = - = - = - & - oo s oot f L. .o__......_._._._.. .. ... ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e o e e e m e @ e e e @ e e e @ e @ e e e e e @ e m e m e e e e e e e e e e e e e e e e e e e e e e e e e e m e e o ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATARBTCCGACTACAGAAACGAAGAGAACGGT TAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - < -« - s s s ot c et GATT G- = = = = = = mm e m e e e e e e e e e e e e e
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - == - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAAC- - - - - - GACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTJAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e m o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o s GATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAATGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - = - -« - s s - st o m ottt oo oo TTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - === - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGATIAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - = - = - = - -« oo oo oot f Lo .._._._._.... ... ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAARBAGAACGHTTAGCAACAGAAATACCTGAGCAACATGATGCCAGGT TAAT - - < -« o s sm ot c ettt GATTGTAATAAATTATCAGGTAAAAAACCAJJGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTJAAAAACCATGTAATAATGATGCACTAAA
e R e e TGATGCCAGG - - === === === == - - GAACGCGACAGACAGAGAGAGTTGTTAGGTCAGAAACACTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACITATAGTCGACTACIIGAAACGAAGAGRACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -« -« -« - - - GAACGCGACAGACAGAGAGATIGHE - - - - - - - - - - oo eoe e GETECEEA TAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e e o e e e o e @ e @ e @ e m e e e @ e m e m e e e e e m e e e m e @ e e e e e m e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTGCAAAAGAAAGTGAAAATIAAAICTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAAIACCTGAGCAACATGATGCCAGGTTAAT ---------- GAACGCGACAGACAIAGAGAGIT.TAICITCAGAAACACCTIA.GTIAIAITITAATAAAITATIA-AAIA-TITAA.ATIAT.AITAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e o e o e @ e o e @ e e e @ e @ e e e @ e e e e e @ e e e @ e @ e @ e @ e e e e e m e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = m m m e e e e o e e e @ e m e e e e e e e e e e e m e e e @ e e e m e e e e e @ e e e e e e e e e e e e e e e e e e e e e e e o s ACACTAAA
AACGTGCAAAAGAAAGTGEA- - - GEGACCTETAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - = - = - = - -« oot oot f Lo .o.o__......_._._._.... ... ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - == - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCABCATGATGCCAGGTTAAT - - - -« -« - - - GAACGCGACAGACAGEGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - == - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTAJAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - IAACGIGAIAGACAIAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAA-CCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - AACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACHAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCJACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - GAACGCGAIAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGGICGTCAGATTGTAATAAAITATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCT -BlGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
---------------------------------------------------------------------------------------------- BT AAT----------GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCARJGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAJAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAJAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - BAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m e m m e e e m e e e e e e e e e e e e e e e e e e e e e e e e e o GATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - = - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e e e e e e o e @ e e e o e m e @ e @ e m e e e m e e e m e m e e e @ e e e e e e e e e e e e e e e e e e e e e e m o s ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - == - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATIJAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAAJATGATGCCAGGTTAAR---------- GAACGCGACAGACAGAJJAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGIGCAAAAGAAAGTGAAAATGAAAICTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT ---------- IAACGIGACAGACAIAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAG.TGTAATAAAITATIA-AAIA-TITAA.ATIAT.AITAAA
AACGTGCAAAAMAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ ===~ - - - GAACGCGAMAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAA!IAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAIAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT ---------- GAACGCGAIAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTIAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAAT.TA-TAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAJJCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACETTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - < -« s s m o m oot et GATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e e o e e e @ e & e e e e e e e @ e @ e e e e e @ e e e e e e e e e @ e e e e e e e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTICAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - = - = - = - -« o c oo oot f L. __......_._._._.... ... ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - =~ - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e o e e e @ e o e @ e @ e e e m e @ e @ e m e e e m e e e m e @ e e e e e e e e e m e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTGCIRAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGARAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - = -« - = - -« oo oo oot f L. .o_......._._._._.. .. ... AACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e e o e e e @ e o e @ e e e e e @ e @ e e e e e @ e m e e e e e e e @ e @ e e e e e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACABAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - = - = - = - - - oo oo oot f L. .o__......__._._.... ... ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o o - TTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAABCTATAGTCGACTACAGAAACGAAGAGAACGGT TAGJAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGITAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m o m m o e e e @ e @ e m e @ e @ e e e m e @ e m e @ e @ e @ e m e e e @ e @ e e e e e e e e e e e e e e e e e e e e e e e e e e e e o o
AACGTGCAAAAGAAARTGAAAATGAAARCTAJAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -« - - -« - - - GAACGCGACAGARAGAGHGA - - - - - TERRCE-- - ATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAICACCTGAGCAACATGATGCCAGGTTAAT ---------- IAACGIGACAGACAIAGAGAGTTGTTAGCGTCAGAAACAICTGAICITCAGATTGT TA TT.C.GT-AACCITGTIAT.T-ACACIA.
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAJJAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - -« - - - GAACGCGAJJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAAJAAAJTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAJGTTAAT - - - - -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATIATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AAGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGTTAGCAACAGAAACACCTGAGCAABATGATGCCAGGT TAAT - - < -« - s s s ot f ettt oo GATTGTAATAAATTATCAGGTAAAAA - - = = = = = = = - - ATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = m m m o m e e e o o e o e @ e @ e @ e e e e e @ e @ e e e e e e e e e m e m e e e @ et e e e e e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAABCCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - = = - = = - &« oo oo oot f Lo ooo..o.___._.._._._. ACACTAAA
AACGIGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT ---------- IAAIG-ACAIAGAGAG ----------------------------- AITGIAATAAA- ------- AIAAAC.TGIA. ------ C CTAAI
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTIJAGAACATGATGCCAGGTTAAT - - - - -~ - - - GAACGCGACAGACAGAGAGAGTTJTTAGCGTCAGAAACACCTGAGCGTCAATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGJACTAAA
AACGTGCAAAAGAAAGTJAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - - - - - - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACHTGAGCAACBTGATGCCAGGTTAAT - - - -~ -~ - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAAiIGAAACACCTGAGCAACATIATGCCAGGTTAAT ---------- GAACGCGACAGACACTGARBA- - - - - - v e e GATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACIJGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAAJAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -« - - - - - - - GAACGCGARJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATA - -« -« -« - - -~ -
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - - - == - = - - - GAACGCGACAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGC - = = = = = = = == = mmmmm e e e e o AAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGT TAGCBACAGAAACACCTGAGIAACATGATGCCAGGT TAAT - - < - - - s s s o st e et f Lo oo GATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTCBAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGT TAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - < -« - s s m o s sttt GATTGTAATAAATTATAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACARGATGCCAGGT TAAT - - < -« - s s - o sttt oo oo GATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGACAGACAGAGAGAGTJGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGATGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT - -~ - - -~ - - - GAACGCGAJJAGACAGAGAGAGTTGTTAGCGTCAGAAACACCTGAGCGTCAGATTGTAATAAATTATCAGGTAAAAAACCATGTAATAATGAJGCACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m o m e e e e e e e @ e m e e e e e m e @ e @ e e e e e @ e e e e e e e e e e e @ e e e e e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e o e @ e @ e @ e @ e e e e e @ e @ e m e e e e e @ e @ e m e e e e e e e e e e e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - = -« - = - - - oo oo oot f L. .o__......__._._.. .. ... ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTIRGACTACAGAAACGAAGAGAACHGT TAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT - - = - = - = - - - o c oo oot f L. .oo_......__._._.... ... ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e e e e e m e e e @ e @ e e e m e @ e @ e e e e e e e m e e e m e m e e e e e e e e e e e e e e e e e e e e e e e m e e o ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e m e e o e o e @ e @ e e e e e m e e e @ e e e e e @ e e e @ e m e m e @ e m e e e m e e e e e e e e e e e e e e e e e o AACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAGAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = m mm e e e e o o e @ e @ e & e e e m e e e @ e @ e m e e e @ e e e m e m e e e @ e e e e e e e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGT TAAT = = = = = = = = = m m e e e e o e e e @ e @ e @ e e e m e @ e @ e @ e e e e e e e @ e e e e e @ e m e e e e e e e e e e e e e e e e e e e e e o ACACTAAA
AACGTGCAAAAGAAAGTGAAAATGAAACCTATAGTCGACTACAIAAACGAAGAGAACGGTTAGCAACAGAAACACCTGAGCAACATGATGCCAGGTTAAT ------------------------------------------------------------------------------------------------------ ACACTAAA
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