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MSA length = 7137
AAAAAGT AGAAA T A - - GCA T T T T CGA T T - - CAGAA T CC T T T - - - - - - AA T TGT TGGA T CC T A T CCC T T CC T CCCA T AGT T CACCC T AAAAACC T T AGTGG - - - - - - - - - - T T T CCC T - T T T T T CCGT T TGAACCGAGCCC T A T A T T T C T CGC T CGT AACA - - - AA T T T A T AAAAAAC T C TGGCC - - - - - - T T CC TGAGAAA - - - - - AA T A
GTGAA TGAGA T C T CAGAAC T T T C T T A T A T TGA TGGA T AGTGA T CAAGT T T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - T T T A T T C T AA TGT - - T T T C T CA T T T T A T CAAA T A T CAGA
ACGAC T AAAAAGT T A T - - - - T T AA TGGACCGGA T A T TGGT C - AAA T AA T C TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGCA TGT CA - - - T T T A T T T CAA T T A - - - GAGT TGAC T TGC T AA T T T T T CA T
AAGAGGGGAA T T T T T T AAGGAAAACGT TGGT AAGA T - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AAGAGGGGAA T T T T T T AAGGAAAACGT TGGT AAGA T - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AACGGGACAACA TG - - T T T T T T T A T T T CCAAAGT A T T T C - - T T T T AC T T A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - T T T A T - - - - T ACG - T A T AACGT AAA T A T A TGT T
AAAGAGAC T T A T AAA T ACCGGC T T T AGCGACAAAA T CCA T AGT TGAAA T C TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AA T CAAACAA T A - - - T T T ACC T T ACCGA - AAAGA T A T T CGAGCA T - - - - - - - - A
T AA - - C TGCAAAA T - - - - - - T T T C T C T A - - - - - - - - - - - AAA T CAA T A T T TGT TGGA T CC T A T ACC T T CC T CCCA T CC T T CAC T C T AAAAACC T T AGTGG - - - - - - - - - - T T CCC T T T T T T T T CCCC T TGAACCGAGCCC T A T AGT T C T CGCCCGT AACA - - - A T T A T AAAGAGAAG - - TGA T A - - - - - - T T CCCAAGT A - - - - - - AAAA
GT AGT A T AA T A T T CA T - - C T T T T C T A TGT AAAA T T T T C T - - CAGT CGC TGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - T TGGT CA - - - - - - T AGT T T CGT AA T A T T C T A T A
A T AA T A T TGT ACCAA T - - - - T T A T T AA T T AGAAAA T TGG - - - - - - - A TGA TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGAACAA T T - - - A T AA T T - - - - - - - - - - A T A T C TGT TGGGAG - - - - - TGGG
ACAA T T T CAAA TGT - - - - - - - - - - - - - - - - AAA TGT T AA - - T AGGGCGT T TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC TGAGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T ACA T T CA T TGA T A T T - - - - - - - - - - - - - - - - - - - - - - - - C T T T CCCGA
- - - - - - - - - - - - - - - - A T A T T AC T T A TGCAA T ACAC T T A - - GA T A T AGT C TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAAAAAA T T - - AA T T ACAC T T A T T A T - - AAA T T A T CA T T T A - GT T T T AAAA
C T AAACAGA T AA T AGT - - - - T T T CCAC T ACAAAAA T T TGC T - - - - AAC T A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T A T A T T T - - AGT T A T CACA T T T A - - - AAA T A T T T C T A T AGT A T T C T AA T
A T A TGCA - - - - - - - A T - - T T T T TGT A T T T AAAGTGT T CC T T A T A TGGGT C TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGT C T T T C
A T AAAAAAGACGT AA T - - - - A T T A T A T T T AAAAAA T T AA T T - - - - - - - - GTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAACACA T T T - - - - - CGT T T TGT T T T - - T A T A T ACCCCGGT AAAACA T TGGA
A T AAAAAAGACGT AA T - - - - A T T A T A T T T AAAAAA T T AA T T - - - - - - - - GTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAACACA T T T - - - - - CGT T T TGT T T T - - T A T A T ACCCCGGT AAAACA T TGGA
AAA T A TGT T CA T CAACCA T TGCA T CA T C TGT AAAAC T A T - - AA T T A T T T C TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - T T T A T T T T AGT T A - - - - - - - - - - - - - - - - - TGC TGCCAA
A T CAA T A T A T C T C T - - A TGGAGA T TGA T T AAAA T A T T AG - - ACCC T A TGGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA TGGA T T T - - - C T TGT T - - - - - - - - - - A T A T T A T TGT A T AAA T T T T T AGA
AAAAAA T A T A T - - - - - A T T T T CAA T AGA - - TGAAA T T CA - - C T CAAGAGC TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACAGT AGTGG - - - - - - - - - - T ACA T T CAC T CACCC T AA TGAAC TGAGCCCC - T AA T T C T CGCCCGT AACAAGGGT T T T - - AAA - - - - GT AA T CC - - - - - - TGGAAGCGAACCCGCCGACA
A T AAAA T T AGT A T AA T - - - - A T A T T A T C T AAAA T AA T A T - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - T A T T T T AA T T T - - - GT A T T CC T T T CCAA - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAACAAA T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT T T T AC T
ACAAAA TGAACAA T ACACA T C T A T TGA T T AA T AAA T TGG - - GTGT T T T T T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T AGAAC T - - - T T T A T T - - - - - - - T A T A T CC T ACAA TGTGA T T A T AAACA
AAAAA T CAAGAC T A - - AA T T T T T T T T T A - - T T A T A T T - - - - - - - - - - - - - - GT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACAGT AGTGG - - - - - - - - - - T ACC T T CAC T CACCC T AA TGAAC TGAGCCCC - T AA T T C T CGCCC T AA - - - A T A T A T T T A T AAA - - - - T T T CA T A - - - - - - CAGC T A T T CA T C T T T T TGT A
- - - - - - - - - - - - - - - - CAA T T T C T CA T TGAAAACA T T T A - - GA TGGC T C T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGT AAA T A T - T A T CCA T C TGT A T T T - - - A T ACAA T T T AAAAC - - - - - - - - -
A T A T TGCCAC T ACCA T AAAC T AAA T T T T T A T T AGA T T T C - - T A T ACAACC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T AACGT C T A T AA T CAA T - - - - - - - - - T AGACGGCGT TGCAACGGTGGGTG
A T AGGGGAGCAAC T - - - - - - - - - - - - - - - - - - - - - - - - - - - AAC T CGT T T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T AAACCG - - GAA T A T C - - - - - - - - - - - - - - - - - - - - - - AGGCC TGT T CC
A T AAAA TG - - - - - - A T - - - - T A T T T T T T T AA T AAACGGA - - - GT TGA T A T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T A T AA T T - - AGT T A T C T T AC T T A - A T A T A T T T T T T A T AAA - - - - - - - - -
A T A T T AGCA TGT CA - - ACCC TGT A T A T T CGAA T T AC T C T - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T A T T T CG - - - - - - - - - CCA TGT A - - TGTGA T A T A T T A T AA - - - - - - - - -
A T AAGT CAC TGGTGACAAA T A TGCCGC T T AAAACGAGGGT T AA T AGA T AC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAACACAA TG - - - - - - - - - C T A T T T A - TGA T A T A TGAA TGT AA T T T T C T AAA
ACGAAGAGC TGCCGA T - - - - - - - - - - - - - - - - - - - - - - - - - AAAAGT T AC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T T AC T CGT - - - A T T A T T - - - - - - - - - - AGA T AGT ACA T AAACCGCCACAC
AAAGA T CAGT C T TGT T T AAGT AAA T A T AGT AGAAA T TGA - - T ACAA T A T A TGT TGGA T T C T A T CCC T T CC T T CCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T CAA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - A - - - - - - - - - T T T T - - - - - - - - - - - - - - - - - AA T C T T AAA
- - - - - - - - - - - - - - - - T AA T T A T AAA T A TGAAC T A T T T - - - T A T A T AA T A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGGGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGCCAA T T A - - T TGT C T T T T T A TGGT A T A - - A T A T T T - - - - - T C T T T T ACC
A TGAA T TGACGA T TGCGCAC T T T CAAA T T AAAA TGACAA - - - - - TGT T AC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T A T A T A T - - - - - CGT T C T T AC TG - - - GT ACAAA T T CACAAAGAAA T T T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGT T T C T AA
AGGT AC T ACCGA T A T T AAAC T C T AAA T T T TGAGAGT T TGT C T A T T AAGA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - A T T A TG - - - - - - - - - - - - - - - - - - - - - - - - T A T T A T A T C
- - - - - - - - - - - - - - - - AAA TGCAC T T T T T AAACGA T C TG - - T T CA T ACAA TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT ACA
GCAAGTGGGC T T A T A T CCCCCGGCCA T T T ACAA T AAGCG - - T T CAA T T A T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AA T AGT T CA T T T - - AAC T A T T T T AAGT C - - - GT A T T C T T A T C T A - T ACAA T T T A
A T AAGCGAGAAACAAGAAC TGACA T A T T CAAAAAGT TGG - - A T AAA T AA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - AA T A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
AAAAAA T CA T - - - - A - - - - - - - - - - A T AA T AA T AA T TGA - - T AA T A T A TGTGT TGGA T T C T A T CCC T T CC T T CCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - AA T AACC T AGA T T T - - - - - - - - - - - - - - - - - GT T T T T T AC
- - - - - - - - - - - - - - - - AGA T ACGC T AC TGAAA T AAC T AA - - AAAA TGCA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAAACAC T T A T T AC TGC T - - - - - - - - - - - - - - - - - - - - - - - - C T CCA T A T A
A T AAA T T CGA T ACGA T - - - - - - - - - - - - - - - - - - - - - - - - - A TGAGT C T A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - T C T A T T - - - - - - - G - - - - - - - - - - - - - - - - GAA T ACGCA
A T AGA TGGA T T A TGA T ACAGT AA T T A T CAAAAGT AC T AA - - A T T T T A T AC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T ACAGT C - - - - - CA T CC T ACAC T - A T T T AC TGT AAGAAAA - - - - - - - - -
A TGTGAAAA T AA T T A TGT C T T T T T T A T T AGCAA T A T TGA - - T T TGT A TGGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGCAAAC T T - - - - - - - - - A T T ACCACGT AAAC T AAACAAAAAA TGT T T ACA
- - - - - - - - - - - - - - A TGA T AA T TGAA T A T TGA T AA T TGA - - A T TGAA T A T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AGTGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA TGT A T T A - - - T T T A T A T TGA T T A - - - - - - - - - - - - - - - AAAA T T T T CGA
- - - - - - - - - - - - - - - - A T T T C T A T T A T C T CGC T CA T CA T - - T AC T AC T AC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - AC T AC T - - - - - - - - - - A T T C T T CGGCAAAGCAGT CC T TG
ACAAAA TGT T T T AA - - A T T CGT TGCA TGT A - - AAA T T A - - - - - - - - - - - GTGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AA T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A - T T T T AAA T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T - - - - - - - GT CACCC T A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACAAAAC TG - - A T - GACGT - - - - - - T A T A T ACCA T T A T AGA - TGC T CCA T T
A T AGTGA TGT A T T A - - - - - - - - - - CA T T CACAAAA T T T A T T - - - T A T C T C TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T CA T A T T TGCAGC TGT T T T AAA T T - - - - - - T T T T C T TGAG - - GGT T CGGG
AC T AAGAAGA T C T T T TGGCCGCAGTGGTGA T A T AAC TGG - - GACAGCAAC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T A T T T AGAAGT T T T ACAAA
A T AAAACAAA T T TGA T - - - - - T AA TGT T T CAGGAGGT A T T T - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - T TG - - - - - T ACCCC T T T TG - - - A T A T A T T AGT AAAA T AC - - - - - A
AAGGGTGCA TGT TG - - T CGC T T T T CA T T T ACCA T AAGT A - - AACAGTGAGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - GTGCGT A T T - - - - - - - - - - GCGGTGT T T TGT AAC TGGT T C T A
ACGAAAAA T T A T T A - - - - - - - - T C T A T T T AAAACA T A T T T T T A T TGACA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T CAAA T T T A T AGGCGT T - T AAA T A - - - A T T T A T C T CCGAA - CA T T T T AGG
GT AGA T T T A T TGGT A T AGT T T A T T T A T T T T T A T T T T T T C T T T T TGAA T AGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGAAAAA T T T T AGT T A T TGT A T T T A T C T C T A T TGAA T AAAA - T A T T T T ACA
AAGAAAACA T AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - ACAGT A - - A T T CA T T TGT CC T ACAC T T T T TGC TGT A T AA - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAGACC T A - - T A T A T AGC T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCC TGAGCA - - - - - - - - - - - T T TGT C - - - - - - - - - - - - - - - - - - - - - - - - C T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T AACAGA TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAC TGAA T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T T T T T T C
AAAAGAGAA T AA T T AGT T TGA T T T C T T C T AAC T AA T T T T - - CAA T T A T A T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - T T AA T T C - - - - - - - - - - - - - - - - - A TGT T T CAA
AGAAGAAGAAA T CAACAA T A T AGA T AGT TGAAAAA T AA T - - T A T TGA T A T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T A T AA T A - - - CCGGT T - - - - - - - - - - A T A T T CCCA T A T AA T T T T T T T T C
- - - - - - - - - - - - - - - - ACCCGAC T T A T T T - - - - - - - - - - - - - T TGACA T T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T AAA T T T C - - A T ACA T C T T T A T T T T A T A T - T TGT T A T TG - - A T T AGCGGA
ACA T AGACA TGGCA - - ACAA T T TGT T T T TGAAAAGT TGA - - T T A T ACGT C TGT T CGA T T C T A T CCC T T T C T CCCACCC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - T T T A T CG - - - - - - - - - - - - - - - - - CCA T T T AAA
AAAAA T CA T AAAGA - - ACCGT T T T T AA T - - - - - - - - - - - - - AAGAGA T AC TGT TGGA T CC T A T CCC T T CC T CCCA T CC T T CACCC T AAAAACC T T AGTGG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T A T A T A T A T A T A T A T - - AA T A T A - - - - - - T A T A T A T A T AA - - - - - - - - -
AAAAAGT AA TGA T AAACA T T T T T C TGT T CAGAA T T CGGT - - A T A T AGT AC TGT TGGA T T C T A T CCC T T CC T T CCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAC T ACA T T T - - AA T T A T C T T AA T T T - A T A T A T T T A T T T T AAA TGC T C T T T C
A T TGAA T A T T AACAA T - - - - T T TGT A T T T CAAA T T A T AA T - - - - - - - - - GTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - T T T T T A - - - A T A - - - - - - - - - - A - - - - - - AAG
- - - - - - - - - - - - - - - - AGAAC T AACA T T T AGAAGAA T T A - - AA T AGAA TGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC T T T TGT T T A T T A T A T T AAA
- - - - - - - - - - - - - - - - AAA T TGCC TGT CAAAAAAA TGT - - - - A T A T AGCC TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - AAA T T T - - AGTGGC T T - AA T TGT A T AGAC TGT CA TGGA - A T T AAAA T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAC T AGA T T C - - - - - - - - - - - - - - - - - - - - - - C TGT C T T T AC - T C T T A T T T T
A T AAACAAAAAAAA - - AA T C TGTGT ACCCGAAAACACA T - - CA T A T T AC T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - A T T A T T - - - - - - - - - - A T A T TGCC T AAAAC TGCCACC T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAC T A T A T T T - - AA T T A T C T T AA T T T T A T A T A T TGT A T T T AAAGCC T C T T T C
GT AGAC T ACCCA T C - - A T A T A T T A T A T A T A T A T A T A T A T - - T A T A T A T A T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T CAAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAAAA T TGT - - - - - - - - - - - - - - - - - - - A T A T AGA T A TGT A - GT ACCA T T A
GGGAAGGGT T CA T AA T A T A T T T T T CA T T T T AAGCAC TGT - - GT A T CC T A T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - C TGT T T C T C T T TGT CC - - - A T A T TGAAAGAAAAGA T T T T A TG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAGGT A T T AA T T AAGC T T T - - - - - - GA T A T - GAGT T T TGG - - - - T TGT T T A
- - - - - - - - - - - - - - - - T AAAGAC TGT T AAAAAA T A T T CA - - C T CA T AGA T TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGGAAAGTG - - ACGACCC TGCGGT T T A T A - - - - - - - - - - - - - - - - - - - - - -
A T AAAGTGT A T T T A - - GT T T T T T T T T C T - - T AGAA T T - - - - - - - - A T A T C TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAGT AGT AGTGG - - - - - - - - - - T ACC T T CAC T CACCC T AA TGAAC TGAGCCCC - T AA T T C T CGCCCC T AACAA T A T T T T TGGAAAAC T T T C T CGCC - - - - - - - - - - - - - - - - - - - - - - - - - -
CGAGT CCAGACAA T - - - - - - T CC T T A T - - - - - - - - - - - - - - - - - - - - - - - TGT TGGA T CC T A T CCC T T CC T CCCA T CCC T CACCC T AAAAACC T T AGTGG - - - - - - - - - - T T CCCC T T T T T T T CCCC T TGAACCGAGCCC T A T A T T T C T CGCCCGT AACAAAGT T T T T A T CA TGA T T T T T T T AA - - - - - - T T A T CA T AAAGT TGCAGAA T
TGAA T T T ACACAGT - - GT A T T T C T T A T AGGTGACACCCAA TGT T AAAGT A TGT TGGA T CC T A T CCC T T CC T CCCA T CC T T CACCC T AAAAACC T T AGTGG - - - - - - - - - - T T T CCC T T T T T T T CCCC T TGAACCGAGCCC T A T A T T T C T CGCCCGT AACA T AGAGA T T ACAACAA - - - - T ACGA - - - - - - T T AACAC T T AA T T A T T T A T T
A T AAACAGAAA T T AA T - - T T T T T A T T T C T CAAAAA TGAA T T AAAAAACC T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACC T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T A TGA T T - - - - - AAA T T T T T T T A - - T A T A T T T T T CCACAA - - - - - - - - -
A T AAAGA T ACA TGCAAAA T T T C T T AGT T CA T AAAA T AC T - - T T T T CAC T T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T ACA T T A - - - GT T A T C - - - - - - - - - - - - - T T AGT T CA T AAA T T T C TGCA
- - AAA T T ACCC TGG - - A T ACA T T ACA TGT A - - - - - - - GT - - - AAACC T T T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAACCC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AAC - AAAAA TGT - - - - - - - - - - - - - - - - - - - - - - TGGGCA T A T A - T CA T CAA T T
A T T T AA TGC TGT CGAAAAACGT TGT T TGCG - - AAA T C T T - - - - - - - - CA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAGAGA T T T C - - - - - - - - - - - - - - - - - - - - - - T CAA T T TGTG - T CGT T AA TG
A T AA T AAAAAAA T A - - AA T T C T T AAA T A TGT AA T T T TGC - - A T A TGT A T A TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - C T T AGT T T CA T CA - - - A T A T T AACCGGAA - GTGAGCC T A
- - - - - - - - - - - - - - - - ACCC TGT A T A T T T AGAAG - - - - - - - AA T CGGA TGTGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T AA T TGT C - - A - - - A T A T T AGT T T - A T A - - - - - - - - - - - - - - - T AA T A T A
- - - - - - - - - - - - - - - - - - T T T A T T AGT T AGAGA TGT T A T - - A T CAGCGAA TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - AA T T T T C T T A T T T T CAAGT AC T T T AGT T T AAAA T T T AC T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACAAAGC T T - - - - - T A T T TGCA T C T T C T A T - - - A T T AAAA - - A T T T AGA T A
- - - - - - - - - - - - - - - - - - - - - ACAAA T T T - - - - - - - - - - - - - T T TGAAAGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AGCAAAA T A T TG - - G - - CACC T AAA T T T T A T A T - - - - - - - - - - - - T T T T T T A T A
- - - - - - - - - - - - - - - - TGC T T ACC T A T AC - - - - - - - - - - - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAGAGT T T A - - GT ACA T T T T T AGT A TGCA T - A T A T T A - - - - - - - T TGT T T A
- - - - - - - - - - - - - - - - A T T T T T C T T A TG - - - - - - - - - - - - - AC TGAAAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T CCCC T T T T T T T CCCC T TGAACCGAGCCC T A T A T T T C T CGCCCGT AACA - - - A T T C T A T AAA - - - - - - T T CAA - - - - - - T T AA TGTGTG - - - - - - - - - -
AAAAA T AGAAA T TGA T - - CGGT T T T CCCGAGAA T A T T CC - - AA T TGT CA T TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACACGAGA T T T - - - T TGACC T T AA T TG - A TGT ACGACGTGAAAGGAC TGTGA T
A T AAGCGA T T A T T T T - GAGA T T T CCA T T TGAAAGACC - - T T - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACAGGGA TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - A T - T T T T C T T ACC T - A T AGT T T A TGAGAG - - AC T T C TGCA
AGAGGCAGT T T T T T - - A T A T T T T T T T C T CAAAAAACGGT - - AA TGT T AGGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T CAAAA T - - GT CCA T T - - - - - - - - - - AAAAC T T CCGA T AGT CGT TGTGA
A TGGAGGGAC T CC TGGAA TGT A TGT T T ACA T AAAAA T AA T T AA TGGACGGTGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AAAG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T - - - - - -
- - - - - - - - - - - - - - - - CCA TGT T TGT CGT AAAA T A TGT C - - - - - - - - - - - TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - GGT TGT C T T CA T CA T T TGTGA T A T AAA T TGAGT TGA T T TG
A T AGAGGT AAA T TG - - C T T A T T T TGA T T CCAAAAA T ACGT TGACACCC TGTGT TGGA T T C T A T CCC T T CC T T CCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T AGA T T T - - A T T T A T T A T AA T T A - - C T T AAGAGT T CAAA - C T T A T T CAA
- - - - - - - - - - - - - - - - GCA TGC T A T AA T AAAAA TGT T - - - - AACACCC TGTGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA TGAC T T TGACAC - - - - - - CAA TGT C - - - - - C T A T T T T AA - - - - - - - - - - -
- - - - - - - - - - - - - - A T AGT C T A T CCA T CGAGAGAA T AC T - - GACAGTGAC TGT TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAAGA TGT CG - - - T A T A T T T C T CGT T - T T A T A T T C T AA T A T AA T A T T T AAAA
AAA T AA T AC T C TGA - - A T A TGA T T T A T T TG - - AAA T TGC - - - - - - - - - - GTGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAA T AA T T TG - - - - - - - - - - - - - - - - - - - - - - CAAGTGTGTG - T T A T T CGT A
AAAAGT AGT AAGCA - - - - - - - - - - - - - - - - GAA T A T T TG - - T T T T CA T AC T A T TGGA T T C T A T CCC T T CC T CCCC T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA - - - - - - - - - - A T T TGT A - - - - - - - - - - - - - - - - - - - - - - - - T TGT TGAAA
- - - - - - - - - - - - - - A T - - - - - - - - - - - - - - AAA T AC T T T - - - ACC T C T AGTGT TGGA T T C - - - - - - C T T CCCCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACCC T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACAACAAA T CAA T TGTGGT T T T AA T T A T ACA T C T T T A T T A T T AAAA T T T T A TG
- - - - - - - - - - - - - - - - AGGT AGT AAA T C T AG - - - - - - - - - - - A TGGAAA T TGT TGGA T T C T A T CCC T T CC T CCCA T CC T T T ACCCGAAAAACC T T AGTGG - - - - - - - - - - T ACA T T AAC T CACC T T AA TGAAC TGAGCCCC T T AA T T C T CGCCCGT AACA T AACAGTG - - AGA TGTGTGAAAA T T T T A T - A T A - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGGA T CC T A T CCC T T CC T CCCACCC T T CACCC T AAAAACC T T AGTGG - - - - - - - - - - T T T CCC T T T T T T T CCCC T TGAACCGAGCCC T A T A T T T C T CGCCCGT AACA - - - A TGT T ACAAAAAC - - T T ACAA - - - - - - GT AGT AAA T A - - - - - - - - - -
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 size: 7137bp; fragments: 1533; full length: 49 (>=6423.3bp)
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TE consensus structure and protein hits (bp)

No TE domain detected

After TEtrimmer 7137 bp
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