Start crop Point End crop Point

1 MSA length = 1333

GTCAAA--------AC ------ TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T------nn-- AACGAAATGACTTTCCGAACAACCCAATA---- -IATHAR- - - - - - - - - - - - -
A TAA IATITATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT ---------- AACGAAATGACTTTCCGAACAACCCA - -« « - oo oo eee oo TITIEATA

A T T

A T

AAIATTAATTTAT— ---TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-==-=-===-=-=--- ACGAAATGACTTTCCGAACAACCCAATAT—TTT.ATIATIT AIA

AA TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=-=-==-=-=-=--- AACGAAATGACTTTCCGAACAACCC---=-=-=--=-=-=--==-==-----

——————————————————— TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT=-=--=-------AACGAAATGACTTTCCGAACAACCCAATA-TTTTESRATERT THRTETERAMNRT A
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=-=-==-=-=-=--- AACGAAATGACTTTCCGAACAACCCAATA—ITTTIATIA"TH— - A

TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=-=-==-=--=--- AACGAAATGACTTTCCGAACAACCCAATA - - - - - - - s s e s e e e e e e e e e o e - - -

TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=-=-==-=--=--- AACGAAATGACTTTCCGAACAACCCAATA-----

TATIAGGTTGTTCGGAAAGTAATTTCGTTTTTT —————————— AACGAAATGACTTTCCGAACAACCCAATA---=-=---- T -
T-
gr

4 4 4 4 4 4 -4 < -

c- - - A A G-
AAT - - - TEEARABABAA -

4 4 4 4 4 4 4 -4 < -

---------------------------- TATTAGGTTGTTCGGAAAGTAABTTCGTTTTTT----------AACGAAATGACTTTCCGAACAACCCAATA- - - - - - - -
--------------------------------------------------------------- TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT----------AACGAAATGACTTTCCGAACAACCCAATATTETERATERT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT---------- AACGAAATGACTTTCCGAACAACCCAATA
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT---------- AACGAAATGACTTTCCGAACAACCCAATA
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCAAT
TATBAGGTTGTTCGGAAAGTAATTTCGTTTTTT -« -« -« -« - - AACGAAATGACTTTCCGAACAACCCAATI
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATATETIITIAT
TATTAGGTTGETCGGAAAGTAATTTCGTTTTTT -« -« - - - - - AACGAAATGACTTTCCGAACAACCCAATA- - - == - - - - -
TATTAGGTTGTTCGGAAAGTRBATTTCTTTTTT -« - - ---- AACGAAATGACTTTCCGAACAACCCAATA - = = = mm m e mmmmm e e e e e e o
TATTAGGTTGTTCGGAAAGI!ATTTCGTTTTTT ---------- AACGAAATGACTTTCCGAACAACCCAATAT-T- -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAARICHAATA - - - - -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCIAATA -----
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT
TATTAGGTTGTTCGGAAAGTJATTTCGTTTTTT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCA
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT---------- AACGAAATGACTTTCCJAACAACCCA- - - - - - - -
TATTAGGTTTTCGGAAAGTAATTTCGTTTTTT -« -« - - - - AACGAAATGACTTTCCGAACAACCCAATA- - TTTIRATIAT
TATTAGGTTGTTC- - - - - GTAATTTCGTTTTTT---------- AACGAAATGACTTTCCGAACAACCCAATA - - - - -~ - -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA- - - - -
-TTITTCGGAAAGTAATTTCGTTTTTT ---------- AACGAAATGACTTTCCGAACAICCCAATA -----
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA-TTTT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAAAACClA
TATTHGGTTGTTCGGAAAGTAATTTCGTTTTTT -« - - - - - - AACGAAATGACTTTCCGAACAACCCAATA - - = = = mm e e e e e e e e e o
TATTAGGTTTTCGGAAAGTAATTTCGTTTTTT -« -« - -x-- AACGAAATGACTTTCCGAACACCCAATA--TTT
TATTAGGTTGTTCGGAAAGTAATTTCGTITTTT -« - - --- AACGAAATGACTTTCCGAACAACCIAATA- - - - -
------- TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT------- - - —AACGAAATGACTTTCCIAACAACC!I— -
---------- TABAA- - - - TTTARRT TETATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT- - -------AACGAAATGACTTTCCGAACAACCCAATARTRET
AAATTEATETIRTBA T TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT- -« - - - - - - AACGAAATGACTTTCCGAACAACCCAATA- - - -~ - - - - -
---------- AACGAAATGACTTTCCGAACAACCCATA
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT---------- AACGAAATGACTTTCCGAACAACCJAATA
TATTAGGTTGTTCGGAAAGTAATTTCRTTTTTT -« --x---- AACGAAATGACTTTCCGAACAACCCAATA
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCAATA- - - - -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA--TT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT---------- AACGAAATGACTTTCCGAACAACCCAATA- - - - -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---mmmm - - - AACGAAATGACTTTCCGAACAACCIAAT -« - =« cc o m o e e oo e
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA-BTT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT---------- AACGAAATGACTTTCCGAACAACCCAATA- - - - -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAAJJCCAATA- - - - - - - -
TATBAGGTTGTTCGGAAAGTAATTTCGTTTTTT -« -« -« -« - - AACGAAATGACTTTCCGAACAACCCAATA - -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA - TGHT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA-TT@T
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT---------- AACGAAATGACTTTCCGAACAACCCAATA-TTTT
TAAAATTI- - - AT TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA- - - - -
TAARA - - AATTTAT TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- BAcGAAATACTTTCCGAACAACCCA- - - - -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA- - - - -
TATTAGGTTGTTCHGAAAGTAATTTCGTTTTTT -« -« - - -~ AACGAAATGACTTTCCGAACAACCCAATATTTT
---------------------------- GGTTGTTCGGAAAGTAATTTCGTTTTTT----------AACGAAATGACTTTCCGAACAACCCAATATTTTT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCAATA- - - - -
------------------------------------------------------- TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT === ------AACBAAATGACTTTCCGAACAICCCAATAT T T - - o mmeme e e

------------ TATTARGTTGTTCGGAAAGTAATTTIRGTTTTTT- - ------AACGAAATGACTTTCGAACAACCCAATA -« -« - ----
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA-JJTTT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATATT - - -
TATEAGGTTGTTCGGAAAGTAATTTCO/TTTTT -« -« - ---- AACGAAATGACTTTCCGAACAACCHAA----------
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TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATATTRTT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA- - - - -
- TATTAGGTTGTTCGGAAAGTAATTTIGTTTTTT - - - - - AACGAAATGACTTTCCGAACAACCCAA----------T-Al---------l- -G, 8- -Tr T ErreE "8 - - ------------------
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATATTTT
----------- TATTAGGTTTTCGGAAAGTAATTTCG-TTTTT----------AACGAAATGACTTTCGAACAAcCAATA-TTRRT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATAJTTRT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA- - THT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATA--TTT
TABAATTAAT TR TRATRTATJAGG T TGTTCGGAAAGTAATTTCGTTTTTT- - - - - - - - - - AACGAAATGACTTTCCGAACAACCCAATAT - - - -
TAAAAITAAITI!T TEBRTATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT------- - - - AACGAAATGACTTTCCGAACAACCCAATA- -[frT
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCCGAACAACCCAATATTTTT
TATTAGGET - TTCGGAAAGTAATTTCGTTTTTT -« - oo - - - AACGAAATGACTTTCCGAACAACRGTATA- - - - -TAATAGTAE- - - - - - -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T --mmmm == - - AACGAAATACTTTCCGAACAACCCAATA- - - -----BTATG------- -
TA-TTG.CGIAAAGTAATTTCGTTTITT ---------- AACGAAATGACTTTCCGAACAACCCA TITTITT.A
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ---------- AACGAAATGACTTTCJGAACAACC

TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=-=-==-=--=--- AACGAAATGACTTTCCGAACAACC AT-ATHTHRTERAATA - -ABARARATA - - T (I (T ------ -
TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=-=-==-=--=--- AACGAAATGACTTTCCGAACAACCCAATA A.TT THTH- - - - AIA A A- - T

A TATTAGGTTGTTCGGAAAGTAATTTCGTTTTRT -« - ------ AACGAAATGACTTTCCGAACAACCCA T
A TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=----=--- AACGAAATGACTTTCCGAACAACCCAATARTTT------
A TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ----=-=--- AACGAAATGACT TTBRGAACAACCCAATA -« - - - o cme e e T T
A TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=----=--- AACGAAATGACTTTCCGAACAACCCAATA - - - = - =~ - T I
T TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=----=--- AACGAAATGACTTTCEGAACAACCCAATAT - - - - T T
A TAARATRAARTTA TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=----=--- AACGAAATGACTTTCCGAACAACCCAATATTITT T T i
A ANABETAATTTAT-ATITATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T === ---=--- AACGAAATGACTTTCCGAACAACCCAATAR-TTT T T T
A Tll-T: --------- TATBAGGTTGTTCGGAAAGTAATTTCGTTTTTT -« -« -« - - - - AACGAAATGACTTTCCGAACAACCCAATA!ITTT T T
TTACGET TTATACAT - --------- TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=----=--- AACGAAATGACTTTCCGAACAACCCAATA- - - - - T T T
ABNTER THATETET---------- TATTAGGTTGTTCGGAAAGTAATTTCGTTTTTT-=----=--- AACHIA T T I
ABABAR - - - - - - oo TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ----=-=--- AAC!IAATGACTTTCCGAACAACCCAATA ----- T T
ATATATRTE- TR BT ATATR AA- - - - - - - TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ----=-=--- AACGAAATGACTTTCCGAACAACCCA------ - - T T T
T TATTARBT TTTCGGAAAGEAATTTCGTTTTTT -« -« -« -« - - AACGAAATGACTTTCiIAACAACCCAA ---------- T T
ATABACE TTARATET----------T@----------- TATTAGGTTGTTCGGAAAGTAATTTCGTTTTT T ----=-=--- AACGAAATGACTTTCHGAACAACCCAA- - - - - - oo T
TATTGGTTGTTCGGAAAGTABT TTCGTTTTTT -« - - - - AACGAAATGACTTTCCGAACAACCCAATA---- - THAT--------- T
T
T
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d uf.bed g 1.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.fa s

divergence to consensus (%)

size: 1333bp; fragments: 4558; full length: 2448 (>=1199.7bp)
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y 112.fastab.bed uftbed g Lbed fm Lbed 0 0 belnfa ainfa cl After TEtrimmer Extended plot Blue lines are boundaries

size: 1636bp; fragments: 4553; full length: 0 (>=1472.4bp)
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TE: nd 1 family 112 Before TEtrimmer 1295 bp

size: 1295bp; fragments: 4552; full length: 2476 (>=1165.5bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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