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-------------------------------------------------------------------------------------------------------------- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT AAGAACTTTTTATTGTIAAATAAATTATATTCT
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-------------------------------------------------------------------------------------------------------------- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
------------------------------------------- ATABAIA - - - - AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
-------------------------------------------------------------------------------------------------------------- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT
-------------------------------------------------------------------------------------------------------------- BGTTCATTATTTCAATTAAAACGAACCATCAACTACTAAAAARATAACT
TTHET ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAITCC ---------- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
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TTHET ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCARTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TTHRTAT ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TTHRTAT ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TTHRTAT ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT
TTHRTAT ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT
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TTHRTAT THMTGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-~--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TT ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TrerTT ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
—————————————————————————————————————————————————————————————————————————————————————————————————————————————— AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TTRCTT ATT--TABABEB TGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TTRCTT ATT--TA AITGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC —————————— AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
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ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-------- - AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
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TTETET ABBANMANRTITIR- - - - - AATEER THAGBERAABT TAATARBTIMITGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-==-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TT TIT ABBANMANRTITIR- - - - - IAATITIAIAAITTAATA THMTGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
-THRTAT ABBARABTIEEN- - - -------------=---=------ ABRABATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCARTCC-=-=-=-=-=-=---- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
-THRTAT ABBARABTIEN- - - -------------=---=------ AMIA ATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAITCC —————————— AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
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TTT T-TTARMBATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=--=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
-------------------------------------------------------------------------------------------------------------- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT

ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT S T Al TI- - - - ------------- AITTTT AA TAAATIAT T TI

————— A TERTGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC----------AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT AABTAA----- - TT
————— A TITGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC ----------AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT I ---- —HTT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT ABATAAAATATATT - -
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT ABATAAAATATATT - -
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TGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCARTCC-=-=-=-=-=-=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAARATAACTIEGCETANSE HEGIGGEIGES - - - - - - - - - - - - - - - - ----------------
TGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAITCC —————————— AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAAIATAACT ————————————————————————————————

ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT
AAATT -A AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
AAATT—AIA AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
ATATTA------ AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
ATATTA------ AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
————————————————————————————————————————————————— AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
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———————————————————————————————— AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC--=-=-=-=-=-~--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
TATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-=-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=-~-- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC-=-=-=-=-=-=-=--- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
————— ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC----------AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
————— ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC----------AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT
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------------- ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC----------AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT T Cee -
------------- ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC----------AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT T Cee -
-------------------------- ABBAAATT - ATABATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC----------AGTTCATTATTTTCAATTIRAAACGAACCATCAACTACTAAAAACATAACT T e
-------------------------- TEARMBAAATT -ATA ATATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC——————————AGTTCATTATTTTCAATTIAAACGAACCATCAACTACTAAAAACATAACT T e
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-------------------------------------------------------------------------------------------------------------- AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT C
u- G NN TETARAN- - - TER TR TREABA T TABTABA T TGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC - == -=-=- - - AGTTCATTATTTTCAATTAAAACGAACCATCAACTACTAAAAACATAACT T
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--------------------------------------------- ANABATGTTATGTTCTCTCAAGGAGAGCGGATGCAACCTCAGCAGTTCCCAGTCC----------AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT T ABATAABATATATT - -
AGTTCATTATTTTCAATTAAAACGAACCATCAATTACTAAAAACATAACT T AIATAAIATATATT——
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] fm_1.bed 0 O n.bed g 1l.bed fm 2.bed O O bcin.fa_aln.fa_cl.fa
size: 5725bp; fragments: 546; full length: 69 (>=5152.5bp)
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fbed g Lbed fm 1bed 0 0 nbed g Lbed fm 2.bed 0 0 beln. After TEtrimmer Extended plot Blue lines are boundaries

size: 6027bp; fragments: 546; full length: 54 (>=5424.3bp)
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size: 290bp; fragments: 271, full length: 228 (>=261bp)

TE: Itr_1 family 372
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After TEtrimmer ORF and PFAM domain plot
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