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MSA length = 4337
C T TGAAA T CGC T - A T AA T A T T T T T AAA T AACA - ACGAAGT AAC TGGAAAC TGT T AGAAAA T A T C - AAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T T TG - - - - - - - - - A T AA T ACC TGT CA - - - - - - - - - - - - - - - - - - - - - - - A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGT CAA T - ACC T - - GCGC T ACCCACGA T T C TGT C T A T - - - T T AA T ACAA T A
T T TG - - - - - - - - - A T AA T ACC TGT CA - - - - - - - - - - - - - - - - - - - - - - - A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGT CAA T - ACC T - - GCGC T ACCCACGA T T C TGT C T A T - - - T T AA T ACAA T A
A TGGT ACA T AGT - A T TGT A T TGT T T A - - - - - - - - - - - - - - - - - - - - - - - - TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGT T T AG - A T T T T - - - - - - AA T T A TGAA T ACAGT TGC T C T T C TGA T T CA T A
A TGGT ACA T AGT - A T TGT A T TGT T T A - - - - - - - - - - - - - - - - - - - - - - - - TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGT T T AG - A T T T T - - - - - - AA T T A TGAA T ACA - - - - - - - - - - - - - - - - - - -
GT AGCGA T TGG - - ACAAAC T CA T T TG - - - - - - - - - - - AAGAAC TGTGT A T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA TGT A T A - A T T T T - AAAA T CGA T A T AA T T A TGGT TGT ACGA T T T AGGAAGT
GT AGCGA T TGG - - ACAAAC T CA T T TG - - - - - - - - - - - AAGAAC TGTGT A T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA TGT A T A - A T T T T - AAAA T CGA T A T AA T T A TGGT TGT - - - - - - - - - - - - - -
GCGA - - - - - - - - - T CAGAGCCGA T CG - - - - - - - - - - - AA - - - - - - - - - - GTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T ACAGC - AC TG - - - - - - - AAA T T TGACGC - - - - - - - - - - - - - - - - - - - - -
GCGA - - - - - - - - - T CAGAGCCGA T CG - - - - - - - - - - - AA - - - - - - - - - - GTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T ACAGC - AC TG - - - - - - - AAA T T TGACGC - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - ACAGAA T C TGCA T A T T A T C - - - - - - - - AGGAGACAGT TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAACAGT - - GT CC - - GTGACAA T CCGAAGA - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - ACAGAA T C TGCA T A T T A T C - - - - - - - - AGGAGACAGT TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAACAGT - - GT CC - - GTGACAA T CCGAAGA T TGT T C T TG - - C T T AAA T CAAG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGC TGGT TGGGCC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGGGCCC - A T C T T AA TGAGAAA T T TGAAAGA T T ACACGT A T T AA T CGA T AC
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGC TGGT TGGGCC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGGGCCC - A T C T T AA TGAGAAA T T TGAAAGA T T AC - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - A - - - - - - - - - - - A T T A T A T T T AC T C TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T AC T CA - - - - - - - - - - - - CGA T T T AA T T A TGGCC T A TGAC T AGAAGAAC T
- - - - - - - - - - - - - - - - - - - - - - - - - A - - - - - - - - - - - A T T A T A T T T AC T C TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T AC T CA - - - - - - - - - - - - CGA T T T AA T - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - C T A - - - - - - - - - - - AA T AGT A T T A T AC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T AC T T ACGCGT AAAC T A T T CA T TGA T CGT T T - - - - - - - - - - - - - - - - -
T T TGT AAGT AG - - GCA T T AGT T AC T A - - - - - - - - - - - AA T AGT A T T A T AC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T AC T T ACGCGT AAAC T A T T CA T TGA T CGT T T T A T TGA TGCCAAAGT T A
T TGA - - - - - - - - T T T T CAACC T T T T T T T T A T C - A T T CAAAAGT A T T A T A T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T A T A - ACCC - AAAA TGT A T T ACAAC T C T AC T T - - - - - - - - - - - - - - - -
T TGA - - - - - - - - T T T T CAACC T T T T T T T T A T C - A T T CAAAAGT A T T A T A T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T A T A - ACCC - AAAA TGT A T T ACAAC T C T AC T T - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T T A T T - ACCG - AAA TGGT A T T T T AA TGT A T AC TGT AC T A T AC T A T AC T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T T A T T - ACCG - AAA TGGT A T T T T AA TGT A T AC TGT AC T A T AC T A T AC T A
TGCGCAA T - - - - - A T CA T ACC T TGT A - - T A T C - - - - - - - - - - GT TGT AAGTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T AAGG - ACA T - - AAAA T A T T T T T AAGT A TGT CC T - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - T A - - T A T C - - - - - - - - - - GT TGT AAGTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T AAGG - ACA T - - AAAA T A T T T T T AAGT A TGT CC T T AC T T T A TGA TGGT A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGT T T AA - - - - - - - AAACC TGT TGA T A T T T T CAC TGCCAAC TGAGA T ACCG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAGC T A T A T T T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T T TG - - - - - - AAAAA T AAC T T T AA T T AC T CAAAAA T A T A T CAA TGGC T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAGC T A T A T T T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T T TG - - - - - - AAAAA T AAC T T T AA T T AC T CAAAAA T A T A T CAA TGGC T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AA TGCGT T AGGC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T AGGCA - - - - - - - - - - - - AGA T T CAA - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AA TGCGT T AGGC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T AGGCA - - - - - - - - - - - - AGA T T CAA - - - - - - - - - - - - - - - - - - - - - - - -
C T CACAGT AA T T - ACAA TGGC T T T CC - - - - - - - - - - - AAACA T TGCA T AA TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACACA T AAA - ACCA - AAAAA T AC T T T CAA T TGGT T T CAAC T T A T T CAA TGGT C
C T CACAGT AA T T - ACAA TGGC T T T CC - - - - - - - - - - - AAACA T TGCA T AA TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACACA T AAA - ACCA - AAAAA T AC T T T CAA T TGGT T T CAA - - - - - - - - - - - - - -
T T AAACA T AAG - - T T AA TGT T T T A T T A T AACAA T T T T AACACCCCGT A T A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGT A T A T AACC T - AA T AGT CGT T T T AACGT C T A TGACCCGC T T T AA TGTGA
T T AAACA T AAG - - T T AA TGT T T T A T T A T AACAA T T T T AACACCCCGT A T A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGT A T A T AACC T - AA T AGT CGT T T T AACGT C T A TGACCCGC T T T AA TGTGA
- - - - - - - - - - - - - - - - - - - - - - - - CA - - - - - - - - - - - AA T AAGA TGGAAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAAC T ACAACA T C - CAAA TGA T T C T CACCA T CCC T AC T TGT AGT AGT ACCA
- - - - - - - - - - - - - - - - - - - - - - - - CA - - - - - - - - - - - AA T AAGA TGGAAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAAC T ACAACA T C - CAAA TGA T T C T CACCA T CCC T AC T TGT AGT AGT ACCA
T AA - - - - - - - - - T A T AAAAA T T T T AAA T T AAA T A T T AAA TGC T T T AA T - C TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T AA T C - - - - - - - - AAAAAAACC T T AGT T T CA T T T T A T T A T T TGT AA T ACA
T AA - - - - - - - - - T A T AAAAA T T T T AAA T T AAA T A T T AAA TGC T T T AA T - C TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T AA T C - - - - - - - - AAAAAAACC T T AGT T T CA T T T T A T T A T T TGT AA T ACA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G - - - - - - - - - - - - - - - - GTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACACGAAGAA - - - - - - ACGAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G - - - - - - - - - - - - - - - - GTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACACGAAGAA - - - - - - ACGAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
T AGGT T T A T A T - - A T AGCA TGT A T AA - - - - - - - - - - - - - - - - - - - - - - - T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T AA T AAACC T - - - - - - - TGT T T T AA TGT T T T T C - - - - - - - - - - - - - - - -
T AGGT T T A T A T - - A T AGCA TGT A T AA - - - - - - - - - - - - - - - - - - - - - - - T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T AA T AAACC T - - - - - - - TGT T T T AA TGT T T T T C T T T T - - - - - - - - - - - -
T A T T AGA T CAA - - A TGT A T CC T T C TGAC T A - - - - - - - - - - AGGT T AGT AA TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAGT AA T AA T T C - - GCGGT T T T T T T AACAGT C T - - - - - - - - - - - - - - - - - -
T A T T AGA T CAA - - A TGT A T CC T T C TGAC T A - - - - - - - - - - AGGT T AGT AA TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAGT AA T AA T T C - - GCGGT T T T T T T AACAGT C T - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T ACGT TGA T T C TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGA T T CA - GT T T T - - - - - - T A T A TGT T C T - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - T AGA - - ACAA T T T T C T TGT - - - - - - - - - - - - - T ACGT TGA T T C TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGA T T CA - GT T T T - - - - - - T A T A TGT T C T - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T AAA T - A T T T - - AGGA T T CACGCAA - - - - - - - - - - - - - C T AGA T CA T T A
CACGCAAC T AGT T AC T AAC T T T T C T T A T TGT AAGT T A - - - - - - - - - - - - - TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAAACCG - ACC T - - AGAACCCCC T T CA T A T T T T T T A T T - - T T TGAA T T A T A
CACGCAAC T AGT T AC T AAC T T T T C T T A T TGT AAGT T A - - - - - - - - - - - - - TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAAACCG - ACC T - - AGAACCCCC T T CA T A T T T T T T A T T - - T T TGAA T T A T A
CACGCAAC T AGT T AC T AAC T T T T C T T A T TGT AAGT T A - - - - - - - - - - - - - TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAAACCG - ACC T - - AGAACCCCC T T CA T A T T T T T T A T T - - T T TGAA T T A T A
GCACGAAACGA - CGCAGAAAC T C T TGA T T A T A - - - - - - - - AGGA TGT T T T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T T A T T C - A T T T - - GC T C T T CC T T T AGC T C T T T CC T CC T T T T A T CACGGT T
GCACGAAACGA - CGCAGAAAC T C T TGA T T A T A - - - - - - - - AGGA TGT T T T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T T A T T C - A T T T - - GC T C T T CC T T T AGC T C T T T CC T CC T T T T A T CACGGT T
- - - - - - - - - - - - - - - - - - - - C T C T T A - - - - - - - AC T AAAAAAGAAAGT TGTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAGT TGA TGT T T T AAAGAAAAA T T T A T T T TGT T A T A T C T T T T CAAA T AGT C
- - - - - - - - - - - - - - - - - - - - C T C T T A - - - - - - - AC T AAAAAAGAAAGT TGTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAGT TGA TGT T T T AAAGAAAAA T T T A T T T TGT T A T A T - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - C T A T A - - - - - - - A T T AAAA TGAGAGT T C T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGT T C T C - AC T TGT AAAA T AGT TGC TGCCAAC T T CC TGT A T T T CCGGAAGT
T A T AA T A T CAGT TGAAAAA T T C T A T A - - - - - - - A T T AAAA TGAGAGT T C T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGT T C T C - AC T TGT AAAA T AGT TGC TGCCAAC T T - - - - - - - - - - - - - - - - -
T T C - - - - - - - - - - ACAAAAC T C T CAA - - - - - - - - - T A - - - - - - - - - - - - T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T AAA T - - - - - - - - - - - - GTGT T T T AGT T T C T T CCACA T - GT AGGAAAA T A
T T C - - - - - - - - - - ACAAAAC T C T CAA - - - - - - - - - T A - - - - - - - - - - - - T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T AAA T - - - - - - - - - - - - GTGT T T T AGT T T C T T CCACA T - GT AGGAAAA T A
- - - - - - - - - - - - - - - - - - - - - - - T CA - - - - - - - - - - - AA T ACGA T A T T CC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T T CC T - - - - - - - GTGA T AA T T T TGT T T T C T AC T AC T AGC T TGCA T C T T A
CA T AC T A T T TGGT A T C TGGC T T C T CA - - - - - - - - - - - AA T ACGA T A T T CC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T T CC T - - - - - - - GTGA T AA T T T TGT T T T C - - - - - - - - - - - - - - - - - - - -
T A T AAGA T - - - - T ACA T TGT T T T T CA T T T A - - - AGTGAA T C T ACA T T T C T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA - - - - T T - - - - - - A T T AA T AGCCACAA T T A T TGGCCC T T A TGGTGGCAGTG
T A T AAGA T - - - - T ACA T TGT T T T T CA T T T A - - - AGTGAA T C T ACA T T T C T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA - - - - T T - - - - - - A T T AA T AGCCACAA T T A T TGGCCC T T A TGGTGGCAGTG
T T A - - - - - - - - - - A T AAAAA T T A T T T A T T A - - - GT TGAACAA T AGA T AAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T TGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T AAC - - - - - - - - - - - - CCA T C T CGACGCC T T T CGACCAA T AGGAAAA T A
T T A - - - - - - - - - - A T AAAAA T T A T T T A T T A - - - GT TGAACAA T AGA T AAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T TGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T AAC - - - - - - - - - - - - CCA T C T CGACGCC T T T CGACCAA T AGGAAAA T A
- - - - - - - - - - - - - GCGAAA T T T T CAAA T T ACAAA T CGAA - - - - - - - - - - T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGAAA T - - - - - - - - ACCACCCC T AAAAA T A T T TGCAC T T A T T T AAGAC T CA
- - - - - - - - - - - - - GCGAAA T T T T CAAA T T ACAAA T CGAA - - - - - - - - - - T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGAAA T - - - - - - - - ACCACCCC T AAAAA T A T T TGCAC T T A T T T AAGAC T CA
A T A - - - - - - - - - T A T AAAAGC T CGC T - - - A - - - - - - - - - - - - - - - - - - - A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGGGT A T - ACA T - - - - - - - - - - - ACGAAGC T T T T T - - - - - T T CAAACAC T A
A T A - - - - - - - - - T A T AAAAGC T CGC T - - - A - - - - - - - - - - - - - - - - - - - A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGGGT A T - ACA T - - - - - - - - - - - ACGAAGC T T T T T - - - - - T T CAAACAC T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAGT CCCGC T AGGTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAC T AGGT - T CC T T - AGGT T T T CC T TGC TGA T - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAGT CCCGC T AGGTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAC T AGGT - T CC T T - AGGT T T T CC T TGC TGA TGGGT CCAAAC T AAAAAAAAA
T A TGAGAAA T A - - A T A T AGT T T T T AAA T T A T A - - - - - - - - - - - - - - T T T T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAC T T T T A - ACA T - - A T AACCAC T A T AA T AA T AA T A T T T C T A T T T AACAA T C
- - - - - - - - - - - - - - - - - - - - - - T T AAA T T A T A - - - - - - - - - - - - - - T T T T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAC T T T T A - ACA T - - A T AACCAC T A T AA T AA T AA T A T T T C T A T T T AACAA T C
- - - - - - - - - - - - - - - - - - - - - - A T T A - - - - - - A - - - - AA T AGC T AACAAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAACAACA - - - - - - - - - - - - AA T T T T AAAA - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - A T T A - - - - - - A - - - - AA T AGC T AACAAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAACAACA - - - - - - - - - - - - AA T T T T AAAA - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAACGT T - - - - - - - - AAAA T AGT C T T - - T T T - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - GC T A T T CCA T T - - - - A T AACAAA T A T TGGT A T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGGT A TGT AC T T T T AAAA T T AA T T T AC T A T AA T T TGT A - - - - - - - - - - - - -
C T CGGTGGACGC - A T ACGGC T A T T CCA T T - - - - A T AACAAA T A T TGGT A T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGGT A TGT AC T T T T AAAA T T AA T T T AC T A T AA T T TGT A T A T T T CAGT AAGT
- - - - - - - - - - - - T A TGT T AC T T T T TGAC T A - - - - - T A - - - - - - - - - - T T T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGA T T T T - - - - - - AA T AAGAGCC T CC T A TG - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - T A TGT T AC T T T T TGAC T A - - - - - T A - - - - - - - - - - T T T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGA T T T T - - - - - - AA T AAGAGCC T CC T A TG - - - - - - - - - - - - - - - - - - - - -
A T T A T CGT TGT - - AAAACGAC T CGCAAA TGT A - - - - - AAC T AGT A T A T T A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T T A T - A T A T - - - - - - - CGC T T T A T TGCAGA TGT CA T A T ACAGAGTGT T
- - - - - - - - - - - - - - - - - - - - C T CGCAAA TGT A - - - - - AAC T AGT A T A T T A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T T A T - A T A T - - - - - - - CGC T T T A T TGC - - - - - - - - - - - - - - - - - - - - -
C T C - - - - - - - - - T A T AAAAC T T T T T CGT T A - - - A T T A - - - - - - - - - - - - GTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAC T AGT - AC T C - - - - - - - - - - - T T AAAA T T T T T CAC T T A T T T AAACAA T A
C T C - - - - - - - - - T A T AAAAC T T T T T CGT T A - - - A T T A - - - - - - - - - - - - GTGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAC T AGT - AC T C - - - - - - - - - - - T T AAAA T T T T T CAC T T A T T T AAACAA T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T TGT T AGAAAA T A T C - AAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA - - - - - - - - - - - - - AAA T T T T C T T - - - - - - - - - - - - - - - - - - - - - - - - - - -
AC TGT T AAAAG - - AGAAAAC T TGT T CAC T ACAA - - - - AAACAC T T AAAAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAAAACA - - - - - - - - - - - - CGT T CAAA - - - - - - - - - - - - - - - - - - - - - - - -
AC TGT T AAAAG - - AGAAAAC T TGT T CAC T ACAA - - - - AAACAC T T AAAAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAAAAACA - - - - - - - - - - - - CGT T CAAA - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - AGCACGGT T AGGT T A T AAC T T A T T T AAGT ACAAA T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACACAAA T T - AC T C - - - - - - - T T T CCCAA T T T T A T T CA T T TGA T A T T A T AA T T
- - - - - - - - - - - - - - - AGCACGGT T AGGT T A T AAC T T A T T T AAGT ACAAA T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACACAAA T T - AC T C - - - - - - - T T T CCCAA T T T T A T T CA T T TGA T A T T A T AA T T
- - - - - - - - - - - - - - - - - - AC T T T T AAACGA T A - - - - - A - AA TGT AA T T CC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T T CCA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - TGT CAG - - AGACCAC T T T T AAACGA T A - - - - - A - AA TGT AA T T CC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T T CCA - - - - - - - - - - - - - - - - - - GAC T T C T T T T T C T CGC TGTGAGT TGT
T TGGAAGT T AA - - ACA T AA T T T ACAGC T T A T T - - - - - AGAACGTGT CCCC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T CCCCAA - - - - - - - - - - - CGCGT CG - - - - - - - - - - - - - - - - - - - - - - - - -
T TGGAAGT T AA - - ACA T AA T T T ACAGC T T A T T - - - - - AGAACGTGT CCCC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T CCCCAA - - - - - - - - - - - CGCGT CG - - - - - - - - - - - - - - - - - - - - - - - - -
T T T A T T A T T AA - - A T AA T AC T T T T T T A T T C - - AAAAAAAAAGGT TGAAAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGAAACC - - - - - - - AAAGCAA T CAAAAC T CA T T A T ACA T A T T - - - - - - - - -
T T T A T T A T T AA - - A T AA T AC T T T T T T A T T C - - AAAAAAAAAGGT TGAAAC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAGAAACC - - - - - - - AAAGCAA T CAAAAC T CA T T A T ACA T A T T - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T CGT - - A TGC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A TGCA - GC T T - - - - - - - AA T T T AAA T T T T A - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T CGT - - A TGC TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A TGCA - GC T T - - - - - - - AA T T T AAA T T T T A - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - A T AAAAC T T T T T A - - - - - - - A T AAAAACA T T T A T A T A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T A T AC - ACGT - - - - - - - AAC T T TGACGT T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - A T AAAAC T T T T T A - - - - - - - A T AAAAACA T T T A T A T A TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACAA T A T AC - ACGT - - - - - - - AAC T T TGACGT T T - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - T T - - - - - - T - - - - GA T ACA TGT A T A T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T A T T AAC T T T AACGACAA T T C TGAACAAGT T T T C T CA T TGACA T T T T T
- - - - - - - - - - - - - - - - - - - - - - - - T T - - - - - - T - - - - GA T ACA TGT A T A T TGT T AGAAAA T A T CAAAAAAAGGT ACA TGT T ACGCCACC T A T CAGT AGA T - - - - - - - - - - GT T A T CAAAGAAGT AGCA T CGT T TGA T T T CCCGCAGC T T CCCGCGCAACA T A T A T T AAC T T T AACGACAA T T C TGAACAAGT T T T C T CA T TGACA T T T T T
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 size: 4337bp; fragments: 294; full length: 72 (>=3903.3bp)
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TE consensus structure and protein hits (bp)

No TE domain detected

After TEtrimmer 4337 bp
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 size: 4637bp; fragments: 294; full length: 70 (>=4173.3bp)
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TE consensus structure and protein hits (bp)

No TE domain detected

After TEtrimmer Extended plot Blue lines are boundaries
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TE: ltr_1_family_241

 size: 168bp; fragments: 163; full length: 159 (>=151.2bp)
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