
Start crop Point End crop Point

MSA length = 7125
- GAGT T T A T T T A T T T T T A T T T T - T T T T T A T A T T C TGT AC T T - - - - TGAAGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAA T - - - - - AAAC T T T A T A T A T A T A T T - - CAA TGA TGCAAA T T AAA T - TGA
AACAC T CAGGT ACGT T TGTGTGAAAAGAA T T CGAAC T AGGCGT T AAAAGT TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC TGAGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGCGT TGT - - - - - - - - - - - - - - - - - - - TGCAA T T ACA T ACA T T CAA T - - - -
AAAA T C TGT AAGT C T T T - - - - - - - AAAAAAGT A T AGCGAAAAA T T A T AAGTGT TGGA T T C T A T CCC T T CC T T CCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T A TGT A - - - - - - - - - - - - - - - - - - - GTGA T AACC T AGCGT T T T T C - - - -
CAAGT T CA T T T C - - - - - - - - - - - - AACA T T T T T CC T TGCC T AA T - - - - - C TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T - - - - - - - A T ACC T T A T T AGT A T T A T AA T T AAGT ACAA T AA T T - - - - - - T
AAGT T T T T A T T T T CGT T A T T T T AA T CAAA T C TGTGT ACCCGAA - CA T A T T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T T A T T A T ACGA T T T TGCC T A - - - T A T - - T A T TGGT TGCCACC T A TGT CCA
GAA T T T T AA T T T T T T T T AA T T - - AAAGAAA T AC T A T T AA T AAA - T AAAA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACC T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAACC T C T - AAAA T A TGA T T CAA T T A T - - T AA T CA T A T T CC T T T T A T - GAC
AAA T T T AGA T AAA T T CGA T ACGAC T AA T A T T CC TGC T AA TGAG - - - - - - A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGT C T A T T AAAA T T T TGTGGG - - - T A T AAA TGTGGA TGGCGAA T T AAGT AA
AA T A T C T AGC T AC T T ACA TGT AA - - - - - - - - - - - - - - - - - - - - - - - - - - C TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGTGA T AAGT AC T A T A T T AC - - - - - - GC T T AAAC T TGGT A T AC T A T T AAG
- - - - - - - - - - - - - - - - - - - - - - - AGACGAACAA T A T T CA T ACA - - - - - - A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T ACAAAA - - - - - - - - - - - - - AA T - - - GGCAA T T C TGAAAAA T T T T T - A T A
- - - - - - T AA T A TGT T T A T T CA T AA T TGGACA T A T A T T AGT T AA - T T TGAC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - GTGACAGA TGT CGT T TGT C T CAA
AGA T C T CGA T AA T T T AC T T CACAGT AA T A T AAGT A T TGGAGAA - T A T AA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA - - - - - - AGAAC T T T AGA T A - - - - - - - - ACA T AAA T A T CA T T CA T T - T AA
AAACC T T AAA T A T T T T T T T A T A - AA T AAA T A T A T A T T AAAAGA T T A T AGA TGT TGGA T T C T A T CCC T T CC T T CCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T CAA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T A T AAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AAAA T T AC T CA T T C T T TGT T C T AACAA T TGA T A T T T T AAAGGA - T ACA T T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAA TGACA - AAA T T T T A T T TGAAG - - - TGTGA TGACCGA T A T A T T T T A T A T
CGCCC T CGT T T T A T A TGGT A T T A - AAA T A T AGT T T T CAA T AA T - - A T AGGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAGT AGT A - - - - - - - - - - - - - - - - - - - AA T A T T AAA T AA TGT C TGT A TGAA
AA T T CGAAA T T C T T T T AA T A T T - ACGAAAC TGGT C T TGGT CGT - T - - - - C TGT TGGA T T C T A T CCC T T CC T T CCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA TGCACAAA - - - - - - - - - - - - - - - - - - GACCAAGAC T AGCGT T AGA T ACAA
- AA T T TGACGAA T T T T TGT A T C - - - - - - - - - - - - - - - - - - - - - - - - - - - T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAGT T T T T ACAA TGT T A T T T AA T T T T CAACA T T AAA TGT CAAC T AA T T AGA
TGTGT T T A T T T C T T T AGAGT T T C T AGAGGT AAA T TGTGT CCAA - TGT AGGTGT TGGA T T C T A T CCC T T CC T T CCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACCC TGT A - AGA T T T T AC T TG - - - - - - C T T AC T T A T T T T T A T T C T T T - CGA
AAA T T T CA - - - - - - - - - - - - - - - A T AAAAA T AA TGAAAA T AAA T T AAAAGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT CGTGTGAAAAA - ACGGT T T AA T CA - - - T A T T ACAA T AAAAAA T A T CAGAA - AGT
TGGC TGTGA T AA T CAC T AAA T T - A T ACAAC T T T T T T TGAGAGG - T T AAAGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T T AGGT A - AAA T T T C T ACAGAAC - - - GAAAGT T AC TGT CAAC T T CC T AGA
TGT A T C T A T CA - - - - CAA T AC T AAAAGAAAAAA T ACCCAAA T AC T A T AA T TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CAAC T AC T T C T T - - - - - -
- A T T CC T AA TGAGT C T T A T CA T - - T TGAACA T AA T A T AGGCAG - T T T AGT TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACAC T T AC - AGA T T TGAAA T A - - - T AC TGT AA TGGT T A T C T T CC T T C T AGA
GAA T T C T AGT T T T T T T T A T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T A T T T A T - AAA T T T TGT T T AAA T T T T - - T AGCAA T TGGT A T T TGA T - T A T
- - - - - - - - - - - - - T T T CA T A T - - - - - A T ACA T T T T T T AA T T A T - - - - - - C TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACCCCCA T - T T AC T T T AC T AC - - - T AC T T T AA T T T T T C T CAC T T T T T TGT C
AGC T T T T AACA T AC T T T C T T T T A - - - - - - - - - - - - - - - - - - - - - - A T A TGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T - - - - - - ACA T T T T T T C TGAA T - - - - A T T T T TGT TGGTGT T T T T A - GAG
AGC T T T T AACA T AC T T T C T T T T A - - - - - - - - - - - - - - - - - - - - - - A T A TGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T - - - - - - ACA T T T T T T C TGAA T - - - - A T T T T TGT TGGTGT T T T T A - GAG
T ACAC T T A T T - - - - - - - - - - - - - - - - - - - T T A T CA T TGT T TGA T - - - - - C TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - T AGT C T A TGA - - - T - - T A T T CAAAA T T CA TGT A TGCGTGT T
CA TGGC T AC T T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGT AGGAA - C T A T T T - - - - - - - - - - - - AGT AGCAA T T ACAA T T AC T C - AAA
T AGTGT AA T T C T T TGT CACACCAACA T T A T AAGT A T T AGAAGT T T A T A T A TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AGCACA T AA T A - - - - - - - - - - - - - - - - - - - A T AAA T AA T TGA T AAGT AAC - GAC
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGC TGT TGGA T T C T A T CCC T T CC T T CCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAGT - - - - - A T T T T T AC T TGAA T T T A T AAAAA TGGT T A T AACC T ACA - GTG
T ACAA T T A T T T TG - - A TGT CAGAAGT TGAC T T T T A T T AA T T AC TGGTGGT TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - CA T - - - - - - - - - - - - - - - - - - - - - - - - G - -
AAAGCCAGT CGC T T T T CA T T T A - - - - - - - - - - - - - - - - - - - - - - - C T AAGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGTGAGA T - GT A T T C T AGT TG - - - - - - GT TGA TGACC T C T A TGTGT T CAGG
AA T T C T T AA T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - ACA T A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T CAA T AAACGT T TGTGTGGGA T - - - - A T AGT C T T T AA T A T T T CGGGAGA
GA T ACC T A T C - - - - - - - - - - - - - - T T T AA T T T T T T T T C T A T A T T T - - - - GTGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AA T A T - - - - - - - A T AGT A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AAAAA T T ACCC TGT T A TGCC T T A - CCC TGT A T ACA T T ACA TGT AAAAG - T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAACCC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - TGT T AAAAA TGGGCA T A T AA T - - - T
T AGT T T T A T A T TGT AC T AA TGT T T AAAAA T AA T TGA T AA T TGA - T TGAA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AGTGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAA T A T T T - - - - - - - - - - - - - - - - - - - T AAAA T AACCAA T C T T C T A T - T T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAC T T ACAG - CCC T T T TGT T AAAAA T AC T ACCA T T T A T AA T AC T T T T A - A T A
- AA T A T TGT ACCA T T T CA T CG - - - T AGT A T T A T T A T T AA T T A - - - TGGAA TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGA TGA T A - T T AA T A T AA T T AAA T C T T - - T TGGGT C TGGT ACGT T T T - AGG
TGAA T T T AC T A T T T T T CAC T C - - - - - A T A T A T C T A T T AAGA - - - - - - - - T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAAGA T T AA TGT T T T AA T T T A - - - - - - A T T T ACAA T T A T T A T T T T CG - AA T
- GGT T T CGCAG - - - - - - - - - - - - - - - - - - - - - A T A T T TGCGGT - T A TGGC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - T T T T A T AC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T A T - - - - - C T A T C TGGGT T T AA T T A T - - ACA TGAAGAGCACC TGT T - GAA
T A T T C T CC T CCCGT CGCGT CGT - - - - - - - T T T T TGT T C T T TGT - - - - - - T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T - - - - - - - - TGT T T T T T T TGAA T - - - - GAAACGT T AAGCA T T T T T T TGGC
TGCGGCCGA T T TGT T T CGT T T A T A TGGGC T T CA T T T TGCAAGT - TGCAGT TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AA T AA T T A T T T - T CA T T T T T T AAGAAA - - - AA T AGA T T T T AC T A T T CA T T T AAA
- GGT T T TGCCA TGC T A TGT C T T - A T AAAAC T T C TGT T AAAAAC - T C TGG - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C TGGA - GT A
GT A T A T CGA T AA T T T AA T T A T A T - - - - - - - - - - - - - - - - - - - - - - A T AA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAA T A T CGA T AAA T T TGCCCAAA T - - - A T CCAA T A T T AC T A T T T TGT TGGA
AAGA T T T A T T A TGT T T T C T C TGAGCGAC T A T T C T ACCGACGAA - T AAAAC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T T T AC T C - T AA T T T TGGT ACGA T CG - - A T AGT ACA T AACCACCGC T - AGA
T AGA T T T AA T AAAA TGT AC T C T - AAGA T T A T T T T T T T AA T AAA - - AGAA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGA T A T TG - - - - - - - - - - - - - - - - - - - GAAC T A T T T TGGT A T CA T A T T T T A
CACA T A T T T T T T T T T T T A T T T C - T ACA TGCCC T T T T T T AC TGT - - - - - - A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAC T T AAC - - - - - - - - - - - - - - - - - - - AAAAA T AA T A T C T A T A T A T C T T A T
- - - - - - - - - - - - - T T CCA T T T T A - - - A T A TGGA T T T TGGCCAA - - T AAAGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGAA TGAAA - - - T T T TGT T T A - - - - - - T A T T AAAA T AGGT T CA T T T T CAAA
- AAA T T TGTGAGA T C T CA TGT - - - - - - - - - - - - - - - - - - - - - - - - AAAAA TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAAC T A T - - A T A T T T T AGT T AAGT T A T - - T A T AAA T TGT T A T C T AA T - C - -
TGCACGCAGT T TGTGT C TGGT C - A TGGACCGGA T A T TGGT T T C - - T AAAC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T A - - - - - - AAA T TGCA TGT C - - - - - - A T CAA T T A T T T T T A T TGA T T TGAA
GGGAC T CC TGT A T T TGTGA T T - - - - - - - A T T C T CAA T AGA T A - - - - - - - C TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGA T ACA T - - - - - - - - - - - - - - - - T A T - - - - - - - - - - - - - - - - - - - - - - - -
CAGA T T T T T T T CAAA T T CGT T T CGAGA T CAA T A T A T C - - - - - - - C T T AGGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T A TGGA T - CAGT T T - - - - - - - - - CACGA T AA TGAA TGAC - - - - - - - - - - G
T AAA T T T A TGA T T - - - - - - - - - - ACGGGA TGT T T T TGAGAGAA - - - - - - GTGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACAGT AGTGG - - - - - - - - - - T ACC T T CAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCC - T AACACA T TGCG - GAA T T CCA T TGG - - - - - - GGT AGAGA T TGGCAA T T A T T T AAG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACC T A TGT - AGGGC T TGT T T CAC T - - - T T T CA T AGT TGT CGA T T T T T T AGT
CAAA T T T T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AGCAG - - - - - - - AAAGGA T A T T T ACA T - - T A T T T AAGT T T T A TGT AA - - - - - - C
T T T ACC T AA - - - - GT CAAAAA T AA T AGAACGT T T C T T AAACGA T T A T AAA TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCC T T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - AACAACAA TGAAGT A T T - - - - - G
AA T A T T T A T T T T T C T T AA T A T AAGAAA T A T ACC TGA T AA T AAA - TGT AAA TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGT A T AC T - A T T T C T CA T CAAAA T T AAAA T T T T AGT T AACA T CC TGTGT AA
- - - - - - - - - - - - - - - - - - - - - - - AGAGCAAC T T T A T T AGCGGAGC - - - - T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACGT T T T A - - - - - - - - - - - - - - - - - - - AA T A T AAACCGC T A T T AA T T T AAA
TGCC T T T A T T AAAA T A T A T T C T AAAAACACCGGC T T T AGCGAC - T CCAGC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AA T CCA T CAA T TGGGT T T T AA T T T - - - - - - T T CCA T CGGGGACC T T T T T T T CGA
- AA T T T AAA T T A T T T T TGT A T T - - - - - - - - - - - - - - - - - - - - - - - A T AAGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACC TGGT T T - - - - - - - - - - - - - - - T A T AACCAACAA T AACA T CAAAG - AAA
AACA T T T AA - - - - - - - - - - - - - - AGAGT A T T C T TGT T T ACAGA - - - - - - T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T T A T T AA - AAA T A T T CGT T AAA T - - - TGT T A T CAGTGT CA T T A T CC - CAG
CAA TGT T AC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGT T AC TGAACGT T T TGC T T AA T T T A T - - CGGT T T T AGCC T TGT T T T - AGT
CACGT T T C T T T A T - - - - - - - - - - - - - - - - - A T T T A T T AAAGAGT T - - - - T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAGT T T AG - - - - - - - - - - - - - GA T - - - T T T AAGAA T T T T CA T T T T T T T A T A
T T T A T C T AA T AA T T T CCAAACAAA T T AAGTGGT T T T TGAAA T A T T AAAGA TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACCAAA T T A - - - - - - - - - - - - - - - - - - GAACA T AA T TGACGCC T T A T C TGG
AAAA T T T AAAA T A - - T C T T C T T A - - - - - A T T T ACA T T TGT CAA T T C T AA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AGCA T AGC T C T - A T AAC T T AGT AA T CCAA T AGT T A TGGT T AC TGAGT - - - TGCA
TGT T A T T AC TGA T CCCCA T A T AAAAAAC T CGT C T C T TGC T T T T - - A T AGT TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC TGAGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAACCC T TGA T AA TGT T T T T T AAA T - - - AA T ACCCAAAGA T A T T T CAA T TGA
T A T A T T TGT T T - - - - - - - - - - - - - - - - - A T T A TGAC T ACC T A T T - - - - - GTGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA - - - - - - - T T TGT T T A TGAACGTGC T A T T TGA TGT C TGT AAA T - - - - - - -
- - - - - - - - - - - - - T T CCACGT AAAAGGT A T T TGT A T TGAC T AACCACAA T TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAGCGT CAGCCGT T A TGT C TG - - - - - - GGGT T TGCCAAACA T C T CAACGGT
CAAA T T T A T T T T T T CC T TGA T T AACAA T T TGT T T T TGAGCGAAA T - - - - C TGT T CGA T T C T A T CCC T T T C T CCCACCC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAACGT CA T - A T T T T C T A T CGA - - - - - - AA T CAAAAA T T T T AGT CA T T TGGT
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