
Start crop Point End crop Point

MSA length = 2205
T AA T A T AA T A - - C T T AAAA T T AA TGA - - - - - - - - ACA T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T AAAA T A T AGC T A T T T ACAA T A T T T T AGA T A T T T AA T TGT AGCAA
- - - - - - - A T AA T AA T T AAAGAA T AACACGA T A TGCA T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - - AACAA T TGC TGT A T C T C - - - - - - - - - - - - - - - - - - -
- - - T T - - GT A T A T T T T AAGT AA T T A T AGGCA T A T AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - AAA TGT AA T AA T T AGT AA T A T T T T A - GT A T T T CAA T T T CGT AA
- - - - - - - - - - - - - - - - - - - - - - - - - - GAGT AC T A T CA T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - T AA T ACCC TGGGT T C T TGT A T T T T - - A T T T T T - AA - - - - - - - -
- - - - - - - - - - C T T A T T AAAA T AGCAGGGT AGGAA T T A T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGAGGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - A T T T T T A T T T AA T A T T TG - - A - - - - - - - - - - - - - - - -
- - - - - - - - - - GT C TGCCAAA T A T CA T - - - - - - - - ACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T AAAA T A TGA T ACA TGACAA T T T T C T - - AAA T T T - T T AGT - - - - -
- - - - - - - - - - - T TG - - - - - - - - - - - - AA T AA T AAAAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - TGT - - - - - - - T T T A T A T A T A T - - - - - - - - - - - - - - - - - - -
- - - - - - - A T A - - T A T T T AAAAA T T A T A T AAA T T T A T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - - A T T T A T T T T A T CA T T T T - - - T A T - - - - - - - - - - - - -
- - AC - TGA T AACC T ACACA T CAACA T T TGAAA T AA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - ACA T A T - GT AAA T T T T AA T A T T T T AA - - - - - - - - - - - - - - - - -
- - - - - - - - - - T T T T A T T AA T CACAA T - - - - - - - - T T AA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - - A T T T A T T A T T AAA T T T T - - A T AGGT A - - - - - - - - - -
- - - - - - - - - - - - T T TGGAGA T AAAAC T A T AAA T T ACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - T AC T A T - T CA T T T T A T A T T A T T A T - - AAAGT C - AA - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - AA T T AA TGGT CAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A TGA T T T T TGA T A TGA T - - - - - - - - - - - - - - - - - - -
- - - - - - - AAAAC T A T T ACC T T T CAA T - - - - - - - - AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - AAAAAAGA T CAAA T T AAA TGAC T T - - ACAC T T - - - - - - - - - - -
CCC T A TGA TGAA T CAAAAA T CAA TGT AAA T A T T T ACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T T AAGT A T AAA T T AA T T T AA T A T T TGAA - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T AA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T AA T T T T TGA T AGT T T - - - - - - - - - - - - - - - - - - -
- - - - A - - - - - A T TGTGAAAA T AGT A T ACAA T T T TGT AAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - AAAA T T T TGTGA T A T T A T - - - - - - - - - AAAA T A T T AG
- - - - - - - - - - A T T A T T AAAA T A T T A - - - - - - - - - CA T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - T AA TGT AA T AAAA T A T AAAAAC T T AA - - - - - - - GCAGT CAGAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - AAAACACC T AAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - A T T AAA T AC T AACAA T A T - - A T - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - AAA T T AA T AC T A T AGT AACCAGAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - T ACC T A T T T T AC T T T TGT - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - AAAC T CGA T T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T A - AAA T A T AA T AGT T T T CGT T AGC T T - - AA T T T T - A T - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T T - - - - - - AGT T T A T AA TGT T AA T T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - AA T A T - T T T T T T T A T AA T AAAC T AAA T A T AC - A T AA T T CCA -
- - - - - - - - - - - - - - - CAC T C T AA T - - - - - - - - - - - - - - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T T T A TGA
- - - - - - - - - - - - - - - - - - - - - - - - - - ACAGGT A T ACAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T CAACAGT A T T ACA T T C T AGAACA T T AG - - - - - - - - - - - - - - - - -
- - - - - - - - - - GGCAGCAGAA T AGT TGGC T T CACCC TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - T T T C T A T T T T A T T AA T T T - - - - - - - - - AGAGT A T TGA
- - - - - - - - - - A T T AGT A T A T T ACAA T AGAAAA T T ACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - T ACA TGT C T C T A T A T A T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - AAA T ACA T T AA T T A T T AA T A T T A T - - - - - - - - - - - - - - - - - - -
- - - - - - - A T AAC T C T AAAA T TGT T - - - - - - - - - - T CAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T AAAA T A T AAAA T T T T A TGAAAGT CC - - A T AC T T - AAGT TG - - - -
- - - - - - - - - - GT T T T T - - - - - - - - - T CACCAA T AAAAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T A T T T T T T T A T T T C - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAACC TGAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T T T T T T T T A T T T A T T T - - AAA T T T AA T T A T T T TGA
- - C T A - - A T C T T T T T T AA TGTGT T T T T T A T CGT CA T AAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T AAAA T A T AAC T T A T T ACAGAA T T T T - - GT A T A T A TGAACA - - - -
- - - - - - - - - - T T T T T T T AAGGAA T AGT T TGAAA T C T AAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - T A T - A T T T A T A T T T A T A T T T T AAGT A T T T - AAAA T AGTGG
- - - - - - - - T A - - T TGAAAA T T A T AAC - - - - - - - - - CA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - A T T A TGT T ACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T A - - - - - - - - - - - - - - - GTGT A - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - GT T T T TGGC T TGT T T T CACCAA T AAAAA - - T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T A T T T T T T T A T A T T T AAAA T A T T AA - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - T TGAGCCCAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - GAA T AGT CCGT AAAA T AGC TG - - - - T A TGACAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T A T A T T T AGA T T A T AG - - - - - - - - - A T AA T T T T AC
- - - - - - - - - - A T T AAAAAA T T A T T - - GA T T CAAA T T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - T A T AA T AACC T C TGT T AA T A T - - T T A T T T AA - - - - - - - - -
- - - - A - - A T T ACCCA T AAC T T AAAAAGT T T AA T CACGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - AA T CAGA T T T T T T T T C T T T A T T T T AGACA T T T A T T AC T AGAAA
- - - - - - - AGA T T T A T C T AAA T A T C T AGTGT AGA T T CACAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - - - - - - T T T A T T T AACCGT - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGAAAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - - GT A T A T T A T A T T AA T T T - - - - - - - - - - - - - - - - - - -
- - - - - - - A T A T A T CCAAAA T T AAGGT AAA T TGT AA T AA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - AACA T T T A T T T A TGT T T A - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - AA T T T A T TGGT T TGAAC - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CC T AA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - - - - - - - - - A TGT AAA T - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - T T T T AGAGA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T AA - - - - - - - A T T T T T T T CAGCC T T T C - - A - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - AAA T AGTGGT T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - - AGT T T T T T T A T TGC T T T AA - - - - - - - - - - - - - - - - -
CAA T A T AA T A - - T T T T CAA T T AA T AC - T T T T C T AAA T AAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - AA T A T T T ACAA T T T T T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - A T T T T TGA T T T A T T T T - - - - - - - - GC T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - - A T AA T T T T T AAA T T T A T AA - - - - - - - - - - - - - - - - -
- - - - - - - - TGA T T T A T T A - - - - - - - - - CAAAACCA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - - - - - - T T A T A T T A T A T - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - T A T T T T T TGT CA T ACGC T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - T CAACA - - - - - - - - - T AA TGGGA T A T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - - - - - - T T A T A T T A T T A - - - - - - - - - - - - - - - - - - - -
- - - - A - - - - - A T A T T T AAGT T A T T AA T A T T T T T A T T AAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT C TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - AGT AAC T AA T AACA T T TGAA - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - A TGAAGGCGCA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGT CAAAAA - - - - - - - - - - A T C T A T T A TGGT A T AA T A - - - - - - - - - - - - - - - - - -
- - T T T T AA T AGT T T TGC TGC TGTGA T AA T AAAA T CCAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T A - - - - - - - A T AAGAAA TGAAGT T CC - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CAGAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - AAAAAA - T T A T A T T C T AA - - - - - - - - A - - - - - - - - - - - - - - - -
- - - - - - - - - - - - T T T CAAAA T AA T A T - - AGTGT CACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - AA TGC - A T T AGC TGCAA T T T CA T - - GT T T T T - - - - - - - - - - -
- - - - - - AAAA T T TGT TGGA T TGGT AG - - - - - - - - A T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T AAAC TGC - C TGA T T CGT T A T CC T T CA - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - AC T T T ACA T T AGGGT - - - - - - - - - - - - AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - ACA T A T T T T AA T T A T T A - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - T C T T TGGAAACACCGC TGA T ACA T AGGA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - AGT AA T TGT T T AGA T T T C - - AAA - - - - - - - - - - - - - -
- - - - - - - A TG - - T T T T T AA T T A T T T T T T T C T T T AA TGA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T T AGT AA TGA T A T T T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C T AAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - - GT ACC T AC T AA T T CCGT - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - AA T T T T AAAAAAC T ACAGA T AAGAAGA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - AAA T T A TGA T AAAAAAA T AA - - - - - - - - - - - - - - - - -
- - - - - - - - - - T CA T T T AGAA T A T T T CAAAAAAC TGT AGAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - - A T T TGT CA T T T T T A T T T - - - - - - - - - AAAAAAACAA
- - - - - T T AA - C T TGCCAAA T T T A TG - AGT AAAAGT CAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T T T T AAA T AAAAAA T T A T ACGAACA T - - A T A T T TG - - - - - - - - - -
- - - - - - - ACAAC T T T AAAGT CGT T TGT AGAAA T AA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - AA T AAA T T A T AA T T C T T T - - GT A T A T ACA T A T AGT AA
- - T T - - - A T AA T T A TGAGT A T A T TGT AAA TGAACACAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - AACAAACCC T A T A T A T A T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - AA T T C T AAGA T AGAGGA T A T T AA T A T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - AAA T A T - A T A T T T T T CAACC TGCC - - A T AGC - - - - - - - - - - - -
- - - - - - - - - - GA T T T AAAA T TGGCA TGAC T A T T CGCA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T AC T T T A T T T AA T T T AAA - - - - - - - - - - - - - - - - -
- C T CA TGA T AA T T T T CAAGT CAGA T A T AA T T A T T AA T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - AGAA T T T A T AAAA T CA T - - - - - - - - - - - - - - - - - - -
- - CCA TGA TGA T T CA T AGA T T A T ACAAA T ACGTGT T AAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - A T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - AGT T A T AAC T CAAGAAAAA T C T T T AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - GT A T T T T T T T AA T AA T T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - CC T AC T AAAA T AACAAA T A T CGACGT A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - T T T T T T T T A T T AAAAACA T T TGTGA T A T A T T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - CA T A T T T A T AA TGA T A T - - - - - - - - - T AAGT AGCAA
- - - - - - AACAGA T T T TGAA T T AA TGT - - - - - - - - AAGAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - AA T A T T A T A T A T T AA T T A - - A T C T T CCAAGGT CA T AG
- - - - - - - - - - AA T T T T AAA T - - - - - - ACC T TGT CC T T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T A T T T A T T AA T AA T T T - - - - - - - - - - - - - - - - - - -
- - GCA T AA T AA T T T AGAGGA T AAAACAAAAGGT A T T AAA - T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - AA T A T T T T T A T AAA T T T A - - A - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - A T T T A T AC - - - - - T AAAAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - - - - - - - - - T AAA - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - GT T AC T T CAAGGAA TGT - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - A T T A T AAAA T T ACA T T - - - - - - - - - - - - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T A T A T T T T T AC T A T C T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - T CA T T T AAA T CAA TGCC T AGT AA T T T A T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - T A T - T T AAC T CA T T AAGT T T C - - A TGT - - - - - - - - - - - - -
- - - - - - - A T AA T AGGAAAA T T AGT - - AAA T AAAAA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - C TGT AA T A TGC TGTGT C T A TGG - - - T A T - - - - - - - - - - - - -
- - - - - - - - - - T CA T T T AAA T C - - - - - C T AGT AA T T T A T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - T A T - T T AAC T CA T T AA T T T T C - - A TGT A - - - - - - - - - - - -
- - - - A - - - - - A T C TGT AAA T AA T AAA T AAAAA TGT T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T - AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - - A T AAGA T A T AA T AC T T AAA - - - - - - - - - - - - - - - - -
- - - - - - - - - - CGC T T CA T A TGAGTGGCCGTGGA T AAAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T - - - - - - - - GT TGT T T AAAA T A T T T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - T CA T T AA T T A T T T T CA T T AC T T T T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T TGGAAAA T - A T AAA T T T T CAGT T T T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T A TGT T T A T AC T T T AG - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GTGACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - - - - - T T T A T A T T A T TGT A - - - - - - - - - - - - - - - - - -
- - - - - - - - - - AA T T T TGTGT TGCAA T T ACAGAGCGCC T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - AA T T T A T T T AAA T A T T T A - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - GAC T T AAAA T TGT T T AAA T AAGT CC TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - T T T T T T T T C T AA T A T ACAA - - - - - - - - AC T A TGT T AA
A T T T A T AA T AA T ACCAA T AACA T T A T - - - T A T T T T CAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T A - - - - - - - ACACC T TGCGAA T T T A T - - A T A T T T - AAA T T AGTGA
- - - - - - - - - - - - - - - - - - - - - - - - - - T T T AAAGAA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - GT A T A T T T A T A T T C T T T AA - - - - - - - - - - - - - - - - -
C T A T A T AGT AAC T T T T AAACC T T T T T C - - - - - - - A T T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - AC T A T T T A TGACGT T TG - - - - - - - - - - - - - - - - - - -
- - - - - - - A T ACC T T T T AAAAAAC - - - - - - - - - - - A T A T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T A T A T T T ACA T ACC T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - T TGCCA TGT C TGACAA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - - A T AAA T T AC - A T A T T T T - - A - - - - - - - - - - - - - - - -
- - - - - T AA T T ACCCC T AGAA T A T T TG - - - TGT TGT T AA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T - - - - - - - - A T AACC TGCAA T TGA T T - - - - - - - - - AAAACAGT A T
- - - - - - - AAAC T T T AA TGAGT A T T T T - TGT TGAC T - A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - AAAGT T TGA T T T T AAA T A - - - - - - - - - - - - - - - - - - -
- - - - - T AAAAAA T ACAGAAAAAA T CC T T T T T T T T T AAA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - - - - A T T T T T T T T T AA T T T T T C - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - CCGCACAACA T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - - GT T T T T T A T A T AAGT T C - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - CCGCACAACA T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A - - - - - - - GT T T T T T A T A T AAGT T C - - - - - - - - - - - - - - - - - - -
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 size: 2205bp; fragments: 5727; full length: 399 (>=1984.5bp)
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 size: 2505bp; fragments: 5726; full length: 1 (>=2254.5bp)
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