Start crop Point

!

MSA length = 1688

- - - -TATACAGACCGGACCACIJGTAGTAGTAACATAGGCAGAACCGGJCGAATT - - - - - - - - - - ATTCGTCCGGCAAC

AT- - Tl TACAGACCGGACCACCGTAGTAGTAACATAGICAGAACCGGACGAATT - - - - - - - - - - ATTCGTCCllGCAAC

R < L e ATTCGTCCGGCAAC
---------------------------------------------------------------- ATTCGTCCGGCAAC

- - -ATATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACHGA -[JAATT - - - - - oo - ATTCGTCCGGCAAC

AT------ CAIACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT -« - - -« - - - ATTCGTCCGGCAAC
ATTATATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGAfJGAATT - - - - .. ATTCGTCCGGJAAC
------------------------------- T A e e oo ARTCGTCCGGCAAG
------------------------------- TEEGTCCICTGCCCCACHAGTT----------ATTCGTCCRGCAAC
ATT-TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACGGACGAATT - - - - - - ATTCGTCCGGCAAG

- - --TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
A-TAJJATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACAATT
- - - -TATACAGACCGGACCACCGTAGTAGTAACAJJAGGCAGAACCGGACGAATT
BG TAACATAGGCAGAACCGGACGAA

ATTCGTCCGGCA[C
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAG
ATTCGTCCGGCAAC
ATTCGTCCGcAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAG

G---TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGARClGGACGAATT

ATCATATACAGACIJGGACCACCGTAJTAGTAACATAGGCAGAACCGGACGAATT

A--lTaTacacaccGGAlCACCGTAGTAGTAACATAGIENAIlclcACcGAATT

- -TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT

- TATACAGACCGGAICACCGTAGTAGTAACATAGGCAJJAACCGGACGAATT

AR CHGEABBABCGTAGTAGTAACATAGGCAGAACCGGACGAATT

AR CHGEARBANCGTAGTAGTAACATAGGCAGAACCGGACGAATT

AR CHGEARBANCGTAGTAGTAACATAGGCAGAACCGGACGAATT

CRGEARBANCGTAGTAGTAACATAGGCAGAACCGGACGAATT
ATTETATACAGACCGGACCACCGTJAGTAACATAGGCAGAACC

- -ATC-TATACAGACCGGACCACIGTAGTAGTAACATAGJCAGAACCGGACGAATT

JATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT

A

--------------------------- GTERCATEGG - - BTTTCGGARGEATT - - - - - - - - - - ATTCGTCCGCAAG
------- TATACAGAJCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT - -« -« - - - - -ATTCGTCCGGCAAC
TETATACAGACCGGACCACCGTAGTAGTAACATAGGCAJAACCGGACGAATT - - - - - - - - - - ATTCGTCCGGCAAG
ATCATATACAGACCGGACCACCGTAGTAGTAACATAGH- - - - - - CGGACGAATT - - ===~~~ - - ABTCGTCCGGCAAG

ATTCGTCCGGCAAG
ATTCGTCCGGCAAC
ATTCGTCCGGEAAG
ATTCGTCCGGCAAG

ATTiITCCGGCAAC
G

A TACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT

CCGTAITAGTIEIAIAGGIArACCGGICGAITT
GTT-TATACAGACCGGACCACCGTAGTAGTAMCATAGGCABMAACCGGACGAATT
ATTATATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
- - - -TATACAGACCGGACCACCGTAGTAGTAACATAGGCAJAACCGGACGAATT
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
AT - -TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
- - - -TATACAJJACCGGACCACC- - -GTAGTAACATAGGCAGAACCGGACGAATT
AT--TATACAGACCGGACCACCGTAGTAGTAACATAICAGAACCGGACGAATT
AT--TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
TAARAT ARETABAARCBEGACEBATT

T--TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT

ATTEGTCCcGGCcAAG
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGlJcAAC
ATTCGTCCGGCAAG
ATTCGTClGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC

GITITATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
G---TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
.A-A-— —GITITATACAGACCGGACCACCGTAGTAGTAACATAGGCAIAACCGGACGAATT
TATATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
GT--TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
————TATACAGACCGGACCACCGTAGTAGTAACATAIGCAGAACCGGACGAATI
-GAC-GTAGTAGTAACATAGGCAGAACCGGACGAATT
A---TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
-AT - -TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
CAGACCGGACCACCGTAGTAGTAACATIGGCAGAACCGGACGAATT
A---TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT

ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAG
ATTCGTCCGGCAAG
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAG
ATTCGTCGGCAAC
ATTCGTCCGGCAAG
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAG
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAG
ATTCGTCCGGCAAG
ATTCGTCCGGCAAG
ATTCGTCCGGCIAG

TATACAGACCGGACCACCGTAGTAGJAACATAGGCAGAACCGGACGAATT
TATACAGACCGGJCCJCCGTAGTAGTAACATAGGCAGAACCGGACGAATT
A---TATACAGACCGGACCACCGTAGTAGTAACATAGGCAJAACCGGACGAATT
- - --TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
TTATATACAGACCGGACCACCGTAGTAGTAACAJAGGCAGAACIIGGACGAATT
A--ATATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
ATTATATACAGACCGGACCACCGTAGTAGTAACIITAGGCAGAACCGGACGAATT
ATTATATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
- -TATACAGACCGGACCACCGTAGTAGTAACATAGGCAMAACCGGACGAATT
- -TATACAGACCGGACCACCGTAGTAGTAACATAGGCABMAACCGGACGAATT

ATTCGTCCGGCHAG
ATTCGTCCGGCAAG
ATTCGTCCGGCAAG
ATTCGTCCGGCAAG
ATTCGTCCGGCAAG
ATTCGTCCGGCAAG
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAG
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTICGGCAA
ATTCGTCCGGCAA

GETATATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
--TATATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
ATTATATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
GTT-TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
T—ITATACAGACCGGICCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
T--TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT

> > > > > >

A———TATACAGACCGGACCACCGTAGTAGTAACATIGGCAGAACCGGACGAATT
—_A.ATA-ATCATATACAGACCGGACCACCGTAGTAGTAACATAGICAGAACCGGACGAATT
IATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAA—T
G——ATATACAGACCGGACCACCGTAGTAGIAA ATAGGIAGAACCIGACGAATT

lc-c GTAGTAGTAABATAGGCAGAACCGGACGAATT
A---TATACAGACCGGACCAMCGTAGTAGTAACATAGGCAGAACCGGACGAATT

ATTCGTCCGGCAAG
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC

------------------ TAITAITAAC A.CAGAACCGGACGAATT— e - —ATTIGTCCGGCAAC
T--TATACAGACCGGACHBACCGTAGTAGTAAMATAGGCAGAACCGGACGAAT T - - - - ----- ATTCGTCCGGCAAC
AT--TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAAT T - === -- - === ITTCGTCCGGCAAC

ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTCCGGCAAG
ATTCGTCCGGCAAC
ATTCGTCCGGCAAC
ATTCGTHCGGCAAC

.
ATTCGI!CGGIAAC

AICA-T-A.AACATAGGCAGAACCGGACGAATT
-T--TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT
TATACAGACCGGACCAICGTAITIGTAACATAGGCAIAACCGGACGAATT

T- - T.ACAGACCGGACCAC TAGTAGTAAIATAGGCAGAACCGGACGAATT
A---TATACAGACCGGACCA CGTAGTAGIAACATAGGCAGAACCGGACGAATT
T--TATACAGACCGGACCACCGTAGTAGTAACATAGGCAGAACCGGACGAATT

i!

ATTIGTCIGGCAACTTGCTATGTTACT.TAGCCTGGTCTTCTCTGTATA

End crop Point

!

TGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TP CTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TGCTATGTTACTAGTAGCCTGGTCTTCTCTGTARA
TGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TGCTATGTTACTAGTAGCCTGGTCTTCTCTGATA- - - -
TGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA.

TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTAT === - == - = - - -

TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

B lcTaTeTTACTAGTAGCCTGGTCTTCTCTGTARA

TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTAT

TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

TTGCTATGTTACTATAGCCTGGTRTTCTCTGTATA

TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

TTGCTATGTTACTAITAGCCTGGTCTTCTCTGTATA

TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

ITICTATGTTACTAGTAGCCIGGTCTTCTCTGTITA

TGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
BrecraterTAacTAffTAGCCTGGTCTTRTTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTITCEBGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTITCEBGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTITCEBGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTITCEBGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATfTTACTAGTAGCCTGGTCTcCcTGTATA
TTGCTATGTTAJJTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATfTTACTAGTAGCTGGTCTccTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTTA
TTGITATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGJTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATJTTACTAGTAGCCTGGTCTTCTCTTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
BGCTATGTTACTAGTAGCCTGGTCTTCTCTTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

QO > > > > > 0

TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTlTA
B BCTATG- -ACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTJCTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTHTGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTHGTACCTGGTCTTCTCTGTATA
TTGCTITGTTACTAGTAGCCTGITCTTCTCTGTAT
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA-—-T
TTCTATGTTACTAGTAGCCTGGTCTTCTCTGTA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGAGccTGGTCTTCTCTHTARNA
TTGCTATGTTACTAGIAGCCTGGTCTTCTCT TAIA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTHTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGICTGGTCTTCTCTGTAIA
TTGCTATGTTACTAGTAGCCTGGTCTTJTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGG|CTTCTCTGTATA
B GCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TGCTATGTTACJJAGTAGCCTGGTCTTCTCTGTATA
TGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA

TTGCT-TGJTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTITGTTACTAGTAGCCTIGTCTTCTCTGTAIA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTAJJGTTACTAGTAGCTGGTCTTCTCTGTATA
TTGCTA!ITTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGJCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAGCCTGGTCTTCTCTGTATA
TTGCTATGTTACTAGTAICCTGGTITTCTCTGTATA
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d fm_1.bed 0 0 n.bed g 1.bed fm_2.bed 0 0 bcin.fa_alnfa cl.f After TEtrimmer 1688 bp
size: 1688bp; fragments: 3883; full length: 58 (>=1519.2bp)
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d_uf.bed g 1.bed fm 1.bed 0 O n.bed g 1.bed fm 2.bed 0 O b
size: 1988bp; fragments: 3882; full length: 0 (>=1789.2bp)
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TE: nd_ 1 family 214 Before TEtrimmer 654 bp

size: 654bp; fragments: 1806; full length: 682 (>=588.6bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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TE consensus before TEtrimmer (bp)
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