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- - A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T T T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AAA T AAA T A - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T T T AACA T A T A T A T ACAGGGTGC T ACAAA T T C - - - - - - - - - - - - - GAGGT ACGAGCA
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T CGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A T - T C T AC T T T TGAC T AC T AC T AC T AACGT CA T AC T C T AAAC T A T A T ACA TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T ACA T A - - - - T AA T T CAA T A T T AGT CAAAA T T AAAA T T T A T T C TGTGCCC
T T A T C T A T C T A T A T A T A T A T A T A T AGA T A T A T A T A T A T AA T A T A T A T A T A TGT T A TGGT CC T CCACCCAGT ACGT T CACCCGGCAGGCCAAA T T CCC T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A T - T C T AC T T T TGAC T AC T AC T AC T AACGT CA T AC T C T AAAC T A T A T ACA TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T ACA T A - - - - T AA T T CAA T A T T AGT CAAAA T T AAAA T T T A T T C TGTGCCC
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - - - T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAAGT - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AA - - - - - - - - - - - - - - - - - ACA T A T A T - - - - - - - - - - - - - - - - A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T - - - - - - - - - - - - - - - - A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T CGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A T - T T AA T CC T AAAACAAAAGT A T A T AAA T AAA T A T AA - - - - - - T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T CGTGA T C T AACA T A T A T A - - - - T A T A T AAA T AGGT A T A T T AA T AAAGT T T C TGGT T AC T A T A
A - - T C TGT T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGAA T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T AAGT AA T T T T AAA T A T T T AGAGCAACAACAC T AAAAA T A T T T AAA
A - - T C TGT T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGAA T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T AAGT AA T T T T AAA T A T T T AGAGCAACAACAC T AAAAA T A T T T AAA
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - - - T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CA TGCC T AAA T TGA T A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - T T T ACGT ACA T ACA T A T T AACGAAA T TGT AGACAA T T T C T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAACCGCA T T A T T TGTGA T C T AACAA T TGGC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - T T T ACGT ACA T ACA T A T T AACGAAA T TGT AGACAA T T T C T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAACCGCA T T A T T TGTGA T C T AACA T A T A TGT A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A TGT A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T A TGT A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA T A T T T T T T T T AAAAA T TGAA T CGCA T T A T T TGTGA T T T AACA TGT A T AC T C T TGC T T TGGC T T C T T TGT A T A T A T TGGCGAGAGT T T A T A T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AAA T AAA T A T T T T T T T T AAAAA T TGAA T CGCA T T A T T TGTGA T T T AACA TGT A T AC T C T TGC T T TGGC T T C T T TGT A T A T A T TGGCGAGAGT T T A T A T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CAAA T AAA TG - - T T T T T T AAAAAGT AAA T C T CA T T A T T TGTGA T T T AACA T A T A T A T A TGTGAA T ACA T A T AAACA T ACACAGAGA T AAGCA T A T A T AAA
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T AGAC T AA T T T TGAAGAA T CC T TGACCCCA T C
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T AGAC T AA T T T TGAAGAA T CC T TGACCCCA T C
C - T AC T A T T T T TGTGT A T AA T T A T - - - - - - - - - - - - - - - - T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - - T T T T T T AAAAAGTGAA T CGCA T T A T T CGTGA T C T AACA T A T A T A T A T A T T T T TGGA T A T AA T AA T A - - - GT A T T T AGT AGT T TGTGC T
C - T AC T A T T T T TGTGT A T AA T T A T - - - - - - - - - - - - - - - - T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - - T T T T T T AAAAAGTGAA T CGCA T T A T T CGTGA T C T AACA T A T A T A T A T A T T T T TGGA T A T AA T AA T A - - - GT A T T T AGT AGT T TGTGC T
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T AGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T AC T
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A TGT A T A T A T A T A T A TGAAA TGA
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A TGT A T A T A T A T A T A TGAAA TGA
A - A T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T CGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A - A T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T CGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - AA T A T A T A T A T A T A T A T A T AA T AA T A T A T A T A - - - A T AA T A T A T ACA TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T ACA T A T A T AA T AA T A T A T ACA T A T A T AA T AA T A T A T ACA T A T A T AA T AA
- - - AA T A T A T A T A T A T A T A T A T AA T AA T A T A T A T A - - - A T AA T A T A T ACA TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T ACA T A T A T AA T AA T A T A T ACA T A T A T AA T AA T A T A T ACA T A T A T AA T AA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A T - T T AA T CC T AAAACAAAAGT A T A T AAA T AAA T A T AA - - - - - - T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T CGTGA T C T AACA T A T A T A - - - - T A T A T AAA T AGGT A T A T T AA T AAAGT T T C TGGT T AC T A T A
T T A T C T A T C T A T A T A T A T A T A T A T AGA T A T A T A T A T A T AA T A T A T A T A T A TGT T A TGGT CC T CCACCCAGT ACGT T CACCCGGCAGGCCAAA T T CCC T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
GT A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAACCGCA T T A T T TGTGA T C T AACA T A T A TG - - - A T A T A T A T A T AGC T A T AGAAGA T AA T A T AAA T A T T A T AA T A
GT A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAACCGCA T T A T T TGTGA T C T AACA T A T A TG - - - A T A T A T A T A T AGC T A T AGAAGA T AA T A T AAA T A T T A T AA T A
- - - T T T CC T T C T ACA T ACA T T T AGTGT T A T A T T T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T ACC T A T A T ACAC - - - - - - - - - - - CGT A TGT A T T T T TGAA
- - - T T T CC T T C T ACA T ACA T T T AGTGT T A T A T T T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T ACC T A T A T ACAC - - - - - - - - - - - CGT A TGT A T T T T TGAA
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A TGAA T T CCAA T T T CCAA T TGTGGAGAC T T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A TGAA T T CCAA T T T CCAA T TGTGGAGAC T T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA T AA T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T T T AACA T A T A T A T A T A T A T ACAGGGTGGT CCGAA T TGT A T T CCGGAAAC T T CGGCA
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA T AA T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T T T AACA T A T A T A T A T A T A T ACAGGGTGGT CCGAA T TGT A T T CCGGAAAC T T CGGCA
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T T T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T T T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A T T T AAGT A T ACAAACA TGT A T AA T CAAAAAAACGAA T T T T CCA T A T ACA TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA T A T T T T T T T CAGGAAGT AAA T CGCC T T A T T AGCAA T A TGT - - T T TGTGGAAA T AAACAAAAAGA T A TGAA T T T A T AAGCGAAC T T T T T CAAA
A - - T A T AACCACCGA T ACA T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA T AA T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T T T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A - - T A T AACCACCGA T ACA T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA T AA T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T T T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - T AAA T AAA T A - - T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T T T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T T AAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T T T T T T T T AACAGGCA - - - - - - - - - - - - - - - - - - - - - -
C T - CGT A T T T T TGT T CA T T T A T - - - - - - - - - - - - - - - - - - - - - - T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A - - - - T ACC T AAGCC T T C T T AGC T CCA T C T ACGGT AACGTGGA TG
C T - CGT A T T T T TGT T CA T T T A T - - - - - - - - - - - - - - - - - - - - - - T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A - - - - T ACC T AAGCC T T C T T AGC T CCA T C T ACGGT AACGTGGA TG
A T - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T T AAAAGTGAA T CGCA T T A T T TG - GA T C T AACA T A T A T A T A T A T AGA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - A T A T A T A T A T A T A T A T A T A T A TGTGT A TGT A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - - T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AAC - - - - A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - A T A T A T A T A T A T A T A T A T A T A TGTGT A TGT A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - - T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AAC - - - - A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - - - - - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T AGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T AC T
- - AAAAA T C T T AAAA T A TGT AAAACAACAAA - - - - - - - A TGAAA T A T ACA TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T ACA TGT T T AAGAA T T T T T CCGAAAA - - - - - AC T CACCGGA T T T T AAA T A
- - AAAAA T C T T AAAA T A TGT AAAACAACAAA - - - - - - - A TGAAA T A T ACA TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T ACA TGT T T AAGAA T T T T T CCGAAAA - - - - - AC T CACCGGA T T T T AAA T A
A T A T A T T T T T TGT T AAA T A T T T AA T AA T CAG - - - - - - - AA T T CA T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A - - - - - - - - - - - - - - - - - - T A T T T C TGACAA T T T CAGT T T T T T T A
A T A T A T T T T T TGT T AAA T A T T T AA T AA T CAG - - - - - - - AA T T CA T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A - - - - - - - - - - - - - - - - - - T A T T T C TGACAA T T T CAGT T T T T T T A
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T T A T A T T T C TG
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A - T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T T A T A T T T C TG
A - - C T CAC T T T CA T A TGT AC T T ACAGT T A T T T AA - - - - AAGT AA T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A - - C T CAC T T T CA T A TGT AC T T ACAGT T A T T T AA - - - - AAGT AA T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A TGT A T T AAAA T C T A TGGAAGAAA T TGAAAA TGT T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A TGT A T T AAAA T C T A TGGAAGAAA T TGAAAA TGT T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A T A T A T A T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - T ACA T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
A T A T A T A T A T A T A T A T A T A T A T A T A T A - - - - - - - - - - - T ACA T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TG - T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A
- - - T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T A T T A T A T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - AAAA T - - - - - T T T T T T T T T AAAAGTGAAC T - - - - CA T T TGGGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A T A - GT A T C T A T A T A T A T T T A T A T T
A T - T T T T T T CAAAAAAA T AGAAGGGAAAGAGT AGGTGT CCCC T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA T A - - T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A - - - - - - - - T A T A T A T A T A T A T A T A
A T - T T T T T T CAAAAAAA T AGAAGGGAAAGAGT AGGTGT CCCC T A T A T A T A TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA T A - - T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T A T A T A T A T A T A T A T A T A T A T A T A T A - - - - - - - - T A T A T A T A T A T A T A T A
- - - CGC T C T T T CGAGCACA T AAAAGC TGT T A T A TG - - - CAACA T T A T ACA TGT T A T A T TGGT CCACCCAGT ACGT T CACCCGGCAGGCCACA T CC T A T TG - - - - - - - - - - CAAA T AAA TGT T T T T T T T AAAAAGTGAA T CGCA T T A T T TGTGA T C T AACA T ACA T A TGT AAA T T T T AA TGGGGT CAA T T A T TGGC T T CCC T AA T T A T T T T
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 size: 8294bp; fragments: 480; full length: 48 (>=7464.6bp)
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No TE domain detected

After TEtrimmer 8294 bp
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 size: 8595bp; fragments: 480; full length: 48 (>=7735.5bp)
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TE: ltr_1_family_15
 size: 333bp; fragments: 181; full length: 169 (>=299.7bp)
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