Start crop Point

1 MSA length = 6349
------ TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - === ---TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - = = = = - - TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATT-TTHAGTATAG- - TATTGCAGTHATTAAATACETB- - ----- - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATT-TTHAGTATAG- - TATTGCAGTATTAAATACETB- - ----- - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - === = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - == = - - - TATTACA-TTTTTGGTCCTTCGATTTT
-------------------------------------------------------------------------------------------------------------- TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - == = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - == = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAJTTATTAAATAGGTT - -« ------- TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - = = = - - - TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGA-TTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - - = = - - - TATTACATTTTTTGGTCCTTCGA-TTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - - = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - == = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - = = = = - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - == = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - == = = = - - TATTACATTTTTTGGTCCTTCGATTTT
B GTTATATTTTATTTTTAAGTTATAGGGTATTGCATTATTAAATAGGTT - - - - - - - - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - = = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - = = = - - - TATTACATTTTTTGGTCCTTCGATTTT
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---------------- TABMTERAAAAARTGTTATATTTTATTTTTAAGT TATAGGGTATTGCAGTTATTAAATAGGTT----------TATTACATTTTTTGGTCCTTCGATTTT
TARMTERIAAAAARTGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T === -~ - - - - TATTACATTTTTTGGTCCTTCGATTTT
AARTARAAAARITGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T - - - - - - - - - - TATTACATTTTTTGGTCCTTCGATTTT

TGTTATATTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T === -~~~ -- TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTITATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT ---------- TATTACATTTTTTGGTCCTTCGATTTT

AAAA -
AAAA -
AAAA -

TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T ===~~~ - - - TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT- === -~~~ -- TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT- === -~~~ -- TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T ===~~~ - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT- === -~~~ -- TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T ===~~~ - - - TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T ===~~~ - - - TATTACA-TTTTTGGTCCTTCGATTTT
-------------------------------------------------------------------------------------------------------------- TATTACATTTTTTGGTCCTTCGATTTT
------ TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT----------TATTACATTTTTTGGTCCTTCGATTTT
------ TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT----------TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T ===~~~ - - - TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T === ==~~~ -- TATTACATTTTTTGGTCCTTCGATTTT

TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT-- ===~~~ -- TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT- === -~~~ -- TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT- ===~~~ - -- TATTACATTTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T ===~~~ - - - TATTACATTTTTTGGTCCTTCGATTTT
-------------------------------------------------------------------------------------------------------------- TATTACATTTTTTGTCCTTCGATTTT
- ABTGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGT TATTAAATAGGT T - x - x o s o s o e e m e
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT- ===~~~ - -- TATTACATTTTTTGGTCCTTCGATTTT
TATTACATTTTTTGGTCCTTCGATTTT
TATTACATTTTTTGGTCCTTCGATTTT
TATTACATTTTTTGGTCCTTCGATTTT
TATTACATTTTTTGGTCCTTCGATTTT
-AlTGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT-------- - - TATTACATTTTTTGGTCCTTCGATTTT
-ABTGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT-------- - - TATTACATTTTTTGGTCCTTCGATTTT
AAAATIITGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T~ ===~~~ - - TATTACATTTTTTGGTCCTTCGATTTT
AAAATIITGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T === -~~~ - - TATTACATTTTTTGGTCCTTCGATTTT
GAAAA-TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T === -~~~ -- TATTACATTTTTTGGTCCTTCGATTTT
GAAAA-TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T === -~~~ - - TATTACATTTTTTGGTCCTTCGATTTT
GAAGABTGTTATATTTTATTTTTAAGT TATAGGGTATTGCAGT TATTAAATAGGT T = = = = = = = mmmmmmmm s s s s mmmmmmmmmmemmo oo
GAAGABTGTTATATTTTATTTTTAAGT TATAGGGTATTGCAGT TATTAAATAGGT T = = = = = = = mmmmmmmmm s s s mmmmmmmmmmmmno oo
------------------------------------------------------------ TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T - ===~~~ -- TATTACA-TTTTTGGTCCTTCGATTTT
TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGT T === -~~~ -- TATTACA-TTTTTGGTCCTTCGATTTT
------- AAAJA - TGTTATATTTTATTTTTAAGTTATAGGGTATTGCAGTTATTAAATAGGTT - - - - - - - - - - TATTACATTTTTTGGTCCTTCGATTTT
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_bed_fm_1.bed 0 0 n.bed g 1.bed fm 2.bed 0 0 bclnfa alnfa_ After TEtrimmer 6349 bp

size: 6349bp; fragments: 233; full length: 36 (>=5714.1bp)
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d g Lbed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa : After TEtrimmer Extended plot Blue lines are boundaries

size: 6650bp; fragments: 233; full length: 36 (>=5985bp)
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divergence to consensus (%)
10

TE: Itr_1 family 302
size: 370bp; fragments: 107; full length: 100 (>=333bp)

| | | | | |
0 50 100 150 200 250 300 350

TE consensus (bp)

coverage (bp)

106

104

102

100

96

Before TEtrimmer 370 bp

I I I I I I
50 100 150 200 250 300 350
TE consensus genomic coverage plot (bp)

TE consensus self dotplot (bp)

100 150 200 250 300 350

50

50

100 150 200 250
TE consensus self dotplot (bp)

I
300

I
350

No TE domain detected

I I I I I
50 100 150 200 250 300
TE consensus structure and protein hits (bp)

I
350




After TEtrimmer ORF and PFAM domain plot
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'nsus before TEtrimmer (bp)
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Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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