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CC - - AA T AAAA T T AAA T A T CAA T ACA T A T AA T AA T AGC - - - - - - T CCCGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AA T T T - - - - - - AA T A T T T CAAAGT T T T C - - - T T ACA T A TGT CC T T T CGGT T
- AAC - - - - - - - - T A T ACA T T A T T AGA T A T T A T - - - - - - - - - - T A T T A T ACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGAGA T T T CC T A TGT CCCGT CCGACGA TGCAACACC TGGT A T AA - - - - T AA T - GGT AAGT T ACAAA T T T A - - - AAA T AGAC TGC T A T - - - - - T
C T - - T A T AGACGT A T C T AAAAC T AAAGTGT T C T CGAA T T AACGGGAAGAGA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGT A - - - - - CGAAAC T T T AAGCA TGT T - - - A T TGGGAAAA T T TGT T T A T T
G - T T - - - - - - - - - GT CCGACAAGAAAC T T TG - - - - - - - AA - - - - - - - T T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAAGT - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T - - - - T AA - T AA T CCA T T A T A T ACG - - T A T A T ACA T - - - - T CA T T AAACC
- AAC - - - - - - - - T A T ACA T T A T T AGA T A T T A T - - - - - - - - - - T A T T A T ACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGAGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AA - - - - T AA T - GGT AAGT T ACAAA T T T A - - - AAA T AGAC TGC T A T - - - - - T
AA - - A T CGAGAA T A T T A TGT AC T T T AAACCAA T T TGAA T A T T CA TGGAA T A T ACCGGGTGT TGCA T TGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT C T CGT CCGACGA TGCAGCACCCGGT A T A T CGA T T AAC - - - - - - - - - - - - - - - - - - - - - A TGT ACAGGA TGGGCCAAA T
- - - - AAAGAAAACA T T T T AGA T CGGAA T T AGAACAA T A - - T AAA T AAAGT C T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGAC T T CC T A TGT CCCGT CCGACGA TGCAACACCCG - T A T A T AGC - - - - - - - - TGTGT TGAGGGT T T C - - - C T CC T AACGGT TGT CGAAAC
- - - - GCGAAAAA T T CGT T AAA T AAAA T T TGGT A TGT CA T AACGA TGT T ACA T ACGGGGTGT TGCA T CGT CGAGCGGT T TGT AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGCA T T T CC T A TGT CCCGT CCGACAA TGCAACAC T CGGT A T ACA T C - - - - - - - - - - - - - - - - - - - - - - - - - - GAA TGGAAAGA TGAACAGAC
- - - - AAGA TGGC T A T T C - - - - - - - - - - - - - - - - - - - - - T ACGT C T T A TGAA T ACCGGGTGT TGCA T CGT CGAGCA - - - - - T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T CA TGAACCAGGC T A T CGCGCACAGC - - - GGGCGT AAAGC T C TGAAAC T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGA T T A T T AAA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T T C T A TGT CCCGT CCGACGA T CAACCACGTGA T A T AGTGC - T T A T - - - - - - - - - - - - - - - - - - - - - TGAGCAACAA T CGT CAGGT T
- - - - TGT AAAAACA T T T TGGAAGCCAACCCGCA T ACGGT A T CACGAACA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T AAA TGGGA T C T C T T A T AGGT TGCC T A T C - - - - - - - - - - - - - - - - - - CAAGT T A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AA - - AAAAAAAA T A T A T CCAGT T TGT A TGT T AA TGGAAAAAGT AAACAA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC - - - - - - - - T AA T AAAA T AAGCAAA T T - - - AAGTGGAAA T T T T C T CAAAA
AC T T CAAC T ACGT A T T T T TGAA T T AAAC T CAAAC T AA T - - T AGC T CCCGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA T A T AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CCGA TGT CCCGT CCGACGA TGCAACACCCGGT A T AGCGT - T AAC TGACA T AC T AGAGCCGT T - - - ACAAGGAAGGT AA TGTGGC T
GA - - AAAGCGGGTGTGTGGCA T AAGGAAA T A T A T A T T A T A T A T A T AAA T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGT AACACCCGGT A - - - - - - - T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AC - - TGGT TGAA T A TGC TGAAAA TGAGG - - - - - - - - - - AA - - - - - AA T A T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGAAAA TG - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T T T AAC T T AA T T AAGT C T T T TGA T T T A TG - - - AAAACAA T AA T T T AACAA T T
- - - - T TGACGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAACA T A T ACCGGGTGT TGCA T CGT CCAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T - - - - TGAC T A T T AGAC TGAA T AAA T C T T TGTGT CAAAAGT T CAAGAGAG
AC - - T AAAA T AAAGT A T CAA T TGA T ACA T T T T AGCAAA T T AAAAA T TGA T A T ACCGGGT AA T ACA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A TGT AAAAAA T T A T T A - - - -
TG - - T T AAAAAGT A T A T AGTGA T T AA T T C T A T AAAGC T - - T T T CCC TGA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CGCA T T T AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGACGCAACACCCGGT A T A TGA T A T AA T A T A TGTGT CCAAAGTGAC - - - GT A T T T C TGGT CAC TGT ACC
- - - TGC T ACGAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A TGT AGA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - T AAAGGA T CAC T C TGGT T TGAA T T AACCA T A T A - - - - - - - - - - TGT A T ACCGGC TGT TGCA T CGT CGAGCGGGACA T AGGAAA T T CCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT C T CGT CCGACGA TGCAACACCCGGT A T A T A T T AC T A T - - - - - - - - - - - - - - - - - - - - - A T A TGGA - - - - - - - - - - - - -
A T - - GCCAAAAA T AC T T - - - - - - - - - - - - - - - - - - - - - - - A T T T T TGGGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGT T A T - - - - - CAGT T T A T A T AAAGCAAC - - - T T A T AGAAAC T T A T T A T CA T
- - - - AGCAAAAAAA T T T CA T A T CAAAAA T T T A T T CC T C - - - - - - - - - - - - - - - CCGGGTGT TGCA T CGT CGGACGGGA T A T AGGAAA T C - CA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T ACA T A T CAA T T A T CGT A T TGAACA T C T T T ACAACCAAACCC T T AC T T T A T A
- - - - T AAGT AAGT A T T TGACAGT - - - - - - - - - - - - - - - T C T AG - - - - A T T - - - - - AGC T TGT A T ACCGT CGAGCGGGACA TGA T ACA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACAAGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A - - - - C T AAC TGGCA T ACCC TGT ACA T T - - - AA T T T T AAA T T A T T - - - - - C
A T C - GT T A T AGC T - T A T AGTGT CCAAGT C T A TGA T T CGT AC T T C T T CGCCA T ACCGGGTGT TGCAACGT CGAGCGGT ACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AGT C T T T AA T T AGT C T A T CCACGGAA T A - - - ACA TGAGT AGGT TGT CC T A T
AG - - A TGAAAAAAAAA T TGAA T CAGAAA T T AA TGT CAGT A - - T AAAA T A T A T ACCGGGTGTGACA T CGT CGAGCGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA T ACAACAC T CGGT A T A T AAA - AAA T AGA T AAGT T T T A TGC T T T - - - AAACA T AAAAGCA T AAAAC T
A - - - AAAGAGAAAGGC T TGAAA T AAA T T T TGAAAAACA - - A T AAACAAA T A T ACCAGGTGT TGCA T CA T CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A - - - - - - - - - AA T T T A TGAAA T A T T C T - - - A T A T T T AAGGT T C T AGT T C T
AC T T - - - - - - - - - A T TGAAAA T T AAAAGT T A T T C T - - - T A T A T ACAACA T A T ACCGGGTGT TGCA T CGT CGAGCGGGAC - - AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGT - - - - AA - - - AACA T AC T AA TGAAAC T T A T A T CAA T AAA - T T A T AGGGT T
- - - - AGCAAAAA TGT CAGACA T A TGA T T A T AAAAAACGAA T AAC T CCCGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGT T - - CC T AACACCCGGT A T AGCGT A T AA T CAC T ACGC T T CAACCGCC T AC T TGTGAA T CCCAAG - - - - - -
AAC - - - - AGGAGAGCC T CAAAC T T AA T A - - - - - - - - - - T CGC T - GT A T T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CGCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A T A T CCCGT CCGACGA TGCAACACCCGGT A T A - - - - - - - - - - - - - T T A T CAAAAACA - - - - - - - - - - - - - - - T T T T CAAG - -
- - - - GA T A T AA TGT CA TGT CA TGT AAAA T T A T A TGGGGT A - - A T A T A T C T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T C T CA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGAC T C T T T A TGTGT AA T CAAA TGT T - - - - - - - - - - - - - - - C TGA - - - - - GAAGA T A T T ACAAAGGT A - - - AAA T AAA T A T T T AA T AC TGA
A T CC - - - - - - A T T A T TGGT AA T T T AA T A T T T T A T A T T T T A - - - - - - TGT T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T TGCA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T ACGA T - T AA T TGAAA T A T C TGA T T AA T T T A TGGC T AAA T AA T T T C T A T T T A
- - - - AGAAGAAA T A T T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C T A T ACCGGGTGT TGCA T CGT CGAGCGGGAAA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CCAC T CAGC - - - - - - - - - - - - - - - - - - - - - GGT T AAA T AGCGACGCGGAG
AA - - T T CA T AA T T AA T T AGAA TGACA T A T T A TGAA T T A - - A T ACC T TGA T A T ACCGGGTGT TGCA T CC T CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA T AGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T C - - TGGAAGAGC T T AA T AAAAGT T AAGT T T - - - - - - - T AAAAGT AA TGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGT T AC - CAA T T T AA T T AC T AA T T T T T T C - - - A T T AAAGT AGT AGT AAAGT A
C T - - AAAA TGGA TGT T T TGTGT CGAC T A T T A T - - - - - - - - A T AGA T A T C T A T ACCGGGTGT TGCA T CGT CGGACGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T ACA T AGT AA T CGAC T T A T T AAAGA T T T CGACAGGCAGA TGACGT CCA T ACC
GA T T AAGAGGAGT AGT CGGAAGT T AACCC T A T A T ACAA - - T CGTGA T A T T A T ACCGGGTGT TGCA T CGT CGAGCGTGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CCA T - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T AAA T A T T A T ACAGGGT
CC T T AACA T AA T TGT T CCA TGA T CGA T C T C T C T A T A T C - - - - - - - - - - ACA T ACCGGGTGT TGCA T CA T CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACAGTGCAACACCCGGT A T A T CAA - AAC TGAGGACA T AGT CAA T T TG - - - - - - - - - AAGT T T AC TGT - - -
- - T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AA T T A T T A T T T A T ACCGGGTGT T CCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGAGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT ACC T A T ACAAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AGT AAGAGCGGGTGTGTGGCCGAAGAAAA T A - - - - - - - - - - - - - - - - - - T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T T CA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGG - - - - - - - - - T A T T AAA T C TGCC T AAGGT T T A - - - - - - - - - - - - - - - - - - - - - - -
A TGGGA T AAAGT TGCA T C T AAC T T AA T T C TGC TGT TGA T - - - - - - - - - - - A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CC T A TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T T C T T T T A T CAGTGT C T - - - - - - - - - - - - - - - - - - AGCGTGT T T TGT A T T
- - - - AAAAAAAACGCCA TGAGAAAAACA T T T T TGGAGA - - CCAGACC T ACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T T T T A T C T T T T A T ACAAAAGTGC - - - - - - - - - - - - - GGGC - CAA T T AA T T AA T T T AAAA T T T A - - - T T T T AAGC T T T T T A TGAAGC
- - - CGAGACAGAAGT AGA TGAAGAAACGT CGAAACGT CGACGA T A T C T ACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CACA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A TGGT T T AGT - - - - - - - - - - - - - - - - - - - - - GAAGAAAGAACCACAGAAAG
A T T T T T AA T CGA T C T T T CAAGT AAAAAA T T AGC TGA TGT A TGCCGCGTGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AGGT A - - - - - CGA T C TGT T AA - - - - - - - - - - AA T T AGAAAGT T A T T - - - - -
- - - - T T T AAAAA T A T T T AAAGTGA T ACC T TGT AAGT AA - - - - - - - - - - T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T T CA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACC TGGT A T A T CGA - - - - - - - - - - - - - - - - - - - - - - - - - - A TGGT T ACGC T CGT TGAA T T
A T - T A T AA TGT CCGT T TGCA TGCA T AGGT T ACGAC TGGT AGT T CGA T AGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T T C T A TGT CCCGT CCGACGA TGCAACACCCGGT AGAC T A T T T AA T T AA T CCA T T ACCAGAAGA - - - A T AACAGAAGT T A TGT C T A T
- - - T T CAGAAA T T A T T T AAAAACAGAAA T AAAAA T T AA T T CCCC T AGA T CA T ACCGAGTGT TGCA T CGT CGGACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT T T A TGA T T T T ACCAA T T CGCCC TGT A T A T T - - - AAGCAAAACGT CA T T CACGT
A - ACGT AA T T A T T ACAC T A T A T T AAAGT T T AGGT A T AAAA TGT T A T T CC T A T ACCGGGTGT TGCA T CGT CGAACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CC T ACGA TGCAACACCCGGT A T A T AAA - - - - - - - - - - - - - - - - - - - - - - - - - - AGAAAAA T - C T T CGTGAG - -
AA T CCAAAAGTGT ACAAAGAGGCAGAAAGT A T - - - - - - - - - - T A T AACA T A T ACCGGGTGT TGCA T CGT CGAGCGGGA T A T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - ACA TGGGGT T T CC T A TGT CCCGT C TGACGA TGCAACACCCGGT A T A T - - - - T AC T CAA T AA T T CA T T AAAC T T - - - AAA T AAGAAAA T A - - - - - - -
A T - - T ACAAAAC TGC T TGGCGT CAAAC T T T AAAAA - - - T - - - - - - - - GA T A T ACCGGGTGT TGT T T CGT CGGACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CA T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGA T T T T T A T T AAA T AAGT T - - - AGT CCC T A TGT CCCAA T A T T CCGTGGA - C
AGT T T T T AAAAA TGT T T AAGT ACA T AGA T T T T AGAA T A T A - - GGGGA T T CA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA T AGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - T A T AAA TGAAA T T T T A T CAAA T A
- - - - AACAGAAACA T T T CAA TGT T AAAA T T A TGT AACA - - T AGCAGTGT T A T ACCGGGTGT TGT A TGGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CA T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AGCAA - - - - - AAAAGGA T T AGA T T AGA T - - - C TGCAGGTGGC T A T CGACC T
- - - - AAAAA T AA T A T AC - - AA T AAACAA T T A T TGA TGCAAC T T T A T C T T T A T ACCGGGTGT T ACA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TG - - - T - - - - - TGA T T T A - - - - - - - - - - - - - - A T AC TGGT A T T T T T T T AAGA
T A T T AA T TGGACCGT T ACGC T ACACGGA T CGCGGCGGT - - - - - GGCGAC T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCA T ACGACGA T T T CAGA T CCA T TGTGT CCC TGAA T T AAC T CA T CA T ACAGT CC - - - TGACAAAAGCC - - - - - - - AG
AC - - GT A T T AA T T T T A T AAAA T AAGA T T TGGT T AA T AGT AAA T AA T AGT T A T T T A TGGT AA T A T A T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGAACCGT CCGACGA TGCAACACCCGGT A T AG - - - T AAA T T AA T AGA T C T T T T A T T C T T A T AAA T AAA T AA T T T T T ACA T A
AAACGT T A TGAACCGCA T T A T ACA T T T A T T T AGAGTGT - - AAGT AGAAA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T A T T CAGCAGGT T AAAAAGT AAAA TGT A T AAC T A T T A T ACAGGAC
T A - - A T AGA T AACAA T T CAA T T ACAAAGA TGTGAGGCACAGT ACA T ACA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T ACA T A T TGACAAAC T CA T TGC T T TGT TGT T T T T AAC T AAGT T T ACAA T CC T
- - T - - - GAGA T ACACC TGGT A T ACAGAGA T T - - - - - - - T A - - - - - - - CA T A T ACCGGGTGT TGCA T CGT CGAGCGAGACA T AGGAAA T CGCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T C T T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T - - - - T T T CCAAAACGC T T T A T A T A T T - - - - - - - - - - - - - T T CA T AAA T T
- - T T CAGA T AAGT A T T C T AAAAC T AA TGCACCA T T TGA T AA T T AGT T CC T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T - - - T CA T T - - - - - - - - - - - - - - - - - - - - - AAC T AACAAA T T AGTGAA T T
- - - TGC T ACGAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A TGT AGA T A T ACCGGGTGT TGCA T CGT CGAGCCGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACGTGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AGGT A T T A T CCA T CAG - - CAAAAA T A TG - A T AGA TGGAC - - TGT T T T AGT C
AA T TGT AAAAAA TGT C T C T TGGT AAAAA T CGC T ACGAGTGAA T AGT CAA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T C T CA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CA T A TGGCCCGT CCGACGA TGCAACACCCGGT A TGT - - - - CA - - - - - - T T AC T AGCAA T A - - - - - A T AAACA - - - TGT T TGAGT A
CA - - A T AA TGT AGGT C T CAAAA TGAA T T T AGCAAAAAC - - - - GAAA T AA T A T ACCGGGTGT TGCA T CGT CAAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGA T A T A - - - - - - - - - T AGGAGGC T ACAC T A - - - - - - - - - - - - - - - - - - - - - - - - - -
TG - - AA T AAGAAAA T AAAC T T A T AAA T A - - - - - - - - - - - - - - - - - - - - GT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT AGA T A TGC - - - - GGA T ACA T AAAACA T A T A - - - A T ACAAAAA - - - - - - - - - - -
GC - - - - T ACGGT CAGT T T AAGAGCAAC T T CCACAC T AC - - - - - - AGA T A T C T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGCAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T A T C TGAA T CAACGCA TGAAGT A T ACA - - - GGACAAAAGT T T A TGGTGAA
- - A T CAAAAA T ACAC T AAAAA T T AAGGC T T C T A - - - - - - - T C T AAGGT C T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA T TGGA T T T T C T A TGT CCCGT CCGACGA TGCAACACACGGT A T AAA T C - T AA T CAGC T T T T CA T AAGGGT C - - - A T A T AAAGAA T T A T ACGAGT
GT - - AAAAAAAGT T AGT A T AAA TGT A TGT CC T AAAA TGT A T A T CGGT AGAA TGCCGGGTGT TGCA T CGT CGAGCGGGACA - - AGGAAACCCA TGT AAAC T - - - - - - - - - - A T T T ACA TGGGA T T T CC T ACGT CCCGT CCGACGA TGCAACACCCG - T A T AC T AC T CAACCAA T TGAA T AAAAAAAGT - - - AAGGAAGGGA T CACA T T T T T
AC - - GA T A T AA T T A T T A - - - - - - - - - - - - - - - - - - - - - - - T C T AA T A T C T A T ACCGGGTGT TGCA T CA T CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CA T A - - - - - - - - - - - - - - - - - - - - - - - - - - GT CAAGAGGCC TGT TGT AA T
- - - - A T CGT AAA T AA T T A T AA T ACGGGT T CC T C T AAAACAGT T CAA T TGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGTGA T T T CC T A TGT CCCGT CCGACGA TGCAAAA T CCGA T A T A - - - - T T CAC - - - - - - - - - - - - - - - - - - - - T C T C T CAAAAA TGT CAA - - - -
A T T T T CAAGAAC TGT CC TGAAA T AAAAAC T A - - - - - - - C T - - - - - - - - - T C T ACCGGGTGT TGCA T CGT CGAGTGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T TGC T A TGT CCCGT CCGACAA TGCAACACCCGGT A T AC - - - - T - - - T AC T T TGC T A T AAA T A T - CA T T CA T ACAAGGT T T T T AAAA T
- T - T T TGA TGA T T ACCGAAAAC T T CAAAA T AAAAGAAA T ACC T AGA T CA T A T ACCGGGTGT TGT A T CGT CGAGCGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC T T A T T AACCAACGCCA T AGGT T T AGC - - - T AAAAAA T A TGT C T CCAACA
AA - - GT AAAAAA T A T A T T AGACAGAA T T T T AAAAAA T A - - GAAAAA T C T CA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCAA TGT AAA T T - - - - - - - - - - A T T T ACA TGGAA T T T CC T A TGT CCCGT CCGACGA TGT AACA T CGGGT A T A T C TGGT AAC T AACACCC T A T A T AA T A T - - - AAA T AGACACC TGA T T A T T T
A T - - GAAAACAAAA T C TGAAA T TGGAAA T AGA T AAGGC - - T T TGAGT AA T A T ACCGGGTGT TGCC T CGT CGAACGGGACGT AGGAAA T CCAA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T TGCC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A TGT T T AAA T AAACGCGC T AAACC T AGT - - - - - - - - - - - - - - - - - - - - - - -
- - T T AAAAAAAACAAGT T AA T T T T T A T T T CAAACC TGA - - AACA T T T CGT A T ACCGGGTGT TGCA T CGT CGAGCGGGACGT AGCAAA T CCCA TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A - - - - - - - - TGA T AAGC T A TGAA TGTGT A T AAA T AAGT A T T TGT CAAAAA
GG - - AAAGCGGGT A TGTGGCCGAAAGAA - - A - - - - - - - - - - - - - - - - - - T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T - - - - T A T T AAA T C TGCC T AAGGC T T A - - - - - - - - - - - - - - - - - - - - - - -
- - - - A T CAAAAACGGT TGGTGT CAAAAAC T CGACCACC T - - - - - - - - - A T A T ACCAGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T A T T T TGT T AAGTGCGT T AGAAGT T T C T A T ACGTGGA T T T T T TGCACA T C
GA T T A T T ACAA T CGTGCCAGGACAGACAA T AAAACAA - - - - - - - T A T T T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T A T T AAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT T CCGT CCGACGA TGCAACACCCGGT A T AG - - - - AAA T AAAA T TGC TGAGAAGA - - T A T A T CGACAAA T T T A T CCAACA
GG - - GA T AGT AGCAGT T CGT A T C TGCCAC T A T AAA TGC TGT AGCAA T T T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CCGA TGT CCCGT CCGACGA TGCAACACCCGGT A T A T CGT T T A T T T AAGT TGT T AA T T A T AA T - - - ACCGAAAAGA T T A T A T T T C T
- - - - T T T T T AAACA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAACGAA T ACCGGGTGT TGT A T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGAA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A - - - - - - AACCA T T T T T CGAAGT CA T AA T A T AAGT AAAAAA TGGAGGAGT T
A T - - AACGAGAA T ACCAC T AA T CGAA T AC T T T CAC T T A T C T T T A T TGAACA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A - - - - - - - - - - T T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGTGCC T A T A T T AGT CAA TGCGT CAA T T A T T A T - - - - - - - - - - - - - - - - - - - - - - -
T A T T ACAACAA T T A T T T TGGC T CGT C T CACC T AAA - - - T T A T T T CAA T C TGT ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGGAGCGT AGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - T CA T AC T AAGT AC T T CGAGT AAAGAA T T TGAAGAAACGAGCCC T A T AGGT AGCGGGTGT TGCA T CGT CGAGCAGGACC T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGCA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A TGT T C T AA T T AGT C TGTGGGAC T ACGC - - - AAAAAAAAACACACAAAAAC
T A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CA - - - - - - - T A T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGTGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AG - - - - T CAC T TGA T T T T T ACCGACGT T - - - A T A T AGAAAA T T CCA T CACC
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGC T CA T AA T AGT CCGGGTGT TGCA T CGT CGAACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CGT A TGT CCCGT CCGACGA TGCAACAAC TGGT A T AG - - - T CAA T TGT T A T A T T AAAAA T AAC - - - T CCAAAAAAAA TGGT AAA TG
AAGT AA T T AAAA T AAC T T TGGT TGCACGT CA T CAA TGAAGT AA T T T CCC T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A TGTGT T - T AAACAAC T CAC T T T T A T T AAC T C TGCACAGAAAA T T AC T T A T C T
GT - T AAGGCAA T AA T CGAAACC T T AGCGAAACAAG - - - - - GACAGGCC T T A T ACCGGGTGT TGT A T CGT CGAGTGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGC T CGACGA TGCAACACCCGGT A T AAC - - - - - - - - - ACGAAA TGAAC T T A T C - - - A TGAAAA TGGC TGAC TGA T A
A T - - AA T ACGGACACCGGAAAAAAA T AC T CCAGA T T AC - - - - - - - - - - A T A T ACCGGA TGT TGCA T CGT TGACCGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGAGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AA T T - T CAA T CAACAG - - T AGA T TGT AG - GT ACA T AAA T - - - - - - T AGGA T
AA T T - - ACGGAACA T T T T C T AAAGAA T T T TG - - - - - - - T A - - - - - - A T ACA T ACCGGGTGT TGCA T CGT CGGACGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T T C T A TGT CCCGC TGGACGA TGCAACACCCGGT A T AGA - - - T CA T - - - - - - - - - - - - - - - - - - - - - T T AAAAAA T A T A T T T AAA T A
A T T T - - T AGGT A T A T T CCA T AA T ACAA T A TGTGAGT AA T A - - T AAAC T A T A T ACCGGGTGT TGCA T CGT CGAGCGGGA T A T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T A T A T AAGA T T T T C T A TGT CCCGT CCGACGA TGCAGCACCCGGT A T A T - - - - T AGC T TGT C T ACCGGACGA T T T T A T T T T T AAAAAA TGT T CAGGT A
AGT T AGT ACAAA T C T A T TGAA T AAAGT ACCGGAAGTGACAAA T T T A T A T CA T ACCGGGTGT TGCA T CGT TGAGCGGGACA T AGGAA T T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC - - - - T AA T - - - - A T ACCAAA T A T CGC T A T AA T AAAAAAGT T ACAGGGC T
CC - - GT AGTGAGAGCAGGT TGA T CCACA T T A TGACAAA T C T AA T T T T A T T A T ACCAGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AC - - - CAAA T CAA T AC T T T T T A T AAAGA - - - T T T C TGAAAA T A T T AA T AAC
- - T TGT TGA T AA T T CAC T A T T T T A T CGT T AAAAAA T CGT AAAACGCACA T C T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T C T T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T TGC - - - - - - - - - - - - - - - - - - - - - - - - - - ACA T AAACGCACCC TGA T - -
AC - - C T A T T ACA T AC T T T AGGT T TGC T C T T AAACAAAGGAGGACCC T T A T A T ACCGGGTGT TGCAACGT CGAGCGGGCCA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT T CGACGA TGCAACACCCGGT A T AA T A T T T AA T T AA T AA T T T AAACGT C T A - - - CGA T A T AAA T CA T C T CGA T C
- - - - GAGGT AGA T A T CGT ACA T AAAA T A T AA T T AGCA T - - GT AAGCGACCA T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGAAAA T CC T A TGT AAA T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGGA T T A T T AAA T AAA T T ACA T T T A T C - - - AA T CAAAGAA T AC T CACGT T
- - - - AAAAGAAA T A T ACGGAA T T A T T AAC T T C T TGTGA T ACCCC T CC TGT A T AC TGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA T ACAACACCCGGT A TGGGCC - - - - - T AGT C T AGA T T AGA T A T C - - - A TGCC - A T ACGT A T T CAAGA
- - T A T CAGAAGACACGT CC TGCCGAC T C T CGT A T T T TGT AAACAGT T T T T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CACA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AG - - - - T A T T T A T CGAAA T AAAAACAGC - - - GAAAGAAAGAGCGT CAAGT T
AA T TGT A T AAGA T T T A T A T CA T T TGAAC T T C TGGC TGGT TGTGA T T T CACA T AC TGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T - - - - GAC T - - - - - - - - - - - - - - - - - - T AC - - - - - - - AAGT A T A TGAACC
GA - - GTGA T T A T T A T ACCAGA T AGAAAA - - - - - - - - - - T AAA T A TGT A T T A T ACCGGGTGT TGCA T CGT CGGACGGGACA TGGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGT AACACCCGGT A T AG - - - - T AGT T AAAGCA T T A T CAA T A T T AA T C T AAAGAAA T T CA T T TGA - -
T T - - AACAAAAA T AA T T - - - - - - - - - - - - - - - - - - - - - T A - - - - - - - - - - A TGCCGGGT A T TGCA T CGT CGAGCGGGACA T AGAAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACGGGGAA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T AGGAC - - - - - TGGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - AAAAC T AC TGAGT T AAC T CAGAA T A T T T AAA T A T - - T TGGT T T T C T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T ACAGCGT AA T - - - - - - - - - - - - - - - - - - GA T AGA T AGAAGT T T - - - - - - - -
- - - - A T AA T A T C T A T T T T T AGC T ACAAA T T CC T CAAAA - - C T AGAACAA T A T ACCGGGTGT TGCA T CGT CGAGCGGTGTGT AGGAAA T CCCA TGT AAA T T - - - - - - - - - - A T T T ACA TGGGA T T T CC T A TGT CCCGT CCGACGA TGCAACACCCGGT A T A T A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GA - - GT TGAAGA T ACAAAGGGGCGAA TGT T T CGCA T T C - - C TGT A T ACA T A T ACCGGGTGT TGCA T CGT CGAGCGGGACA T AGGAAA T CC T A TGT AAA T T - - - - - - - - - - A T T T ACA TGAGA T T T CC T A TGT CCCGC T CGACGA TGCAACACCCGGT A TGT CCA T T CAC - - - - - - - - - - - - - - - - - - - - - AGA T AGAAGAC T TGGCAGGC





0 500 1000 1500

0
5

10
15

20
TE: rnd_1_family_184.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa

 size: 1904bp; fragments: 13922; full length: 625 (>=1713.6bp)
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TE: rnd_1_family_184.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa

 size: 2204bp; fragments: 13519; full length: 0 (>=1983.6bp)
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TE: rnd_1_family_184

 size: 1603bp; fragments: 9025; full length: 734 (>=1442.7bp)
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