Start crop Point End crop Point

1 MSA length = 2837 1

TGTCGTCGGGCACGTGTTAGCGTCAGAGT TACGCGAGAGATGCGCCACGC = = = = = = = = = = = mm e m e @ o e m et e m et bt e e e i e e e e oo mameecemeaaemam o
TGTCGTCGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC- - - - - - - - - - GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA

oA A TR BATTATIGES

AAAIAAAAAGATTAA

TGTCGT GGGCACGTGTTAGCGTCAGAGTTACICGAGAGATGCGCCACGC —————————— GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCITCAGCCAGCA AAATAAAAGAATTABARAAA
TGTCGTRGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC--=-=-=-=-=-=-~-- GG GGCCGIATCGATCCTTCTCCIGAGTCAGCGGCGCGCCTCAGCCAGCA ——————————
TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC--=-=-=-=-=-=-~-- GEITGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA G LA AMRT - AAT - - - - - - ATTAA

TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC--=-=-=-=-=-=-~-"- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
TGTCGTIGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCAIGC —————————— IGTGGCCGTATCGATCCTTCTCCIGAGTCAGCGGCGCGCCTCAGCCAGCA
TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCTACGC--=-=-=-=-=-=-~-- GGTGGCCGTATCGATCCTTCTICTGAGTCAGCGGCGCGCCTCAGCCAGIA
TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC--=-=-=-=-=-=-~-- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
TGTCGT GGGCACGTGTTAGCGTCAGAGTTACGCGIGAGATGCGCCACGC —————————— GGTGGCCGTATCGATCCTTCTCCIGAGTCAGCGGCGCGCCTCAGCCAGCA
TGTCGTC GGIACGTGTTAICGTCAGAGTTACGCGAGAGATGCGCTACGC —————————— GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCIGCGCGCCTCAGCCAGCA
TGTCGTHMGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC--=-=-=-=-=-=-~-- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
TGTCGTCGGGCACGTGTTAGCITCAGAGTTACGCGAGAGATGCGCTAIGC ——————————————————————————————————————————————————————————————————————————

- -AATA AGGATTIAA
——AITAAA AAATTAA -

TGTCGTIIGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC - - - - - - = - - - GGTJGCCGTATCGATCCTTCTCCTJAGTCAGCGGCGCGCCTCAGCCAGCA
TGTCGTIGGGCACGTGTTAGCGICAGAGTTACGCGAGAGATGCGCCAIGC ---------- IGTGGCCGTATCGATCCTTCTCCI!AGTCAGCGGCGCGCCTCAGCCAGCA
TGTIGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGICACGC ---------- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCIGCGCICCTCIGCCAGCA
TR TGTCGJCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGH---------- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
CHTT-ATTTA- - TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC - -~ - - - -~ - - GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
TETT-ATTT- - - TGTCGTJGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCARGC- - - - - - - - - - BcTGGeCcGTATCGATCCTTCTCCJGAGTCAGCGGCGCGCCTCAGCCAGCA
8 L 1 TS GGTJGCl|GTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
TRTT------ACEEIIE - - - - - - - - - - - - - - - o o o e e e e e e e e e e e e GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTJAGCCAGCA
T - TGTCGJCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC- - - - - - - - - - GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
C TT—!ITTAIC TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC - - - - - - -~ - - GGTGGCCGTATCGATCCTTCTCCTGEGTCAGCGGCGCGCCTCAGCCAGCA
T TI—ATTIAAC ----------------- IAGIiTIAG.T.CGCGAGAGATGCGCCACGC ---------- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
------------- TGTCGTCGEGCACGTGTTAGCTCAGAGT TACGCGAGAGATGCGCCACGC - = - = = - = - s s s o st e et f oo oo
TGTCGTCGGGCACGTGTTAGCGTCAGAJ T TACGCGAGAGATGCGCCACGC- - - - - - - - - - GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
TGTCGTCG.CACGTGTTAGCGTCAGAGTTI—ICIAIA.T ------------------- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA TA-------- AATTAT
---------------------------------------------------------------------------------------------------------- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA TAAATIAAAAGATTAT AG
TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC - - - === - = - - GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA - - AATAAAAAAATTBT - - - - - e e oo - TC
---------------- €ex - (J§GAGTTACGCGAGAGATGCGCCACGC- - - - - - - - - -GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA f e - - -AT-----AATTAT----A AT
TGTCITC.GCACGTGTTAHTCAGAGTTACGCGAGAGATGCGCCACGC ---------- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA - -AAT---- - TET----A

GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA

—IAT———AGAAT ATA AIA
---------- GlTTRTARAAA

——————————————————————————————————————————————————————————————————————————————————————————————————————————————————— AT-----AATHA ------
GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCAEE - - - - - - - - ---------- !I
GGTGGCCGTATCGATCCTTCTCCTGAGTIAGCGGCGIGCCTCAGCCAGCA
IGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA ——————————————————
GGTGGCCITATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
GGTIGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAG —————— - - T.A
GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGICAGCA

AAA - -AATERATIEEAAA
AT

----- AAT AAA A Cee -

ArAT--TT ART T-ATTTA- -G TGTCGTCGGCACGTGTTAGCGIICAGAGT TACGCGAGAGATGCGCCACGC = = = = = = = = = = = = = = = & & & & o & o o o oo oot o oo oo oo oo oot ot ot o o o oo o e e e e e e oo oo
- - - -TTTTHAA TTRCETT-------- GGJJGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
ATGTGGG/ / /- AHEITATITAAT GGTGGCCGTATCJATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
---------------------------------------------- BcTlccceTATCGATCCTTCTCCTAGTCAGCGGCGCGC|TCAGCCAGCA
----------- TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC----------GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA

---------------- AT

TGTCGTCIGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCTACGC —————————— GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA- - - -

AIA-T-T— o . .TA.C.GAGATGCGCTACGC ---------- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA - -
------------------------------------------------------------ GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCAI————————————
TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCTACGC - - - - == - = - - GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGJCAGCA- - - - - - - -« - - -

-------------------------------------------------------------------------------------------------------------- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA - - == === == -« -
TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCTACGC - -~ - - - -~ - - GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA NS
TGTCGTCGGGCACGTGTTAGCG - CAJJAGTTACGCGAGAGATGCGCTACGC- - - - - - - - - - GGTHMGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGC
---------------------------- AT ABECA8CAGATGCGCTACGC - - - - - - - - - —GGTIGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC - -~ -~ - -~ - - GGTGGCCGTATCGAJJCCTTCTCCTGAGCAGCGGCGCGCCTCAGCCAGCA

------------------------------------------------------------------ BGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
----------------------------- TABECBBCAGATGCGCTACGC - - - - - - - - - —GGTIGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGIiCCTCAGCCAGCA
------------------------------------------------------------ GGTJGCCGTATCGATCCTTCTCCTGAGTCAGcGcGCffccTcAacecAaGea
-------------------------------------------------------------------------------------------------------------- GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
--------- AAT - AI EITITT—ATTT——— TGTCGTGGGCACGTGTTAGCGJCAGAGTTACGCGAGAGATGCGCCAfJGC- - - - - - - - - -[|6TGGCCGTATCGATCCTTCTCCJGAGTCAGCGGCGCGCCTCAGCCAGCA
ATGTGGGAAAT - A THTRTATETAATETITG - - - - - - - - oo CGCGAGAGATGCGCCACGC - - =--=- - - - GGTGGCCGTATCATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
------------------------------------------------------------ IGT-C.ATII

------------------ TCGTCGGGCACGTGTTAGCTCAGAGT TAIIGCGAGAGATGCGCCACGT - = - = - - = - = - s s - oo s oo oo L oo.o___-ooooo.-.
TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC - == ---=- - - GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
------------------------------------------------------------ GGJJGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA

TGTCGTCGGGCACGTGTTAICGTCAGAGTTACGCGAGAGATGCGCCACGC —————————— GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC--=-=-=-=-=-=-~-- GGTGGCCGTATIGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA

AAAT - - AT AA- - - - - - ATT
AAA TT

AAAMT TT-A————A ATT

AABTTH--------- AAT - ABATT

------ AAR- - - ATARARA
------ AAAAITITA AA

GGTIGCCGTATCGATCCTTCTCCTGAGTCAGGGCGCGCCTCAGCCAGCAENECTINGEE - - - - - - - - AGAATTATARRAA TT

GGTIGCCGTATCGATCCTTCTCCTGAGTCAGIGGCGCGCCTCAGCCAGCA ----------- AGANA TC

--------- AAT—AIATTITITT—ATTT——— TGTCGTIGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCAIGC——————————IGTGGCCGTATCGATCCTTCTCCIGAGTCAGCGGCGCGCCTCAGCCAGCA TA---AAAAAAATT - - - TT
ABAABATCATARTECATT-ATTTA- - TGTCGTCGGGCACGTGTTAGCGTCAGAGTTACGCGAGAGATGCGCCACGC - - -~ - - -~ - - GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA TAAATAAAAAAATT - - - AT
ALA ---------------------------------------------------------------------------------- GGTGGCCGTATCGATCCTTTCCTGAGTCAGCGGCGCECCTCAGCCAGCACATAGAGEA - - - - - - - - - - - - - - - - - - -
GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCITCAGCCAGCA AT--- - - GATTATAF l TT

GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCAIRIM- - -----TH- - - - - - AGA - - - ATABAAA A -

GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCANBTRTCEN T TH------ IGAITTATA AIA
GGTIGCCGTATCGATCCTTCTCCTGAGTCAGIGGCGCGCCTCAGCCAGCA ------------- AA-ATTATAMAAG
----- @@ AT @ TBTETE- -@F-GFATT - s----------BTGTCGTCGGGCACGTGTTAGCGTCAAGT TACGCGAGAGATGCGCTACGE - = - = = = =« =« s x s m o m ot s m s Lo

ABATT TT- AITTA—— ------------------------------------------------------------ GGTGGCCGTATCGATCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
-------------------------------------------------------------------------------------------------------------- GITGGCCGTATCGITCCTTCTCCTGAGTCAGCGGCGCGCCTCAGCCAGCA
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] fm_1.bed 0 O n.bed g 1l.bed fm 2.bed O O bcin.fa_aln.fa_cl.fa
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size: 2837bp; fragments: 1765; full length: 5 (>=2553.3bp)
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| ufbed g Lbed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 b After TEtrimmer Extended plot Blue lines are boundaries
size: 3156bp; fragments: 1731; full length: 4 (>=2840.4bp)
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TE: Itr_1 family 519

size: 2541bp; fragments: 1384; full length: 5 (>=2286.9bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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