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CTT---TAA- - -
CTT---TAA- - -

............ TTAAA - - THABAA
............ TTAAA - - THABAA
CTAGTTTAA- - - TRARAA
CTAGTTTAA- - - TRARAA TGTTATATATETAAATEAATAGCC
---------- THGGA TGTTATATATETAAATTAATAGCC
---------- THGGA TGTTATATATETAAATTAATAGCC
A
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>

TGTTATATATETAAATTAATAGCC

TGTTATATATETAAATTAATAGCC
TGTTATATATETAAATTAATAGCC
TGTTATATAT TAAATIAATAGCC

AATAAACTTTTATGTTTTTTRGTAT
AATAAACTTTTATG-TTTTTTGTAT

AATAAACTTTTATGTTTTTTIGTAT

AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATGTTTTTTTGTAT

End crop Point

MSA length = 5030

-------------------------------------------------------------------- AG--------------TATABAA-TARTTA

-------------------------------------------------------------------- AG——————————————TATAIAA—TA TTA

---------- CTAAATTTAGGAATAATTACGAATTAATATTTACATTGTTTTTAAAAAAA - -TAATAT - - ABBATGATAATTAATATAAGA-TETTTA

---------- CTAAATTTAGGAATAATTACGAATTAATATTTACATTGTTTTTAAAAAAA - -TAATAT - —AIATGATAATTAATATAAGA TGTTTA
CCTABTAT - -TATAAABTG TTAATAT -------
CCTAITAT——TATAAAI TTAATATHAAG- - - - - - -

AATAAACTTTTATGTTTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT

; TAATATAIAATATAATAATTA TAT AAATTA.TA

; ATACTTATICCITITTAAAAAAIA ---------------- ATAATIAATATAIAA
---------------------------------------------------------------------------------------------------------------------------------------------------------------- - I ICCT.TIT— ceee - TABAAARTTATETE
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TGTTATATAT
TGTTATATAT
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TAAATTAATAGCC
TAAATTAATAGCC
TAAATTAATAGCC

ATTRAAATATTT
CTT--TTAWATATTT
CTT--TTARATATTT

A- - -

TGTTATATAT
TGTTATATAT
A----TGTTATATAT
A----TGTTATATAT
- -ABTGTTATATAT
——AITGTTATATAT

TAAATTAATAGCC
TAAATTAATAGCC
TAAATEAATAGCC
TAAATEAATAGCC
TAAATEAATAGCC
TAAATEAATAGCC

ABBRITTTA-TTAAG- - -
ABBRITTTA-TTAAG- - -

A—IA TGTTATATATETAAATTAATAGCC
A---BTGTTATATATEBTAAATTAATAGCC

AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATGTTTTTTTGTAT
AATAAACTTTTATGTTTTTTTGTAT

AATAAACTTTTATGTTTTTTTGTAT
AATAAACTTTTATGTTTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT

CGACACTTAGGAAAAATTACAAAACAATATTTATTCTATTTTAGAAAAAA ACAT——TATATAATAATTA—TATAAAATTATTIA

CGACACTTAGGAAAAATTACAAAACAATATTTATTCTATTTTAGAAAAAA ACAT - -TATATAATAATTA-TATAAAATTATTHA
CTTCTTTCAGGGCTGTTTGCAATTTGCTGTTTGTTTTATTCTAAATAAAA
CTTCTTTCAGGGCTGTTTGCAATTTGCTGTTTGTTTTATTCTAAATAAAA

C-TAATAT

CGTAACAT

________________ ABRAAGETTATTTA
CGTAACAT = = = = = =« o oo oo oo ABAAGEBTTATTTA

A----TGTTATATAT
A----TGTTATATAT
ATTARITGTTATATAT
TGTGATATAT
TGTTATATAT
TGTTATATAT
TGTGATATAT
TGTGATATAT
TGTGATATAT
TGTGATATAT
TGTGATATAT
TGTGATATAT
TGTGATATAT
TGTTATATAT

TGAATT-ATAGCC
TGAATT-ATAGCC
TGAATT-ATAGCC
TAAATT—ATIGCC
TGAATT-ATAGCC
TIAATT—ATAGCC
TAAATT-ATRGCC
TAAATT-ATHGCC
TAAATT-ATHGCC
TAAATT-ATHGCC
TAAATT—ATAGIC

ATTTAAGTATTT
ATTTAAGTATTT

TAAATT - ATAGEIC
TAAATT—ATIGCC
TGAATT-ATAGCC

TGETATG T TTATTTAA----TTT
ABATAARET

TGTTATATAT
TGITATATAT
TGTTATATAT

TGAATT-ATAGCC
TGAATT-ATAGCC
TGAATT-ATAGCC

AATAAARITTTTATG-TTTTTTGTAT
AATAAACTTTTATGTTTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATGTTTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT

AATAAAITTTTATG—TTTTTTGTAT

AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT
AATAAACTTTTATG-TTTTTTGTAT

---------- ITACATTTAGIAATAATTITAAATTAAIACTIATTTIA.TTAAAIAIA AATA Y - V.V.V.V.\ ——
------------------------------------------------------------ AATARAG - - - - - - - o o o - . _ABAAAAT - - - - - -
------------------------------------------------------------ CTEATARARTIBAAATAATTAATIRTAAAAR T T TEA

CCTAATAT——TATATAATAATIAATAIAAGA

CCTAATAT--TATATAATAATHEAATARAAGA

_T-CCTAITATAGTATATGAIAATT.TATIAIAT

TAAAAT
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.bed fm_1.bed 0 0 n.bed g 1l.bed fm 2.bed O O bcin.fa_aln.fa
size: 5030bp; fragments: 122; full length: 19 (>=4527bp)
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2d g _l1l.bed fm _1.bed 0 O n.bed g 1.bed fm 2.bed 0 O bcIn.fa ¢

divergence to consensus (%)
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size: 6380bp; fragments: 100; full length: 0 (>=5742bp)
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TE: It 1 family_197 Before TEtrimmer 175 bp

size: 175bp; fragments: 34; full length: 28 (>=157.5bp)
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After TEtrimmer ORF and PFAM domain plot
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nsus before TEtrimmer (bp)
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Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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