Start crop Point End crop Point

1 MSA length = 6020

————————————————————————————————————— TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTERAAAATCAC----------AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTAC----=-=----- TTT--A--T
————————————————————————————————————— TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTERAAAATCAC----------AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTAC-----=----- TTT--A--T
TATATTTTACTC CAATTTATTGAAAATATTAC TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTEBAAAA T CAC - - - - = - = 5 o - s o s o o e o o o e o e o o o e o o o o e o e e o o e o e e o e o o e e - m e o m e o m o m e e o e o - - - - - - - AR TAGEE T T ---------------
TATATTTTACTC CAATTTATTGAAAATATTAC TGTTAGATGATAAGGTTTTTTATAAT T TARATCAAGATG TEMAAAA T CAC - - - - = - = s - - s e o m o e o o o e o o o o o e o o o o o o e o m m o o o o o e o o o o o o o e m o o e o m m o o o o o e o o o o m e o o o oo o o oo oo m o oo o m oo oo o m o oo m o -
TAT--------- --ATC TGAAAACAEBTAC TGTTAGATGATAAGGTTETTTATAATTTABATCAAGATGTEMRAAAATCAC---=---=---- AABGGACTCAARTCAATTTGTATTATACAGTCCACTTAGATAGATTACATATA

TAT--------- - —ATC.TGAAAACAITAC TGTTAGATGATAAGGTTETTTATAATTTABATCAAGATGTEMRAAAATCAC---=--=--=--- AAIGGACTCAAITCAATTTGTATTATACAGTCCACTTAGATAGATTACATATA
—————————————————————————————————— TGTTAGATGATAAGGTTERTTTATAATTTABATCAAGATGTERAAAATCAC----------AACGGACTCAAATCATTTTGTATTATACAGTCCACTTAGATAGATTAC-----=-----
—————————————————————————————————— TGTTAGATGATAAGGTTERTTTATAATTTABATCAAGATGTERAAAATCAC----------AACGGACTCAAATCATTTTGTATTATACAGTCCACTTAGATAGATTAC-----=-----

TATATTTTACTC
TATATTTTACTC

CAATTTATTGAAAATATTAC

CAATTTATTGAAAATATTAC

TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIIAAAAT CAC - - - - & & o c o e o e o e b e o et et et e e e ottt et e f ot e f e f e f e f e f e f e f e f e f e d ot f it mm e mm e e i e m i e mme e i mmmmame oo
TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - = = = = = = = = = o & @ e & m e & m e & f e &t e & m e & f e & f e & f e & f e &t ot @ f e @ f e @t e @ f e @ f ot m ot ot m ot e m ot e m ot e m ot e m ot e d ot ot mf e mm e e m e i dmmeemameama e

T A - = o m e e e e e e e e e e e e e e e e e e e e TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - - - - = = - = - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTAC - - - - -~ - - -
T A - = o m e e e e e e e e e e e e e e e e e e e e TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIMAAAATCAC - - - - = = - = - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTAC - - - - -~ - - - -
-------------------------------------------------------------------------------------------------------------- AACGGACTCAAATCATTTTGTATTATACAGTCCACTTAGATAGATTACA
-------------------------------------------------- TGTTAGATGATAAGGTTIITTTATAATTTABATCAAGATGTIIAAAATCAC- - - - - - - - - - AACGGACTCAAATCAATTTIITATTATACAGTCCACTTAGATAGATTAC - - = = = = = - - -
-------------------------------------------------- TGTTAGATGATAAGGTTITTTATAATTTA ATCAAGATGT AAAATCAC——————————AACGGACTCAAATCAATTTITATTATACAGTCCACTTAGATAGATTAC——————————
TATATTTTACTC CAATTTATTGAAAATATTAC TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC
TATATTTTACTC CAATTTATTGAAAATATTAC TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC
--------- e s ATTAT - - s e e e e - TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC
--------- e e ATTAT - s e mmm e o TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC
-------------------------------------------------------------------------------------------------------------- TTTAIAA
TABATTTT--- - - - TATACRATHART - - - - - - - - - oo oo oo - TGTTAGATGATAAGGTTIITTTATAATTTABATCAAGATGTIIAAAATCAC - - - - - - - - - - AACGGACTCAAATCATTTTGTATTATACAGTCCACTTAGATAGATTACA - - - = - - - - - TTTATA-TT
TAIATTTT ------------------------- C TGTTAGATGATAAGGTTITTTATAATTTA ATCAAGATGTEMAAAATCAC- - = - - = - - - - AACGGACTCAAATCATTTTGTATTATACAGTCCACTTAGATAGATTACA - - - = - - - - - TTTATA-TT
TA-------CTCNATCCCGGE TACGA - - ----------- ACATEAC TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - - - - = = - = - - AACGGACTCAAATCATTTIIGTATTATACAGTCCACTTAGATAGATTACA - - - - - - AT - TT------
TA-------CTCAMNTCCGGGG TACGA - - - ---------- ACATI TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - - - = = = - = - - AACGGACTCAAATCATTTIGTATTATACAGTCCACTTAGATAGATTACA ------ AT - TT------
TETART----TC clATTHA AATA- - -C TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - - - = = = - = - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACA - = = = = = = = = = m o m e e e o e e e m e e e e e e e e e e e e e e e e e o
TITA T----TC C ATTIAI IAATA— --C TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - - - - = = - = - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACA - = = = = = = = = = = m e e e e e e e e e e e e e e e e e e e e e e e e m o
----------------------------------------- TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIIAAAATCAC - = = = = = = = = = = = o m e e m e o e & e o e m e @ e o e @ e m e o e e e @ e @ e e e o e @ e @ e m e m e e e e e e e e e e e e e e e e e e e e e e e o
----- TART TGTTAGATGATAAGGT TTTTATAATTTAGATCAAGATGTIRIAAAATCAC - - - - = - = - & - o - oot oot Lo Lo
- - -ACBATTAAAMATATTAC TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - - - - - - = - - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACATA - - - - - - - TETTHATA
———ACIATTAAA ATATTAC TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - - = - - - = - - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACATA - - - - - - - TETTHATA
------------------------------------------------------------ AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACATAC e e
------------------------------------------------------------ AACIGAITCAAA.AATTTGTATTATACAGTCCACTTAGATAGATTACATAC e
TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIIAAAATCAC - - - - - - - - - - AACGGACTCAAATCAATTTIITATTATACAGTCCACTTAGATAATTACA- - - - - - - - - T TTTATA-TT
TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATGTIMAAAATCAC - - - - - - = - - - AACGGACTCAAATCAATTTITATTATACAGTCCACTTAGATAIATTACA --------- T TTTATA-TT
TGTTAGATGATAAGGTTTTTTATAATTTABATCAAGATG TIAAAATCAC - = = = = = = = = = = = e e e e e e e e e e e e e e e e e e e e e e e e e e mmmmme e e c AT = e - - - T
TGTTAGAT - -TAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - - = - - - = - - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGANTACAATAT - - - - T
TGTTAGAT - -TAAGGTTTTTTATAATTTABATCAAGATGTIAAAATCAC - - - - - - - - - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGAITACAIATAT———— T
TGTTAGATGATAAGAATTTTTATAATTTAMATCAAGATGTIMAAAATCAC - - = - - - = - - - AACGGACTCAAATCAATTTGTATTATACIGTCCACTTAGATAGATTACATACHTATA T
-------------------------------------------------------------------------------------------------------------- AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTAJJATATATTATA T
TAIA.TTGCTCrTAIA'TIAI— - CTITIGIAAATIATAC.TGTTAGATGATAAGAATTTTTATAATTTAIATCAAGATGTIAAAATCAC ---------- AACGGACTCAAATCAATTTGTATTATACIGTCCACTTAGATAGATTACATACITIATA T
TATATTTTACTCEBTTARABEA THABRBCAATTTATTGAAAATATTAC TGTTAGATGATAAGAATTTTTATAATTTAMATCAAGATG TIMMAAAATCAC - - - - - - = - - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTAJATATATTATA T

AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATARATTACA - < -« - - o c o e

AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTICATATATTATA ABBANBTERRT TA AAA THMTTTGTAA-T
AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACATATAT - - - -EMABRANRT TA TAA TATIATT

ATACTATERGATAACAA

ATACTATIGATAACAAIA

AACGGACTCAAATCAATTTGTATTATACAGTCCACT TAGABAGAT TACAT = = - = - -« o c e oo m e oo i oo
AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACATATART
THABAIEA TEA TGTTAGATGATAAGGATTTTTATAATTTAMATCAAGATGTIMAAAATCAC - - - - - - - - - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACAACATT
ITIAIAIATIA. TGTTAGATGATAAGGATTTTTATAATTTA ATCAAGATGTI I
--------------------------------------------- TGTTAGAT - -TAAGGTTTTTTATAATTTABATCAAGATGTIIAAAAT CAC - - - - - - o e o e e e e e e e e e e e e e e e e e e e e e e e e e e -
——ACT TCA cCATTTTHTANTA TGTTAGATGATAAGGATTETTATAATTTAMATCAAGATGTIMAAAATCAC - - = - - - = - - - AACGGACTCAAATCATTTTGTATTATACAGTCCACTTAGATAGATTACAT
——ACT TCA CATTTTITAITAI TGTTAGATGATAAGGATTITTATAATTTA ATCAAGATGTIMMAAAATCAC - - - - - - - - - - AACGGACTCAAATCATTTTGTATTATACAGTCCACTTAGATAGATTACAT
----------------------- TGTTAGATGATAAGGATTTTTATAATTTAMATCAAGATGTIMMAAAATCAC- ---------AACGIIACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACAT TAT ATA
----------------------- TGTTAGATGATAAGGATTTTTATAATTTAATCAAGATGT AAAATCAC——————————AACGIACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACAT TAT ATARA
-------------------------------------------------------------------------------------------------------------- AACGGACTCAAITCAATTTGTATTATACAGTCCACTTAGATAGATTACATATATT - - - @A
GATIATAA ----------------------------------------------------------------- AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGARBAGATTACATACIBTATARA
e N1 1Y\
TGTTAGATGATAAGGATTTTTATAATTTAMATCAAGATGTIAAAATCAC
TGTTAGATGATAAJGATTTTTATAATTTAMATCAAGATGTIMEAAAATCAC
TGTTAGATGATAAGGATTTTTATAATTTAATCAAGATGTIMMAAAATCAC - - - - = = - - - - AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGAIAGATTACATICATIAT“AITITIA.AAA. ri—AAA' l
-------------------------------------------------------------------------------------------------------------- AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACATATATTATA AGTGATTA A TTRTAA-T
TGTTAGATGATAAGAATTTTTATAATTTAMATCAAGATGTIAAAATCAC
TGTTAGATGATAAGAATTTTTATAATTTAMATCAAGATGTIMAAAATCAC
TGTTAGATGATAAGAATTTTTATAATTTAMATCAAGATGTIMAAAATCAC

TGTTAGATGATAAGGATTTTTATAATTTAMATCAAGATGTIMMAAAATCAC
-------------------------------------------------------------------------------------------------------------- AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACATAT

AT

TGTTAGATGATAAGGTTTTTTATAATTTARATCAARATGTINMAAAATCAC---=----=--- AACBRGACTCAAATCAATTTGTATTATA ACTRAGARAERA A-A------
TGTTAGATGATAAGGTTTTTTATAATTTAIATCAAIATGTIAAAATCAC —————————— AACIGACTCAAATCAATTTGTATTATA-ACTIAGAIAIAI I ——————
—————————————————————————————————————————————————————————————————————————————————————————————————————————————— AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGATAGATTACA-----=-=---
CA------ ACTT CGATTTATHRGAAAATE - - - TGTTAGATGATAAGAATTETTATAATTTARMATCAAGATGTINMAAAATCAC---=--=--=--- AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGARAGATTACAT - - - - == - - - - o - - e oo oo - - - - TTTATAA-A
CA------ ACTT CGATTTATIGAAAAT --- TGTTAGATGATAAGAATTETTATAATTTARMATCAAGATGTINMAAAATCAC---=--=--=--- AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGARAGATTACAT - - - - == - - - - s - s s oo oo - - - AAA TTTATAA-A AA
CA------ ACTT CGTTTTATTGAAAATE - - - TGTTAGATGATAAGAATTETTATAATTTARATCAAGATGTINMAAAATCAC---=--=--=--- AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGARAGATTACAT - - - - == - - - - s o s e oo e o - - - - AAA TTTATAA-A AA
CA------ ACTT CGTTTTATTGAAAATE - - - TGTTAGATGATAAGAATTETTATAATTTARATCAAGATGTINMAAAATCAC---=--=--=--- AACGGACTCAAATCAATTTGTATTATACAGTCCACTTAGARAGATTACAT - - - - == - - - - o - - e oo oo - - - - AAA TTTATAA-A AA

CAATTTATTGAAAATATTAC
CAATTTATTGAAAATATTAC

TGTTAGATGATAAGGATTTTTATAATTTAMATCAAGATG THMBMAAAATCAC - = = = = = = = = = s & @ e & m e & m e & f e &t e & m e &t ot &t e &t e @ f e m ot e @ f e f ot e @t e @ f e @@t d ot ot @t e f ot e mf ot m ot e df e mf ot ff e mf e m i em i dmmdd o amame e
TGTTAGATGATAAGAA-TTTTATAATTTAMATCAAGATGTI - AAAATCAC - = = = = = = = = = = & @ e & m e & f e & fm & @ e & m e & @t @ f e & f e & @ e & @t & f e @ f e m ot e @@t @ f e @t e f ot e d ot e mf ot et e mf e df ot mm e e m e e i e mmdmmeemeamamame o
TGTTAGATGATAAGAA-TTTTATAATTTAMATCAAGATGTI - AAAATCAC - = = = = = = = = = = & @ e & m e & m e & m e & @ e & @ e & @t @ f e & @ e & @ e & @t & f e @ f e @t e @ f e m f e m ot ot @@t & ot f ot e &t ot mf ot mf ot df e mm e e memmdmmeemeamama e

TATATTTTACTC
TATATTTTACTC
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i fm_1.bed 0 0_n.bed g 1.bed fm 2.bed 0 0 belnfa ainfa clfa After TEtrimmer 6020 bp

size: 6020bp; fragments: 289; full length: 26 (>=5418bp)
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size: 6321bp; fragments: 289; full length: 25 (>=5688.9bp)
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divergence to consensus (%)

TE: Itr 1 family 345 Before TEtrimmer 211 bp

size: 211bp; fragments: 109; full length: 88 (>=189.9bp)
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After TEtrimmer ORF and PFAM domain plot
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nsus before TEtrimmer (bp)
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Dotplot
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