Start crop Point End crop Point

1 MSA length = 9438 1
-------------------------------------------------------------- ATTCTTATAAAAAAACATTCCATCATTTTTTTATAACTTCTAATGCTACA TG———IT G
----- TTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCAC----------ATTCTTATAAAAAAACATTCCATC-TTTTTTTATAACTTCTAATGCTACA G AATCTCHG

----- TTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCAC--=-=-------ATTCTTATAAAAAAACATTCCATC-TTTTTTTATAACTTCTAATGCTAC--------------ATTTT@A

-------------------------------------------------------------- ATTCTTATAAAAAAACATTCCATC--TTTTTTATAACTTCTAATGCTACA
CCTGATTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCGC-=--=----- ATTCTTATAAAAAAAIATTCCATC——TTTTTTATAACTTCTAATGCTACA
cl ------------------------------------------------------------ ATTCTTAT - AAAAAACATTCCATCATTTTTTTATAACTTCTAATGCTACA
- -TGATTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCAC----=----- ATTCTTATAAAAAAACATTCCATCATTTTTTTATAACTICTAATGCTACA

-------------------------------------------------------------- ATTCTTATAAAAAAACATTCCATC--TTTTTTATAACTTCTAATGCTACA
- - --ATTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTAT--C----=----- ATTCTTATAAAAAAACATTCCATCATTTTTTTATAACTTCTAATGCTACA
-------------------------------------------------------------- ATTCTTATAAAAAAACATTCCATC--TTTTTTATAACTTCTAATGCTACA
-------------------------------------------------------------- ATTCTTATAAAAAAACATTCCATC--TTTTTTATAACTTCTAATGCTACA
-------------------------------------------------------------- ATTCTTATAAAAAAACATTCCATC--TTTTTTATAACTTCTAATGCTACA
-------------------------------------------------------------- ATTCTTATAAAAAAACATTCCATCATTTTTTTATAACTTCTAATGCTACA
------------------------------------- AIACITTTTTATCAC——————————ATTCTTATAAAAAAACATTCCATC——TTTTTTATAACTTCTAATGCTACA
-------------------------------------------------------------- ATTCTTATAAAAAAACATTCCATC--TTTTTTATAACTTCTAATGCTACA
CCTGATTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCAC-=---=----- ATTCTTATAAAAAAAIATTCCATC——TTTTTTATAACTTCTAATGCTACA
-------------------------------------------------------------- ATTCTTAT—AAAAAACATTCCATCITTTTTTTATAACTTCTAATGCTACA
-------------------------------------------------------------- ATTCTTAT-AAAAAACATTCCATCATTTTTTTATAACTTCTAATGCTACA
-------------------------------------------------------------- ATTCTTAT - AAAAAACATTCCATCATTTTTTTATAACTTCTAATGCTACA
------------ GCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCAC——————————ATTCTTATAAAAAAAIATTCCATCATTTTTTTATAACTTCTAATGCTACA

----- TTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCGC----------ATTCTTATAAAAAAABATTCCATC--TTTTTTATAACTTCTAATGCTACA
-------------------------------------------------------------- ATTCTTATAAAAAAACATTCCATCITTTTTTTATAACTTCTAATGCTACA
-------- CACAGCAGTTTAGGAJJCCTGTCTGTGTAGAGAGTTTTTATCAC- - - - - - - - - -ATTCTTATAAAAAAACATTCCATC- - TTTTTTATAACTTCTAATGCTACA
CCTGATTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCAC-----=«---- ATTCTTATAAAAAAARJATTCCATCATTTTTTTATAACTTCTAATGCTACA
-------- CACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCAC-=---------ATTCTTATAAAAAAACATTCCATC--TTTTTTATAACTTCTAATGCTACA
------------------- AGGATCCTGTRTGTGRAGAGACGTTTTTATCGC- - --------ATTCTTATAAAAAAACATTCCATCATTTTTTTATAACTTCTAATGCTACA
BCTGATTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCAC- - - - - - - - - - ATTCTTATAAAAAAACATTCCATCA-TTTTTTATAACTTCTAATGCTACA
- - -GATTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCAC - == === - = - - ATTCTTATAAAAAAACATTCCATC--TTTTTTATAACTTCTAATGCTACA
---------------------- ATCCTGTCTGTGTAGAGRCGTTTTTATCAC- - --------ATTCTTATAAAAAAACATTCCATC-TTTTTTTATAACTTCTAATGJTACA
CCTGATTCCACAGCAGTTTAGGATCCTGTCTGTGTAGAGACGTTTTTATCGC - === ===~ - - ATTCTTATAAAAAAACATTCCATC--TTTTTTATAACTTCTAATGCTACA



Start crop Point End crop Point
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] uf.bed g 2.bed fm 1.bed 0 O bcIn.fa_aln.fa_cl.fa gs.fa ce.fa_se After TEtrimmer 9438 bp

size: 9438bp; fragments: 1804; full length: 43 (>=8494.2bp)
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/ 822.fasta.b.bed uf.bed g 2.bed fm 1.bed 0 O bcin.fa_aln.fa_cl.i

divergence to consensus (%)

size: 9602bp; fragments: 1813; full length: 37 (>=8641.8bp)
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TE: It 1 family 822 Before TEtrimmer 4357 bp

size: 4357bp; fragments: 757; full length: 0 (>=3921.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

(windowsize = 25, threshold = 50.00 09/10/25)
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