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AC T ACC T A T AC T A T - - AAA T AAAGT AA T AAA T AAAAAAAA T C T CAA - - - - T A T ACAGACCGGACCAC TGT AGT AGT AACA T AGGCAGAACCGGT CGAA T T - - - - - - - - - - A T T CGT CCGGCAACC TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGT T T T AA T T C T T AAGA TGAGT A T T T - - - - - - - - - - - - - - - - - - - - - - - - -
T T T T C TGAAAA T CG - T AAAGT T CAC - - - - - - - - - AGAGT A T TGAC T A T - - T T T ACAGACCGGACCACCGT AGT AGT AACA T AGACAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCAGCAACC T AC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGT AAA - - - T T CAAAAA T C T A T AA T C - - - - A T AGA T AC T T ACCAACAA T T T
- - T CC T AAAA T T - - - T AAGAG - - - - GT T AGA T C T AGT AC T T A T A - - AGT A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT CCGGCAACC TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT AGA T T T A - T T T T AA T AAAAGT T T T ACAAA T T T AAAGAGA T CGAGT AAAAA T A T
T T T A T C T C T AA T AA - C - - - - - - - - - C T T AAGT CAAAAC T AAC TGT C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT CCGGCAACC TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAAA T - GGGCCACAAAACAAA T T T TG - - - - AAAAA T A T T T T T T A - - A T AA T
- - - - - - - - - - - - - - - - GAAGT C T - - T AAACCA T CAAGACAGC T C TG - - - A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAAC T TGA - AAA T T - - - - - - - - - - A T T CGT CCGGCAACC TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGCA T A - - - - T A TGT A T A T AAACAA T T ACAAA T C T - - - - GA TGA TGCA T T T T T T A -
C T T T T T CA T AGT A T - - GAGGCGT ACC T AA TGT TGGGGGTGA T T C TGA T - - - - - - CA T ACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAACC TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACAGA - GACAGGT CAAC T C TGTGT A T - - - - - - - AGAGAA T AA T A T AAA TGT
T C T T C T AAAGT TGT - TGAAAAA T A T T T CAGACACAAGT TGT A T AA T A T T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGAAGAA T T - - - - - - - - - - A T T CGT CCGGT AACC TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T A T T T C T AC T ACCAGAAA T CAACAG - - T TGAAGAAAC T CAA T CA T A T T C T
T T T T T T T T AAA T T T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T - - - - - - - - - - - A T AAAAAA - - - - - - - - - - - - - GAAAA T A TGT T T C T T T T AA
T T T C T - - - - - - - - - - T AACGGC TGC T C TGT CAC TGC T A T A TGT AAAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T CCGTGC TGTGCCGGACAAGT T - - - - - - - - - - A T T CGT CCCGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AC T A T C T C T TGT AC T AA T CA T TGCGAGA T T AAAAAGAC T T ACAA T A T ACA -
CC TGTGAAGAA T A T ACGAGTGA T ACGT CAAGGCAA T T AA T T A T T TGA T T - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACAGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T A T A T A T C T CGAAAAAAACA T A T T TGT T T AAA T AAA T CAAAAA T AACCGT
GT T A T T AAAA T T A T - - AAAGGA T A T T T T AAA T T CAAGT T - - - - - - - - T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT CCGGCAGCC T AC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT AGA TGT A - T T T T AA T AAA TGT T T T ACAAA T T T AAAAAGA T CGAGT AAAAA T A T
- - T T T AAAAAA T A T - - - - - - - - - - - - - - - - - - - - - - - A T A T T CA T A - - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A TGT T A T - AAGT CCAAAAACGAA T AAA T - - - - GAAC TGAAA T AGCAGCA T T T T
T T T T CAA TGAA T CG - - AAGT T C TGTGT AGAA T AAA T AA T AAA TGACA - T ACA T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACAAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAA T A - - - - T T T T AAA T TGTGAA T AG - - - - T AA T AAA T - - - - - - - - - - - - -
T T T A T AGTGAC T T C - - - - - - - - - - - AAAAC T T T A T CAC T T ACCACA - - - - T A T ACAGACCGGACCACCGT AGT AGT AACAAAGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AA T AGCC TGGTGT T C T C TGT A T AAC TG - T T T T C T T A - - - - - - - - - - - - - - - - T AAAAAAA T CAA T - - - - - - - -
A T T C T C T CGA - - - - - AAAGT - - - - - - - - - AGCCAA T AAAA TGAGTGGT T T - - - - - - - - - - - - - - - - - - - - - AC TGT AACA T AGGCAGAACCGGACGAA - - - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A TGA T A - - - T AA T AAAA T AAC T T T T CA T T C - - AAAA T T T CGT T ACCA TGA T
T T T T T TGT TGA T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T A T T AGCC TGGT C T T C T C TGT A T ACA T A T CAA T AA T AAAA T A T ACA T AC - - - - - - - - - - - - - - - - - - - - - - - - -
C TGT T CAGCAGT A T AAAAAGAACGCGT CAGT CACAGGA T A TGT A T TG - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGA T C TGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T CA T - CGGC T TGAGGA TGGCGA T T T - - - - GCAAA T A T T T AAGA T T T ACGC
C T CCC TGAAGA T AA - - AAAGAC T A T T T T AA T A TGAAAAC TGT AC TGA T CA T A T ACAGAC TGGACCACCGT AC T AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAACC T AC T A TGT T AC T AGT AGCCCGGT C T T C T C TGTGT ACC T A T A T A T T AGA TGT T A T T T T T T T - - - - - - - - - - - - - - - - - - - - - - - - -
T T T A TGAAAAC TGA - T AAA TGGTGT - - - - - - - - - - - - - - - - - - - - - A - - T T A T ACAGACCGGA T CACCGT AGT AGT AACA T AGAAGAAC T CAGACGAA T T - - - - - - - - - - A T T CGT CCGACAACC TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T AA T T A T T T T T T T CAAAAA T TGT T T - - - - T T AGT AAGT TGCGT T T T TGG -
T T T T C - - - - - - - - - - - - - - - - - - - - T C T T T CA T AAACAAAGT - - - - T - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAA T A - AAA T A T T A T - - - - - - - - - - - A T T T T T AGAAAGT CACCACACCCAC
C T TGT T TGGA T CGGA - - - - - - - - - - GCAGAA T CGA TGGAC T T T CGA - - - - T A T ACAGACCGGA T CACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAACC TGC T A TGT T AC T AA T AGCC TGGT C T T T T T TGT A T A T AC T T AAC TGAAGAAA TGGGTGACC - - - - AGAGGGACCCC T T T CA T CGA T
T T T T T T A TGACGA T A T CAAAC T AGT CCACGAAAAACAA TGC T T T TG - - - - T T T A T AA T C TGCA TGA T CGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T T T CGGT A T A T AGC T A T C T T CGACA T CAGCCGT ACGT T T A T AAGGTGT T C TGGT A T T T C T
T T T T T T A TGACGA T A T CAAAC T AGT CCACGAAAAACAA TGC T T T TG - - - - T T T A T AA T C TGT A TGA T CGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T T T CGGT A T A T AGC T A T C T T CGACA T CAGCCGT ACGT T T A T AAGGTGT T C TGGTGT T T C T
T T T T T T A TGACGA T A T CAAAC T AGT CCACGAAAAACAA TGC T T T TG - - - - T T T A T AA T C TGT A TGA T CGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T T T CGGT A T A T AGC T A T C T T CGACA T CAGCCGT ACGT T T A T AAGGTGT T C TGGTGT T T C T
T T T T T T A TGACGA T A T CAAAC T AGT CCACGAAAAACAA TGC T T T TG - - - - T T T A T AA T C TGT A TGA T CGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T T T CGGT A T A T AGC T A T C T T CGACA T CAGCCGT ACGT T T A T AAGGTGT T C TGGTGT T T C T
T T T T T - - - - - - - - - - T AGGT AC T AA T C T T T T A T T AA T A T AGT AGAAA T TGT A T ACAGACCGGACCACCGT C T AAGT AACA T AGGCAGAACC - - - - - - - - - - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAAAA - TGA T A T A T CAA T AAA TGT T T ACC T A T T AAA T C TGAAAA T T A T A T -
- - - - - - - AAAAC TGA T AAAAGT AA T - - - - - - - - - - - - - T A T TGA - - A T C - T A T ACAGACCGGACCAC TGT AGT AGT AACA T AGACAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A - - - - - - - - - T A T AAAACGCCGGT A T - - - - GT A TGT A T T T CCCGCGT AGT T
A T T A T T A T T AAACGA T AAGT T T TGC - - - - - - - - - - - - - - - - - - - - - - - - - CA T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A T A T T AC T AGT AGCC TGGT C T CCGC TGT A T AGT AG - GCCCAACCAGAA T AC TGT T T - - - - GAAAAAAAC T AGCGT T AGT C T
- - - - - - - - - - - - - - - - - - - - - - - - - AA T T AGT T AAAAA T A T CGGA T A - - - - - - - - - - - - - - - - - - - - - - - - - - - GTGT CA T CGG - - A T T T CGGA TGCA T T - - - - - - - - - - A T T CGT CCGT CAAGT TGC T A TGT T A T T AGT AGCC TGGT C T T C T C TGT A T AGTGA - - - - - - - - - - - - - - - - - - - - - AGC T A TGGAAAC T T C T T CA TGC T A -
T T CCCCGCCGGTGC - - AAA T A T CGT AGT AAACGAAAAA T T T A T - - - - - - - T A T ACAGA T CGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AA T T A T AAA T AAAAAAGT AAA T A T T T - - - - - AGAAGA T C T AAC T TGGT A T T
T A T A T T AAAAA T A - - T AAAAC T TGT - - - - TGCAGACAGCA T C T CAA T A TGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAA T T - CAAAAC T AACAAA T T TGT C T - - - - - GAAGAACC T AAA T C T A TGT T
T T CGT T CGAAC T T AGT AAGAA T CGC T AAAAGT T AAAAA T ACACA TGA T CA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGA - - - - - - CGGACGAA T T - - - - - - - - - - AGT CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AA T T T - - - - T A T T T AAGAGT C T A T T AGT T TGGAAA T AAA T A T T A T A T T T C T
A T T A T T A T T AAACGA T AAGT T T TGC - - - - - - - - - - - - - - - - - - - - - - - - - CA T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A T A T T AC T AGT AGT C TGGT C T CCGC TGT A T AGT AG - GCCCAACCAGAA T AC TGT T T - - - - GAAAAAAAC T AGCGT T AGT C T
TGACCCA T AGA TGG - - - - - - - - - - - CCAGAAAAAAGAACCGC T C T A - T - - - - - - - - - - - - - - - - - - CCGT AA T AGT T A T AAAGGT ACCACCGGCCGAGT T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T CAA T C T AAGA T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
C T T T A T A - - - - - - - - T AAAGA T CGT T T CC T ACACC TGTGA T T CC TGGT T - T A T ACAGACCGGACCACCGT AGT AGT A T CA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGGAAGT TGT T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAGAC T A T A T C T CACAAAAAGT CAGT - - - - AGAA T AA T CCA - T T A T T T CG -
C TGT T TGT CAGT - - - CAAAAACCACACA T T AC T CCAGAAA T T C T T T A T T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAGAACA T A TGT T ACCAAAGT T T - - - - - - - AAGACCC TGT A - T T A T AGCAC
GT T A T T AACAA T AA - - AAAAACGA T ACAAAA T CGGT T AAA T T T T A T - - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CA T CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T ACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T CA T T AGGGC T T T - - GAAAACCAC - - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T AGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGC T C T T C T C TGT A T ACCAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
CC TGT TGCAGC T T C - CGAACCA TGGT T T T CGGA T AAAA T AGCCAAAA T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T CCA - A T A T AGC T AAA T A T T C T T - - - - - - AAGAA T A T A TGCA - - - - - - - -
T T T - - - - - - - - - - - - - - - - - - - - - - GA T ACGA TGA T AA T AA T AA T A - - - - T A T ACAAACCGGACCACC - - - GT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A T A T T AC T AGT AGCC TGGT C T T C T C T A T A T AACGC - C T A T AC T AGAGCCGT T - - - - - - - - GAAGGAAGGT AA TGTGGC T A -
T T T A T AA T AAGT AA - - - - - - - - - - - A T AACGA T AAAAC T AC T T AC T A T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T A T ACAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACCCA - - - - CAGT T AAACAGT T T T CG - - - - - - - - - - - - - - - - - - - - - - - - -
C T TGT TGC - - - - - - - CGT A T AA T T T - - T A TGGAAGGT A T AGTGAGAA T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A TGC T - A T A TGC T - - - A T A T T C - - - - - - - - AAA TGTGT T CAAA - - - - - - - -
T T T A T CGTGAGT T T - - - - - - - - - - - GAA T CCGT AACAA T A T T T TGAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - T AAAA T AAA T AAAA T CAGACACA T T - - - - - - - - - - A T T CGT CCGACAACC TGC T A TGT T AC T AGT AGCC TGGT C T T C T C T A T A T AAC T T CAA T T T T T AAAA T T AA TGT T C - - - - AAGGA T AGA T AAAGT A - - - - -
T A TGT T AC T AC T AC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T A T A - A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - - - - - - - - - -
T T C - - - - - - - - - - - - - AAA TGT CAC - - - - - - - - AA T T AAA T T CCC TG - - A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT C TGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACACA T - CGT CGT TGGAAAC - - - - - - AA T T A TGCAAA T T T T AAAC TGT CC T
T C T C T TGACAACAGGT AAAGGT T T CAGGCGGCGGAAGGCC T T T T AGGGT T T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - AAACGCC T AAGCA T CC T T T
A T T TGGAA T AA T AAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAA - - - - - - T A T AA T AA T A T - - - - - - A T C T - - AAACA T T CAACA TGAA TGT
CC T C T T T T AAAGAC - - - - - - - GT A T - - - - - - - T AAA T T AA T T T T - - GA TGT A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A - - - - - - - C T AA T A T A T AAAA T CC T T AA - - - - T CACGA T CC TGC T CAAACCAC
T T AC T T A T T AGT AG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T CAGT T T T T C T T T AAA T A T TGA T A T - - - - AGAAGAA T CCA T CGCA T TGC T
T C T ACCAAAAGT T C - - - - - - - - - - - T AAAAGGAGAAAA T T ACCC T CGT - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T AA T - A T A T C T CGAAC T C TGAA T CA - - - - T TGT AAAAC T A T CAACAC T AA
T C T T T TGTGAGCCA - C - - - - - - - - - AACAAGGC - - - CC T T A T CGT C - - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AAGCAGAACCGGACGAA TG - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAG - - - T TGT A T T T AGA T T AC T T T T A - - - - TGAAA T T A T T CACAGT A T AA T
AC T C T T A T CGGC T C - T T CAGCCGGCGCAGGAGGGAAA T T A T - - - - - A T - - - - - - - - - - T T AGACGGTGGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAA - - CACA T CA T AAGGAAAC TGCAG - - - - GGAACGA T A T A - - - - - - - - - -
T T T T TGA TGAA T C T C - AGA TGACAC - - - - - - - - - - - - - - - - - - - - - A - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AACAA TGTGT T T CAAAAAAC T TGTGCA T CCGT AAAAA T AAGAC T T A T T T T -
T T T A T T AAAC T - - - - T AC T CAGCC T CC TGAGGT AA T AA T AGGCGGT A T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C T A T ACGGGAG - T T AAAGT - - AGCAA T T T T - - - - - - AGAAA T ACA T A T T - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAACC T AC T A TG - - AC T AGT AGCC TGGT C T T C T C TGT A T AC T T T T - - - - - - - - - - - - - - - - - - - - - - - - AAA T AAGCCCAAGT T T C T A T T
T T T C T CAAAAACAA - T AAAAAC T T C T T T T T A T T AAACACGT T CAGAA - - - - - - - CAGACCGGACCACCGT AGT AGT AACA TGGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T CC T AGT AGCC TGGT C T T C T C TGT A T AAA T A TGAGT A T C T T AAAAAGTGT T T - - T CGGAAAAGAGT A T AA TGA TGG -
T T T T - - GT T AGT T T - - AA T CGACGGC T AAAGT TGAAGGT - - - - - - - A - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A - - - - TGT T C T A TGAA T T A T T C T A T T A T T C - CACAAACCACAAACA T CGGA
T T T T T CCGAAGT AA - - AAA T TGT A T AAAAGT A T AGCAAAGT AA TGT AC T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT C TGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T T T T T TGGTGGT A T AA T A TGT TGCC - - - - GT A TGA T T T CA - - - - - - - - - A
T T T AAAGT T AACC T - - T AACAACACC T AGAGC T AAACA T T CC T C T AA - - A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACCC T T - - - - CAAAAGC T A T A T AA T T - - - - - - - - - - - - - - - - - - - - - - - - -
A T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAGACCGGACCACCGT AGT AGAAACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC TGTGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAA - A - - - - C T T T AAAA T A - - - - - - - - - - - CAA T AAA T T - - - - - - - - - - - -
A T T T T TGT AAGT A T A T AAAC T T AA T - - - - - - - - - - - - - - - - - - - - - - - - - T A T ACAGACCGGT CC T CCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC TGGT AACC TGGT C T T C T C TGT A T A - - - - - - - - - - - - AAGGT A T T AGCCG - - - - T T AAAAA T A T AGTGT AAAA T -
T A T T TGCCC T A T - - - T T TGC T T CGC T TGGAGT CAAGGTGAGT CC T AA - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T T TGT T AC T AGT AGCC TGA T C T T C T C TGT A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAAACA T A T T T - - - - - - - - - -
T T T T T AAA T AA T T T A T - - - - - - - - - T CAA TGT T C T A T A T A T T AA T T - - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A - - - - - - - - - - T T AGACAA TGA T T AAA T - - - - A T AAGGA T A T T T AGT T A T T A T
- - - - - - - - - - - - - - - T CAGTGT TGC - - - - - - - - - - - - - - - - - - - - - - T T A T A T ACAGACCGGACCACCGT AGT AGT AACACAGGCAGAAC TGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T AAA - A T T T T AGAAAA T A T TGGT AC - - - - CAGTGAA T T TGAACC T T T T T T
C T T T CGA T T AGA T T T CAAAC T T T T T T T T AAA T T AAA T A T T - - - - - AA - - A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT T AC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T T T A T A T AA - - - - - T AAA T - - - - - - - - - - - - - - - - - - T A T T AC T T A T T A T A T ACAGACCGGACCACCGT AGT AGT AAC T T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T C T T T - - - AAA T CAAA T A - - - - - - - AA T C - - AAGAA T TGGACA T T T T T A -
T T T C T CGT AG - - - - - T AAG - - - - - - - - - - - GCCAA T A T T AC T AC TGA T T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AA T A T T - - - CCAAAAAA T A - - - - - - - A T T C - GGAAAA T C TGT AAC T A T T A -
T T T T T CAAAAAAAA - T AA T T ACCAC T TGCGA T T CAAAA TGT CGAGC - G - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGC T AGT TGC T A TGT T AC T AGCAGCC TGGT C T T C T C T A T ACACA T T T T T T T T T T AACA TGGT T T CCC - - - - - - - - - - - - - - - - - - - - - - - - -
T T T T T CAAAAAAAA - T AA T T ACCAC T TGCGA T T CAAAA TGT CGAGC - G - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGC T AGT TGC T A TGT T AC T AGCAGCC TGGT C T T C T C T A T ACACA T T T T T T T T T T AACA TGGT T T CCC - - - - - - - - - - - - - - - - - - - - - - - - -
GCC T A TGAGAACGCGTGGG - - - - - - - - - - - - - - - - - - - - - - - - - - - ACCA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C T C T A T AA - - - - - - - - - - T AAAA TGT - - - - - - A T T T - - AAAA T CA T AACA T AAA - - -
T ACCCC T CAAA T A T - - CGA T AGTGT A T AAA TGTGAGT AAA T T T T A TGA T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACAGGT T TGGAA TGAAACGCC T A T AA - - - - CAACAAC T T CCCCGT T T CCAA
- - - - - - A T AAA TGT A TGGGT A T CCCGT AGACA T AAAAC T AC T ACGT - - T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGT C TGGT C T T C T C TGT AGAGAGA - T CA T TGT AAAACAACGA T - - - - - - AAAAAGA T CCAA TGGAGA T TG
GT T TGAGT AAA TGAG - AGGGCACACACAGAGT T AAAAA T AGC T CGT A T T A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T A T C TGT A T A TGAC T - - - TGT TGAAGTGT C TGC TGT T T C - - GA T A T CCAGT CACAGT CC T
T C T T C T CCAGGT - - - T C T AAC T CAC T CGAGGT CGAAA T T T T CCC TGGT T - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AA T - - C - - - - - - - - - - - - - GC T ACAG - - - - GGAACGAAA T A - - - - - - - - - -
- C T C T T AAA T C - - - - TGAA T AA - - ACGCAAGGT AGACACAGA - - - - T T - T T A T ACAGACCGGT CCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGAAG - T T A T AGT - - - C TGT T T C T - - - - - - AGCACAAGA T C T T C - - - - - - -
C T T C TGA TGCGTGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A TGT A - CAA TGT T AGAGT A T A TGT T CAAC T A TGT AC T TGTGA TGTGTGT C T
T T C T T TGAGAA TGC - C - - - - - - - - - ACCAGT CGAA T AA T T T T T T ACA T CGT AAAAAGA T CAAAGCGGCGT AGT AGT AACA T AGGCAGAACAGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T C T CAGGACCC T AAAAC T C T CGC T T - - - - AGT AGAA T T CG - - - - - - - - - -
T C T T T T T CCGA TG - - T - - - - - T T T T AGAAAGCAGACC T T T T T A T AA - GT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T T C T T AGT A - - - - - - GGGCAA T A T A T T T AGT AGAAAA T A T CCAC T - - - - T A T ACAGACCGGACCACC - - - GT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGCC T T C T C TGT A T ACAGT T - - - T T AAAAAAAGAACAC T T - - - - ACAGGGT T CGGC T A T AGTGC -
C T CAGT AAAAACAAA TGAGACC T A T ACCAA T TGGA T AGT A T T A T ACA - - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAACC TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T T AC T C T AGT AGCAGA TGC T TGT TG - - - - ACAAAAGCAAAAAGGAGCC T A
T T T T CAA T AAAAGT - - AAAAAC T A T CCAAAAGCAAAGACA TGC T T CA T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T ACGAA - AAAAAA T AAAAAAGT T A T AG - - - - AGA T AAACCCAA T AGT CC T T T
T C TGC TGA TGGCAG - - GAAACGTG - - T AAAA T T AAAAGTG - T T T TG - C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT T CGGCAACC TGC T A TGT T ACCAGT AGCC TGGT C T T C T C TGT A T A T A T A - GT CAGA T CAAA T AAA T AAGG - - - - ACAGGAAAA T AAAA T A T A TGT
C T C T T C T TGAA T A T - TGAA T A T CACA T T A T A T T AA T AA T A T T T C T TG - - A T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAA T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A - - - - T - TGT CA T T - - - - - - - - - - - - A T T CAAGT AAA T T - - - - - - - - - - - -
T T TGT TGTGTGT T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A - - - T A T ACAGACCGGACCACCGT AGT AGT AACA TGGGCAGAACCGGACGAA T T - - - - - - - - - - A T T TGT C TGGCAAC T TGC T A TGT T AC TGA T AGCC TGGT C T T C T C TGT A T A T C TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
A T CA T T ACAA - - - - - TGGGTGACAC - T A T AGA T AAAAA T ACCACCAA T CA T A T ACAGACCGGACCACCGT AGT AGT AACA T AGACAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T - TGC T AC T AGT AGCC TGGT C T T C T C TGT A T AAAA T C - - - CGGCAAAAAAACC T T - - - - - - - - AAAA T T T TG - - - - - - - - - -
T T C - - - - - - - - - - - A TGA T TGT TGA - - - - - - - - - - - - - - - - - - - - - - - - - CA T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA - T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGC T T - AGA T T T T AAAGGA T T TGT AG - - - - GT AAGA T T T T C T T TGACA T T -
C TGT T T AAA - - - - - - - AAA TGT T - - TGA T T T A T - AC T ACA T CCAA TG - - A T A T ACAGACCGGACCACCGT AGT AGAAAGA T AGGT AGAACCAGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T T TGT T AC T AGT AGCC T CGT C T T C T C TGT ACA T T T T TGT A T C T T T A T ACAGT T A T A T A T A TGT AAAGTGT CA T CA T AA T AA -
- - - - - - - - - - - - - - - T AAACAA T - - T T AGGGA T - AAGA T T T T T A T C - - - A - - - - - - - T C T AA T C TGTGGT AGT AGT AAGA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T T A T T A T A T ACA T CCA T AGT C T C T AA TGT - - - - - - TGA T ACC T T T T T C - -
GT T CC T A TGAACA T - - AGAAA T T ACGGT T AAA T AAAAA T AA T A T A T A - - - T A T ACAGACCGGACCA T CGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGT A T T - - - T AGCAAAA T AAGCGT T C - - - - - - - - - - - - - - - - - - - - - - - - -
T T T T T T C T TGA T AG - - - - - - - - - - - T T T CA T C T CAA T AGC T T T T T T - - - - - - - - - - - - - - - - - - T T TGA T AA T AA T AACGAAAACAGAACCGGACGAA T T - - - - - - - - - - A T T TGT CCGGCAAC T TGC T ACGT T AC T AGT AGC T TGGT C T T C T C TGT A T A T AA T T C T A TGT AC T AGAGA T TGT T T - - - - - - - - - - - - - - - - - - - - - - - - -
T T TGT T AGAA - - - - - - AAA T CGT TG - - AACGT A T A T T A T AGT T A T AC T - - T A T ACAGACCGGACAACCGT AGT AGT AA T A T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A T A T T AC T AGT AGCC TGGT C T T C T C TGT A T A T T CC - CCCC T CCCCAGAAGT T T T T T - - - - GA TGCCGAACAA T - - - - - - - -
C T AGC TGC - - - - - - - TGGA T AACAC - - - A T AGAAGCAGTGT T CAAGA T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - GT T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A TGGC - AAGT AC T - - - A T AGT T AC - - - - - - GGGAGCAAA T ACA - - - - - - - -
T CCC T TGCCGT T A - - TGGAGC T T A T AAAAAA TGAAAAGT A T T T T T CAA TG - - - - - - - - - - - - AACA TGC TGT AACCAACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAA T - - - - - AAGT AAAAAGT T TGT A T - - - - A T AAGGT CC T AAAA T CGT T C -
T T T T T CA T AAA T C T A - - - - - - - - - - GC TGT T ACGA TGA T A T T T CGT - T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T T AC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A T T A T - A T A T T T AGAAACAA T T T T T T - - - - GAA T A T AA T T ACAACA T T T T T
C T T A TGA T AAC TGTG - - - - - - - - - - A T AAAA T T AA - - - - - - - - - - - - - - - T A T ACAGACCGGACCA T CGT AA T TGT AACA T AGGCAAAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAGT TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T A TGAC - A T AA TGTGAAGT AAC T AC - - - - - - A T ACA T ACC T A T T T T T C T TG -
- - - - - - - - - - - - - - - T CCAG - - - - - - - - - - - - - GGAA T T A T AC - - - A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AGG - - T - - - - CA T T CAGAACC T CC - - - - - - GGAA T AAA T T AGTGGT T T CA -
- - T T T CA T AAA TGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T - - TGCACAGACCGGACCAC T A T AGT AGT AAAA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT CCGGCAAC T TGC T A TGT T AC T AGT AGT C TGGT C T T C T C TGT A T AGT CA - - T AC T AGCGAAACGT T A T T CA T T T ACCGAGA T C T ACCGCACGC T A
GC TGT CGAAA T T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A - - - T A T ACAGACCGGACCA T CGT AGT AGCAACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGT T CGGCAAC T TGC T A TGT T AC T AGT AGCC TGGT C T T C T C TGT A T AAAAC - - - - - - - - - - - - - - - - - - - - - - - - - A T AAAAA TGT AAGT T AGTGGT
C T T C TGA TGCGTGT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T - - T A T ACAGACCGGACCACCGT AGT AGT AACA T AGGCAGAACCGGACGAA T T - - - - - - - - - - A T T CGCCCGGAAAC T TGC T A TGT T AC T AGT AACC TGGTGT T C T C TGT A T A TGTG - ACAC - T T AAAGAACAAA TGGAA T T AGAAA T C T C T T AGA T T T C T C T
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TE: rnd_1_family_214.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_n.bed_g_1.bed_fm_2.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 1688bp; fragments: 3883; full length: 58 (>=1519.2bp)
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No TE domain detected

After TEtrimmer 1688 bp
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TE: rnd_1_family_214.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_n.bed_g_1.bed_fm_2.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 1988bp; fragments: 3882; full length: 0 (>=1789.2bp)
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After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_1_family_214
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