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1 MSA length = 2205 1
————— A--ATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=--------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AAATAT

———————— ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=----------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AATTA
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA—AATIAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAIAATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA---AATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAA AIAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAI
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAIATIT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAATTAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA-AAET
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAANERATA
——————————————————————————————— AAAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=--=------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAABATAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAAATAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAIATTAT
AIAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAAATA
A--ATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA---- -~ -
TAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAATTAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAA.ATIT
————————————— A--ATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=--------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AAATAT
AIAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAITTAT
—————————————— ATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=---------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAA------
ABAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAIAA AT - -
TAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAARRT TA
ATIATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAATTA
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-==---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA——AAATIT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - --AARAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGAC-AAA-AAATET
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AAATHERT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAA‘A A
A

-AGIAIT T.TA

TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAARATIERT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAATRAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAATTET
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA-AATTAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAIATIT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA-AAATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAAA
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAAATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA---AATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAATTET
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA-AAGEAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA-ANE T
—————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA---ATAT
—————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA-AAATAT
—————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAAAIA
TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAIATTA
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TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAARATTERT
AAIATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAATTET
TAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAIGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
—————————————— AAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=---------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AATTAT
--- —-AIATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AAATA
———————————————— ATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG-=---------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AAABAT
————————— A--ATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=---------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAAAT
AIAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - —AA.AT
AAAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGAC-AA--AAATAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAATTAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAIETAT
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AAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG - -=-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAA
------ AAAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG----------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAA - = - = = & oo m e o oo e o oo e oo oo o e o emammeme o e oo

—————————— ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=--------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAANRTTAT
————————— TAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=---------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAGTERAT
——————————————— ATIATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG——————————TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA——AAAT T

ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAARATHERT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAITTAT
—————————————— ATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG——————————TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAAATIT
—————————— AAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=---------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AAATAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
TAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA——AAAIAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
ATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
AAAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA - -AAATAT
TAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-==-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA—AIATAT
TIATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA——AAATIT
TAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA-AAATAT
TAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=-=---- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA—AIA AT
A--ATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=-=-=-=-=----- TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AATT
AIAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAAATAT
—————————— AAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=---------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAA-AATTAT
TIAIATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAIATA
—————— AAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG=-=---------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAAAAAABAT
————————— ATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG-=---------TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AAARAT
TATITTAIATAATAGCTATTTATGTAACTAGTACCTAAAATGATGTTTTTTAGGACGAATCATTACTGTTTG —————————— TACGGACTGAAATGAGTCCGTAAAATAGCTGTTTTTGGGAGCGTATGACAAA--AAAT
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).bed _uf.bed g 1.bed fm_ 1.bed O O bcin.fa_aln.fa_cl.fa gs.fa ce.

divergence to consensus (%)

size: 2205bp; fragments: 5727; full length: 399 (>=1984.5bp)
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fasta.b.bed uf.bed g 1l.bed fm_1.bed O O bcIn.fa _aln.fa_cl.fa_gs. After TEtrimmer Extended plOt Blue lines are boundaries

size: 2505bp; fragments: 5726; full length: 0 (>=2254.5bp)
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divergence to consensus (%)

TE: Itr_1 family 1008
size: 7630bp; fragments: 5769; full length: 1 (>=6867bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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