Start crop Point End crop Point

1 MSA length = 4812 1
--ATBGcTCcGTTGAGAAGTTTAAANT - - TGTITGATAAGAGGCGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = % = & & o s & m ot m o e m e f o m f e m ot e m e o ff e oot e f et e m ot f ot e m ot e m et ot e m o e o e oo m i e e e e e e e eeaoaooo
- —ATIGTCGTTGAGAIAGTTTAAA T - - TGTETGATAAGAGGCGACATGTCCCTATCATTTAAGTGCAGTAGCTCTCT === ----=- - AAATTETAAGTTAATCGTTTCTIABEA CAAATTTTTT T TRATAATAAAATTTTTTATAATT - AATAATAAAATAATCA - - - - - - o m oo -
gr------------ AAGGTTTAART TGTETGATAAGAGGCGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = % = & & o s & o ot @ o e f e o m m e @ oo e m e o m m e f oot m o e m e f o f e m o e m e o fm e m oo e o e d oo e e i o i e o e e eeaoaooo
------------------------ T TGTGTGATAAGAGGCGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = = = & & o s @ m f e o o e m e o m f e m ot e f e o m f e o ot e o e o e f e f ot e f e e et et fm e m ot e oo m o e e i oiameeocoaoaoa e
------------------------ G- - - TGTGTGATAAGAGGCGACATGTCCCTATCATTTAAGTGCAGTAGCTCTCT - - - -------AAATTTTATATTAATCGTTTACHTAAAAACAATTTTTTTTTAATARTAAGATTTCAATAATT - AATAAT - GAJITAAATRGITIC TAAAACTTTTG
------------------------ - - AA TGTGTGATAAGAGGCGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = = = & & o s & m ot @ o e m e o m f e m o e m e o m m e oo ot m o e m e ot e m o m m et fm e m o i e o e oo m o e e i e o e meeocmeaoaoaa e
----------- TAGAAATTTAAA-T ce- - TGTGTGATAAGAGGTGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = = = & & & s & f ot m o e m et m o e m ot e m e o f m e o ot e f e o m f e o ot f o f f e o ft e m o i e m e oo e o e e o e iame e ocoaoeoaaaa
----------- TAGAAAITTTAAA—T c- - TGTGTGATAAGAGGTGACATGTCCCTATCATTTAAGTGCAGTAGCTCTCT--------- - AT TTGTATTARTTGTT AT TRAAAACTAAARRTTTTTTTEARAATAAAGTTTTCARBTRA - - —AITA T-AAATAAABABGEABET - - AATTCTTG
-------------- AAGGTTAAA - GA=-=-=-=-=-----BGAGGTGACATGTCCCTATCATTTAABTGCAGTAGCTCTCT -« - v s v e e e e e e AGAT TBBBCAATA - - - - ATBATAAAGAAGATA -« -« - w o e e e -
-------------- AAGGTTAAA - GA———————————————IGAGGTGACATGTCCCTATCATTTAAITGCAGTAGCTCTCT——————————————————————————————————————————————————————————————————————————————————————————————————————————————
N AA TGTGTGATAAGAGGTGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = = = & & o s & fm e m o e m e o m m e m o e m e o m m et ot e f e o e m e o bt e m ot m f e o f e m et e m e oo m o e m i mmame e ocoaoooaaaa
A mm e e TGTGTGATAAGAGGTGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = = = & & m s & f m e @ o e m e o m f e m ot e m e o e f e o o ot m e o e m e o ot m o e f e o ff e m ot e oo oo o e e i o mameoocoaoeoiaaa o
A s m e e TGTGTGATAAGAGGTGACATGTCCCTATCATTTAAGTGCAGTAGCTCTCT = = = = = = = = = = = = m o m o e m o oo e oo e o e oo e e e o e oo oo oo o i e e i oo o AGATEBETTTAATAATTAABABABAABGTAGATAGATE- - - - - --------
G@rc----------e TGTGTGATAAGAGGCGACATGTCCCTATCATTTAAGTGCAGTABICT CTCT - - - - - - - o m o oo oo Lo
----------------------------------------------------------------------------------------------------------------------------------------------------------------------- TCAATAATTABATARTGAAATAGECAGATAACT - - - - - - T}
------------------------- - TGTGTGATAAGAGGCGACATGTCCCTATCATTTAAGTGCAGTAGCTCTCT--------- -@AGT T TGAGTAARTGTTTACTTAAAACTEBATTTTTTTTAATAARAAAATTTTTAATAA- - - AATAAT -GAATAAATA-ATAAC- - - - - - - - - - -
------------------------- - TGTGTGATAAGAGGCGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = = = & s m m & m m e o ot e m e o m f e m o e m e o m m e o ot e m o e f e o ot et o m m e o fm e m e f ot e m e e i e o e e i o oammeocoaoa o
----- GTCGAT --=-=--cmam-- -G GTGTGATAAGAGGTGACATGTCCCTATTATTTAAGTGCAGTAGC TCT CT = = = = = = = = = = & @ & @ s & & m e m o e m e o e f e o f e m o e e e o ot e m ot e m e o f f e f ot e m e o mm e e f ot e m oo m e e e i emoooamieoeoeaaa oo
----- GTCGAT --=-=--cm=--- -G GTGTGATAAGAGGTGACATGTCCCTATTATTTAAGTGCAGTAGCTCT CT = = = = = = = = = = & @ e mm @ e o e m o e m e o e m et et e m o m e e e m e o e e e e s e e e e e o A e o s s m e m o m o e e ot e et e et e o e e oo e meecemiaoe oo
ATATCGTCAATTGGAAAGTCTAAA - C o GAAT - - - s oo AAATTTTAAGTTGATTATTTACTTAAAAACTAAATTTTTJTTTAATAATARA - - - - - TTAATAA- - - = - == - - - AAATG = = == == s s e mmmmmmm e
ACABMC----- - A GA-G TGTGTGATAAGAGGTGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = = = & s & o m & f ot m o e m e o m f e m ot e m e o m m et oo e m e o m f e o bt e m o e f e o f e e ot e e e oo m o e e i moa oo ocmeaoooaaaa o
ACABIC- - - - - oo A GA-G TGTGTGATAAGAGGTGACATGTCCCTATCATTTAAGTGCAGTAGCTCTCT = = = = = = = = = = = = m o m o mm e f o e o e e et e o e o e o oo oo oo i oo i oo o AAGTTT T TAATARTTIAATAAT - AAAAAARTAGETJACTGAAATTTTTG
ATETC----- - A AAA TGTGEGATAAGAGGTGACATGTCCCTATCAT T TAAGTGCAGTAGCTCTCT = = = = = = = = = = = & & o s & f f e m o e m e o m ot m ot e m e o f m e ottt o e o et ot o f e f e m f e o fm e m ot e oo i e o e m oo i e e e e eeaoaooo
ATBITC- - --- - - oo e e e oo A AAA TGTGIGATAAGAGGTGACATGTCCCTATCATTTAAGTGCAGTAGCTCTCT ------------------------------------------------------------ AG- - - - - TTAABBATTAARTABTGABATABACA - - - - - - v
ATATCGTCAATTGGAAAGTCTAAA - o GAAT - - - s e oo AAATTTTAAGTTGATTATTTACTTAAAAACTAAATTTTTTTTTAATAATARA - - - - - TTAATAA- - - = - == - - - AAATG = = == == m s mmmmmmmm o
-------------- AAAG- - - - - - - s - -WTGTGTGATAAGAGGTGACATIITCCCTATCAT T TAAGTGCAGTAGC T CT CT = = = = = = = = = = = & @& & s & & m e @ & e o e & m f et ot o m e o f f e ottt m e o e m et ot e m oo e m e f oot f e e m e f i m o e e oo a e e e e aoao
-------------- AAAG- - - - - - - e TGTGTGATAAGAGGTGACATITCCCTATCATTTAAGTGCAGTAGCTCTCT————————————————————————————————————————————————————————————IAGTTTTTTAA A---AATAATAAAGTAAATAGATAAMTAA- - - - Cjce
------------------------- A - TGTGTGATAAGAGGTGACATGTCCCTATTATTTAAGTGTAGTAGCTCTCT === === - - - —AAATTTTAAGTTAATTGATTACTTAAAAATTAAATTTTTTTGTAATAATAAAATTTTTTAAEITTAAAAAATA—AAAAATTAGATAI!IAIAATTCTTI
------------------------- A - TGTGTGATAAGAGGTGACATGTCCCTATTAT T TAAGTGTAGTAGCTCTCT = = = = = = = = = = = & & o s & m ot m o e m e o m m e m ot ot et e o f f e o oot f e o et e e ot e m e m f et o m e m o i e o oo e o e e i oo ameeocoaoaoaaaa
- -ATCCTGGATTACAAAG- - - AATHT A - TGTGTGATAAGAGGTGACATGTCCCTATTATTTAAGTGTAGTAGCTCTCT === ---=--- AAATTTTAAGTTAATTGATTACTTAAAAATTAAATTTTTTTGTAATAATAAAATTTTTTAATAATTAAAAJATAAAAAGATT - - ATAACTGAAATTCTTG
- -ATCCTGGATTACAAAG- - - AATHT A - TGTGTGATAAGAGGTGACATGTCCCTATTAT T TAAGTGTAGTAGC T CTCT = = = = = = = = = % = & @& o m & m ot m o & m e e m f e @ ot e m e o f m e ot o e f e o f m e m ot m o m f e f ot e m it i e oo m o e e i ooa o eoooaoaoaaaa
------------------------ A -AG TGTGTGATAAGAGGTGACATGTCCCTATTATTTAAGTGTAGTAGCTCTCT = - - -« o x o m s o s o m o m o m oo -@TAATAATTA- - - - - - -GAGBAAAT - TATAATBATACTTC TG
------------------------ A - AG TGTGTGATAAGAGGTGACATGTCCCTATTAT T TAAGTGTAGTAGCTCTCT = = - = = = = = = = = & @& o s & f ot m o e m e o m m e m ot e f e o f m e o ot e f e o m f e oot e m ot f o e o ff e m e f i e o e oo m i e e i oo e meeocmeaoeoaaaa
------------------------- - TGTGTGATAAAGGTGACATGTCCCTATTAT T TAAGTGTAGTAGCTCTCT = = = = = = = = = = = & m & o m & f ot m o e m e o m f e m oo e m e o m m e o ot e f e o e f e o bt f o et e o ff e m o i e o oo m o e e oo iameeocoaoeoaa e
------------------------- - TGTGTGATAAIAGGTGACATGTCCCTATTATTTAAGTGTAGTAGCTCTCT————————————————————————————————————————————————————————————AAATTTTTTAITAA———AATIAT—AAGAAGACAGAIAACTAAAAITCTCG

TGTGTGATAAGAGGTGACATGTCCCTATTAT T TAAGTGTAGTAGCTCTCT = = = = = = = = = = = = & & & & o & o e o e o e o e o e o e m e o e o e o e m e o e f e m e m e o et ottt ottt ot ottt ot o e o e e e i oo oo oo mo oo e
TGTGTGATAAGAGGTGACATGTCCCTATTAT T TAAGTGTAGTAGCTCTCT = = = = = = = = = % & @ e @ m e m e e et e f e e f e e e m e e f o e e e e i e e o ommemoeoaeaa oo BranTRA-TA------- GAATGAATATATJACTAAACCTTTT
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bed fm_1.bed 0 O n.bed g 1l.bed fm _2.bed 0O O bcIn.fa aln.fa _c
size: 4812bp; fragments: 128; full length: 15 (>=4330.8bp)
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d g 1.bed fm 1.bed O O n.bed g 1.bed fm 2.bed 0 O bcIn.fa_a
size: 6871bp; fragments: 128; full length: 0 (>=6183.9bp)
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After TEtrimmer Extended plot Blue lines are boundaries
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divergence to consensus (%)

14

12

10

TE: Itr_1 family 25

size: 220bp; fragments: 59; full length: 44 (>=198bp)
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After TEtrimmer ORF and PFAM domain plot
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nsus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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