Start crop Point End crop Point

1 MSA length = 7516 1

------------ TPAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - -BAAAAARAAARTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATTE Tl A
ATR- - - CBAGT TATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - = - == - = - - - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT - - - - - TA
------------ THAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA-------- - -BAAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
------------ TBAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA-------- - -BAAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
ACTTTTTTTT-T TRAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - = - = = - = - - - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
--------------------------------------------------------------------------------------------- AAAAARRAI T TTTTTIAAAABGTATTTTCGTTGTCGAAATCCATAATT
- - - -TTTTC CBAGT TATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - = - = = - = - - - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
.- - -TTTTTTETTETCACAE AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
- .- -TTTTET AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
BrorrrTTTTAT AGATJTAATTA - ClAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT
ATTTTTTTTTAT AARTATEBATT - -JAGT TATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT

----------------- THAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA-------- - -[AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
----------------------------------------------------------------------------- AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTTCGAAATCTATAATT
-------------------------------------------------- AGTTATGTGAGAGGAAATIJCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - -lIAAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAAJJCTATAATT TTTTTTT

------------------------------------------------- AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - = = = = = = & & oo s oo o e m e o ot e o o e f e o m f e m o f ot e m e f e f e o ot et o e f e o et e m ot e m e f o mm e o f ot e m e e e e e e e e e
|AAAAATAAAITTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT TT TTTTTTT

AAAAATAAARTTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT TA T.TT

AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT TT ATTTTTT

AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT CA TITTTTT ——————————————————————

AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT CA ATT.T

AAAAATAAAITTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT TT AITTTTT
TA A

AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT TTTTT
- - - -TTTTTTA- TRAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - = = = = = = & o & o s o o e m e o m f e ot ot e f e o m f e @b ot o e o f f e o f ot e m o et et e m e m o f ot e m e d e m e m b o e e e e e e e e eoaeeoooaooo

ATTTTTTTTT-T CEBAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - - - - =-=--=-=-- AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
——————————————————————————————————————————————— T AGTTATGTGAGAGGAAATAICATGGTTTTCCCACGAAGACGCGAGCGAAA— ---------BMAAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
ACTTTTTTTT-T TRAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - - - - ==~~~ - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT

——————————— T AGTTATGTGAGAGGAAAT.CATGGTTTTCCCACGAAGACGCGAGCGAIA— ---------BMAAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
————————————————— - TWAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA----------BAAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
ATTTTTTTTTA- THWAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - - - - ===~~~ - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT

- 4 -4 - 4 4 < -

----@rTTTCA- TRAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - = = - - - - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
- -TTTTRT-T TBAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - = = - - - - AAAAATAAlITTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
ATRTTTTTTTA- - ---- - AAAATAT -BTAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
----T@rTCT-- -FAnng----- AGTTATGTGAGAJJGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT

-TTTTTC- -
-TTTTTC- -

- AAAAAT - - - - - THAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - - - - ===~~~ AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - - - - m s s s e o e e e o e e o e e o oo e o e o o o e o o e o o e o o m o o o o m e o o o o o o e o o m o o e o mm o o e o m e o oo o o m e o e o oo e o e o oo s o e oo m o mm oo m o m - - -
AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA----=-=--=-=-- AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA----=-=--=-=-- AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA----=-=-=-=-=-- AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA----=-=--=-=-- AAIAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT

|T|

- AAAAAT - - - - - THAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - - - - ==~ - =-- IAAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT

AAIAAT————A

ATTTRTTTTHEA- AAABATAATTA
- -TTTTTTT AAAAATAATTA
- -TTTTTT-T - A AA - - - - - - - - - - - - - - GAA

ACTTTTTTA - AAAAAN- - - - - AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - - AAAAATAARRITTTTTTAAAAAAGTATTTTCGT - - TCGAAATCTATAATT
.- TTTC!I AAAA.I - IAAAAAT ----- AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - = - - - - AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCTATAATT
ATTI- - - e AGTTATGTGAGAGGAAATAGCATGGTTTTCCHACGAAGACGCGAGCGAAA - = - = - = - = - s - s -t ettt e oo i oo
GriT------- AAAAAANATE- - ------- - - - AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - = - - - - BAAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT TRTTTT T
- - - —TTTICTA— AAIAAAI l I IAGTTATGTGAGAGGAAATAGCATGGITTTCCCACGAAGACGCGAGCGAAA ------------------------------------------------------------ TTTTT T T
-------------------------------------------------------------------------------------------------------------- AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT ATATTTTIREET
---------- AAAAAAA AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT ATATTTTIREET

AAA
AAAAEA AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT
AAAAAAAA AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT ArTTTT
AAAAAAAA AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT TTTTTT
AAAAATAAAATTTTT TAAAAAAGTATTT TCGTTGTCGAAATCCATAAT T = = = = = = & o o e e e e e e e e e e e e e e e e e = m -
------ BTl AGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - -@AAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATTII®T
""""""""""" GTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - -BAAAAATAAAATTTTTTAAAAAAGTATTTTCGTTGTCGAAATCCATAATT --T
—GAAIT AGTTATGTGAGAGGAAATIGCATGGTTTTCCCACGAAGACGCGAGCGAAA ----------
-AATATEATJARCIAGT TATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - -
TEAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - -

AAATERRE ABEAAAAATAATIIBCRAG T TATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - = = = = = - s o mmmmmm e mmmmmmmeecememmecemeecememeecameeceoeo oo TR - - - - - - - - c oo e e e e e e oo o

ATAIIT

----TTRTCT- CBAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA - - = = = = - - - -
BerrrrrTTTfT TBAGTTATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - = = - - - -
- --BrrTTTAT AAATATARTTARTIAGT TATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - - - - - - - - -

ATRTTTTETCA AGAT - - AATTAICBAGT TATGTGAGAGGAAATAGCATGGTTTTCCCACGAAGACGCGAGCGAAA- - = - - - - - - -
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 fm_1.bed 0 0_n.bed g 1.bed fm 2.bed 0 0 belnfa ainfa clfa After TEtrimmer 7516 bp
size: 7516bp; fragments: 473; full length: 49 (>=6764.4bp)
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size: 7817bp; fragments: 469; full length: 49 (>=7035.3bp)
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TE: Itr 1 family 55 Before TEtrimmer 187 bp

size: 187bp; fragments: 28; full length: 26 (>=168.3bp)
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After TEtrimmer ORF and PFAM domain plot
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1sus before TEtrimmer (bp)

187

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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