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_bed_fm_1.bed 0 0 n.bed g 1.bed fm 2.bed 0 0 bclnfa alnfa_ After TEtrimmer 9039 bp

size: 9039bp; fragments: 1821; full length: 50 (>=8135.1bp)
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d g Lbed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa : After TEtrimmer Extended plot Blue lines are boundaries
size: 9381bp; fragments: 1816; full length: 20 (>=8442.9bp)
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divergence to consensus (%)

size: 7585bp; fragments: 1345; full length: 19 (>=6826.5bp)

TE: Itr_1 family 755
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After TEtrimmer ORF and PFAM domain plot

ORF

ERF14

ORF6

Bl ORFs

B PFAM domains

ORF1 ORF4 RF12 ORF11 ORF9
(:1! OLF3’ ORF5 } ‘OP\;13 3_ ORF7 E.RE
z_; ﬂ} RVT_1 RT_RNasiH IntegrE;HZCZ . Fj?»aculo_F }
rve Promlnlp
0 2000 4000 6000 8000



Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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