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MSA length = 6545

End crop Point

!

TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCACA T
TGTAGTGCGACCTGGTTACCIAACAATTGTTTGTTTAATATTTCATTAAT —————————— GGGTGAACATGTGTTTGATTTTTCCCGTATTGGAATGAGACGACATCACA T
—————————————————————————————————————————————————————————————————————————————————————————————————————————————— GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCACA T
TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- GGGTIAACATGTGTTTGAT—TTTCCCGTATTGGAATGAGACGACATCACA T
TGTAGTGCGACCTGGTTACCHAACAATTGTTTGT TTAATAT TTCAT TAAT - - - = = - - s o m e e o e e o e o o e e o e e o o e o o e o o o o m e o e o o e e o e o oo o oo oo m - m - o - T
TGTAGTGCGACCTGGTTACCIAACAATTGTTTGTTTAATATTTCATTAAT —————————— GGGTGAACATGTGTTTGATTTTTCCCGTATTGGAATGAGACGACATCACA T
TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=-=--- GGGTGAACATGTGTTTGATTTTTCCCGTATTGGAATGAGACGACATCACA T
TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT --=-=-=--=---- GGGTGAACATGTGTTTGATTTTTCCCGTATTGGAATGAIACGACATCACA T
—————— TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATAT T TCAT TAAT = = - = = = = m o m e o e e o o e e o e o o e o o e o o e o o e o o o o oo o e o oo m oo - o - - -
TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATAT T TCAT TAAT = = = = = = = m o m e o m e o o o e o e o o e o o e o o e o o e o o o o o o oo o oo e oo - o - - -
TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- GGGTGAACATGTGTTTGATTTTTCCCGTATTGGAATGAGACGACATCACA
A TGTAGTGCGACCTGGTTACCIAACAATTGTTTGTTTAATATTTCATTAAT —————————— GGGTGAACATGTGTTTGATTTTTCCCGTATTGGAATGAGACGACATCACA
A TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCAC
A TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATAITTCATTAAT —————————— GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCACAEEE T8/ - - - --------BEhEnl T - - - - - - -----------------
A - - - - - - - --------- TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- IGGTGAACATGTGTTTGAT—TTTCCCGTATTGGAATGAGACGACATCAC ———————————————————————————————————————————————————
A T TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCACA T A
A T TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- GGGTEAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCACA T A
A A TGTAGTGCGACCTGGTTACCCAACAATTGTTTITTTAATATTTCATTAAT —————————— GGGTIAACATGTGTTTGAT—TTTCCCGTATTGGAATGAGACGACATCACA T A
A T TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- GGGTGAACATGTITTTGATTTTTCCCGTATTGGAATGAGACGICATCACA THERAGHE- - - - - A
A T TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCACA T A
T TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=-=--- GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATC T A
T TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=---- GGGTIAACATGTGTTTGAT—TTTCCCGTATTGGAATGAGACGACATCACA T A
T TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=-=--- GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCACA T A
—————————————————————————————————————————— TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT----------GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCACA I I I I A I AR A
—————————————————————————————————————————— TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT----------GGGTGAACATGTGTTTGAT-TTTCCCGTATTGGAATGAGACGACATCACA I I I I A I AR A
TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT ---=-=--=-=--- GGGTGAACATGTGTTTGATTTTTCICGTATTGGAATGAGACGACATCACA

TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT
TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT
TGTAGTGCGACCTGGTTACCCAACAATTGTTTGTTTAATATTTCATTAAT



Start crop Point End crop Point

“fﬂ h‘""‘. AT OO A 01 0010 00 OO0V 01 DO O 0RO R Y0 [Mr !

Ji
;
1 'W

-; _W, Il ???@ TR Bl G R R R

| A I‘WIIIIW

7000



] uf.bed g 2.bed fm 1.bed 0 O bcIn.fa_aln.fa_cl.fa gs.fa ce.fa_se

divergence to consensus (%)

5

20

15
|
||||'|‘ |
| |

size: 6545bp; fragments: 572; full length: 39 (>=5890.5bp)

|

0

I I I I I I
0 1000 2000 3000 4000 5000 6000
TE consensus (bp)

coverage (bp)

After TEtrimmer 6545 bp

200
!

150
!

100
!

I I I I I
1000 2000 3000 4000 5000
TE consensus genomic coverage plot (bp)

I
6000

TE consensus self dotplot (bp)

2000 3000 4000 5000 6000

1000

yd

0

I
1000

2000 3000 4000 5000
TE consensus self dotplot (bp)

I
6000

No TE domain detected

0

I I I I I
1000 2000 3000 4000 5000
TE consensus structure and protein hits (bp)

I
6000




/ 576.fasta.b.bed uf.bed g 2.bed fm 1.bed O O bcIn.fa_aln.fa_cl.i

divergence to consensus (%)

10 15 20

5

size: 6850bp; fragments: 571, full length: 38 (>=6165bp)

Il
il |

0

I I I I
3000 4000 5000 6000

TE consensus (bp)

I I
1000 2000

coverage (bp)

100 150 200

50

After TEtrimmer Extended plot Blue lines are boundaries

A

I I I I I I
1000 2000 3000 4000 5000 6000
TE consensus genomic coverage plot (bp)

TE consensus self dotplot (bp)

1000 2000 3000 4000 5000 6000

0

/

0

I
1000

2000 3000 4000 5000
TE consensus self dotplot (bp)

I
6000

No TE domain detected

0

I I I I I I
1000 2000 3000 4000 5000 6000
TE consensus structure and protein hits (bp)




divergence to consensus (%)

TE: Itr 1 family 576 Before TEtrimmer 9125 bp
size: 9125bp; fragments: 24910; full length: 0 (>=8212.5bp)

o
o
S ><
o — o \ »—) <«
— §_
- o
— - S -
= = = — o
af = =_ : 3
B P —— = = B - S g
= s = 51 S S
= — é = — ao @)
o) 5 — E = E == 88— E
Sy = — -~ E = § = o ° I
= = = = | =_= o) n
= B I - g o
—5 - = = E —_ S
—= —_ = = = = 8 < h 2 < AN
S TT= T — S -- E s _ o2 0 :
— = = = == _3 &
— — - p—— S
—E _ B = g =
_ —_— = - 0 o
[ S— : = g =g
O - - - - — = o 7 N - ~
E % N = = N ??g
- = - = M Y
- i - = : w |
= e — E rV HH, /2 No TE domain detected

I I I I I | I I I I I I I I I I
0 2000 4000 6000 8000 2000 4000 6000 8000 0 2000 4000 6000 8000 0 2000 4000 6000 8000
TE consensus (bp) TE consensus genomic coverage plot (bp) TE consensus self dotplot (bp) TE consensus structure and protein hits (bp)



After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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