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MSA length = 2205
- - A T AA T A T A T A TGGGT ACAAC - - - - - T TGTGT T T T A - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T T T T T T T TGT T C T C T CA - - - - - - T A T T T AGGT A T T A T T A
- - - - - - - - T T ACAGAA T A TGAAAAGC T - - - - T A T AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AA T T AGT T T T T C TGTGA TGT A T T AC - - - - - T A - - - - - - - - - - - - - -
- - AAGGT A T T C TGGT TGACA T T T C T CCA T A T T T AA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - AA T AA T T T A T A T T T TGT T T T T A T A T A T A T T - - T A T - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T T TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAACAA T A T AA T T T T T AAA T T T A T CAAC TGA T C - - T T CGT ACA T T AC TG
- - - - - - - - - - - - - - T A T A T AA T AA - - - - - - - - - - - - - - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - - AA T A T A T T T T AAAGCCC T T T C T A - - - - - - T A - - - - - - - - - - - - - -
- - - - - - - - - - - - - A T C TGAAGT AAAGC - - - - - - - - - - AAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T T T T T T T A - - - - - - - - - - - - - - - T AA T AGGAAACCAA T A
AA T A T T T AA T A T T T T ACC TGA T A T CCG - T A T T T T T T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAGAAA T A T T T T A T AAAGT A T T A T TGGT AAA T A T T T AAAAGT T AA T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T T TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAG - - - - T A T T T T T CAGCC T T T T C TGGA T T T - - - - - - - - - - - - - - - -
- - - - - - - - - - GTGGT T T T CGA T T T T T T - - - - T T T T AAA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T T T T T T T T T AA T T T T T CAAAC T TGA T T - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T A TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAGA T T T A T TGAGT A T AA T T T - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - T TGAA T T T AA T T AAAAAA T T A T - - A T A T T A T A - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAA T T A T T T A T T T T T A T T C T T T A T T AAC T - - - - - - - - - - - - - - - - - -
- - - - - - - A T T TGC T T T AA TGAGT A T T T - - - - T T TGT T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - AAGT T A T T - - - - - - A T AAA T CGAAAACA - - - - - - - - - - - - - - - - - -
- - A T AC T AAAA T T T T A T AA T ACGACCCA TGT T T T T T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A T AGT C T T T T A T C T A TGT T T T AA T TGT AC T A T AAAA T T T AAA TG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T C TGGAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAGA T A T T A T T T T AGAGT T AAA T A T CA T T AC - - AC - - - - - - - - - - - -
- - - - - - CAAAAA T A T C T AAAGT T A T T C - - - - T T TGAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAAA T A T T C T T CAA T AAACC T - - - - - - - - - - - - AAACAGAA T T A T T C
- - - - - T T A T T AA T TGA TGT T TGA T T T T - - - - GT T A T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T A T T A T T T ACC T CCAGA T AA T T A T CA T AGA - - - - - - - - - - - - - - - -
- - - - AA T A T AGT ACC T T A T AGT T CA T AACGT T T T ACACAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAAA T AAA T T AA T T A T ACA T A T - - - - - - - - - - - A T AAACAGT T A T T A
- - A T C T AA T T AA T A T T T AAAA T ACA T AGT A T T TGA T A - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - - - - - - - AC T T A T T T AA T TGA T T TG - - - - - - - - - - - - - - - - - - - - - -
- - - - - T T T T A T T TGT T TGT AAAA TGT T - - - - T T T C TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAA T T A T T T A T TGT AGGT T T T T A TGCACA T A - - T T T AACAC T T T ACA
AAAA T T T T T CA TGT T A T A T A T T T T T T TGT A T A T T ACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T T A TGT T T T TGAGGCA T T A T T T CGTGA T AA T AAA T - - - - - - - - - - -
- - - - - - - A T CAC TGT A T A T AA - - - - - - A T ACGACA T A - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - GT AGA T T T A TGAAA T AAAAA - - - - T C T A T ACAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T T T T T T T T A T T T T C T AGC TGGT T T A - - - - - - - - - - - - - - - -
- - - - - - - T T CC T T C T TGA TGT T TGAAC - - - - T T T AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T T T A T A T T C T T T AAAC TGTGGT T TGAAC T - - T ACA T AAGT T T AC T
CACAA T CGCCAA T T AAAAAAAC - - - - - A T A - - - - - - - - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA - - - - - - A T T T T AA T AAACGCAAAAA T AG - - - - - - - - - - - - - - - - - -
AAA T T C T AAAA T CGT CAAAAA T CGA T T A T A T T C T A T AGAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAGAAAA T T T CAAGT CGAAA T T T T AA T A T T T A - - T T AAGT AC T T T A T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T ACGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAAC T T T T T A T AGT T C T CGTGT T T AAA T AA T A - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - ACGT T CC T C T - T A T T T T ACA T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAA T T AC T TGT C TGT TGT T T T AA T A TGC TGT - - T A - - - - - - - - - - - -
- - - - - - - T - - - A T T T T AA T AA TGT CA T - - - - T CAA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T T T A T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - T A T T T AAAAC T C T AAA T AA T A T T AA - - - - T T T A T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T T T A T T T T T A T T TGT A T CAAA T C T T T T - - T T - - - - - - - - - - - -
- - CAAA T A T T A T TGT CAA T AGC T T T AAGT A TGT AAAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T T T T T T TGT TGT T T T A T AGAGT T AA T A T T A T AGAAAAGT TG
- - - GT T T T T T T T T A T T AAAAAA T T A - - A T A TGTGA T A T A T T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - - AACA T A T T T A T AA TGA T A T T AAGT AGCAA - - GAAACAAGC T T T C T
- GT T A T T T T T AC T CCGAA T AGAACAAGA T A T T T T A TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGAC - AAA - AAA TGT T T T T A TGT TGT CAA T CACGT T T CA - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T TGTGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T T T A T T T A T A T T A T TGT A T AGAA T CCG - - AA - - - - - - - - - - - -
- - T CAA T AGAAA T A T T T ACAA T AAA - - A T A T T T CAGAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T C T T A T T T T A TGT T T T TGAGCCA T T T AAA TGAAAA T TGA T A
- - - - - T T AAGC T T T T AAA T AAC TGAAG - - - - A T T AGA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAGT ACACA T T T T T T T AGT T T CCAGGT CCCGG - - A T T CAAAAC T T T CA
- - - T T A T C T TGA T A T CCAAAA T T AAGGA T A T A T TGT AA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAACA T T T A T T T A TGT T T ACA T T AGAA T T AAA T T T T AGAA T T A T T T T A
- - - - - - T AA TGT T AAGCA T AGAA T TGT - - - - T T T A T T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAA T CA T C T C T T A TGGGAC T T TGAAGAAGTG - - A - - - - - - - - - - - - -
- - - - T T A T A T AA TGT T T A T AA TGT T AA - - - - T T T ACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAA T TGT T T A T C TGT T T T T A T T T A TGA T ACA - A T CGA - - - - - - - - - -
- - - - - - - - - - - - - - CACACCA T CCCCC - - - - - - - - - - T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - AA T T A T T T T T A T T A T A T T - - - - - - - - - - - - - - AGGAAAA T A T AA T A
CAAAAGT T C T TGT A T T TGT AA T A T T T T - - - - T T T AGAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T A T T T T T T T T A T T T A T T T A T T AA T A T C T T T A TGCACAA T T T AAAA
- - - GA T AAACAA TGCGAAGAA TGCGT AA T AA T T T AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - AAA T A T A T T T A T T AA T AA T T T TGCAAA T T T - - A TGAAA - - - - - - - -
- - - - - GT A T TGCAGT ACAAAGT A T TGT - - - - T T T AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAAACGA T T T A T T T T T ACAA TGCAA T T ACAGT AACC - - - - - - - - - - -
- - - - - - - - - - - - - - T AAAACG - - - - - - - - - - - - - AAAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAAA T A T T T T T A T AAA T T T AGGGGAAA T A T A T A TGT AAGAA T T - - - -
- - - - - C T C T CA T T T T T AGAAACAGA T A T CACC T T CCAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - - AA T A T A T T T T T T T T A T T TGTGACAAAAAGT AGCAGAA T T T T - - - -
- - - - - - GT A T AA T AAACAAAA T A T T A T - - - - GT T ACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAA T TGTGT A T A T T T A T T T ACACAG - - - - - - - - - - - - - - - - - - - - - -
- - - - - - T ACAC TGC T T T AA T A T T T AC T A T A T - - - - - - T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - AAGCA T T T T T T TGAGT TGTGCCGGT AA TGC - - T AAGACCA T CGA T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - A TGT T A T T T AGGT A TGT T A TGCA T T A T T CA T A - - - - - - - - - - - - - -
- - - - - - - - - - T TGT T A T AAAA T T - - - - - T AC - - - - - - T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - - - A T A T T A T T T T CGT T T T AA T TGA TGC T CA - - - - - - - - - - - - - - - -
- - - - - - CGGAAC T T C T CA T AAACGAGAGT AACC TGT A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - AAA T A T A T T T T T T T AAGA T ACCAAAA TGT C - - T ACGAAAAAGAAAA
- - - - - - T T T TGT T T T T T T T AACAAACC - - - - AC TGT AAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T T T T T A T T TGT CA T T T T T A T T TGAC - - - - - - - - - - - - - - - -
AACAA T T TGCA T T A T CCA T AA T AAAA T A T A T T T T T T T AAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAAACAAC T T T T T AA T AA T AA T T AC T T T T A T T A T T T A T AAC T T AA T T
- - - - - - - - - CAGC T T T AA T AGACGTGT - - - - GC T AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T A T T AGT T T T T T T A T TGC T T T T TGGC T CGG - - A TGGA T A T T T T A TG
AAAAAA T A TGAC T T T A T A T T A T A - - - - A TGAC TGT TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAA T A T T T T T T CCA T A T T T A T A T T T T AAA T T - - - - A T - - - - - - - - - - - -
- - - A - T T A T T T T CA T T T ACAA T A T C T T AGA T A TGA T AA T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAA T TGT T T AGA T T T C T T CC T CGT T T CGCGT - - - - - - - - - - - - - - - -
- - - - - - - - T TGCCGT T TGAAGC T AA T A - - - - A T T A T T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T A TGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T T T T T AGACAC T C TGT A TGAGGT CAAG - - - - - - - - - - - -
- - - - - - - - - - - - - - T AAA TGA T A - - - - - - - - - - - - - - AAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AA T T A T A T T T A T T T - - - - - - - - - - - - - - - - T A T T A TGT AC TGAA T T
- - - - - - - - - AA T T ACGCC T AAC T T T C T - - - - AAAA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T AA T T T T T C T T CC T T T T T T T AAA TG - - T T T T AAAAAA TGAACA
- - - - - - - - - - - - - - - CAA T AA T A - - - - - - - - - - - - - - - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAAGA T A T T T T C T T T AAAGTGT A T A - - - - - T T - - - - - - - - - - - - - -
- - - - - - - - - CAA TGA T AGT AA - - - - - - T T A T T T A T AA - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAAA TGCAC T T A T AC T T T TGT C T T AA - - - - - T A - - - - - - AA T AA T TG
- - - - - - T AA T T T T CAA TGT AAAA T A T C - - - - T T TGAAGAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T T T C T T T T A T CGAAA T C T ACCAG - - TGAAAAAA T T TGCA
- - - - - - T A T ACA TGCACA T AA - - - - - - A T AAGT AACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAGGA T A T T TGT T T AGGT T T T CGA - - - - - - T A - - - - - - - - - - - - - -
- - - - - - - T T CGT T T T T T T T AACAAACC - - - - AC TGT AAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGAC - AA - - AAA T A T T T T T A T T TGT CA T T T T T A T T TGAC - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T CCA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAA T T A T T AA T T CGGA T T T A TGGGCCA T T AA - - - - - - - - - - - - - - - -
- - - AA T CCCAA T T T T CAAAAA T A T T C T ACAACC TGT A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAGA T A T AC T T C T TGAAA TGT T AAGCA T T A T CACCGACAAGCCGGT T
- - - - T T T A T T T T T T A T C T T AAAA - - - - A T AAA T T AAGAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAAGT A T T CCAAAA T C TGT A T C T TGT A T CAA T A - - - - GGAA T AAAA T
- - - - - - T CA T AGA T T A T ACAGT A TGT T - - - - T T T AAAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - AA T A TGC T TGAC TGA T T - - - - ACC T T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T T T A T A T T T CCCAAAGACA T C T AAA T AAA - - CGAAACAA T T T ACA
- - - - - - - - - AC T T T T TGGGAAC T CGAA - - - - GT CA TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAGT CA T T T T AACGGT T CCA T T AACA T CGA T - - - - - - - - - - - - - - - -
- - - - - - - - - AAC TGCC TGT AA - - - - - - A T A TGCC T CA T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA TGT A T T T T T C T T AA TGGT C T A - - - - - - T A - - GAAAA T C T A T T A
AA T T T T T A TGT T T A T T AA T AGC T T A T T A T A T T T T A T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T A T T T A T T T A T T T T A T CA T T T T AA - - - - - T AGCAAG - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - T A TGGT CGA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAGT T A T A T T T T ACGT AAC T CGC T A T CAAG - AAA T CGAGA T T CGAGA
- - - - - - - - - - - - - - T AAA T T ACA T A - - - - - - - - - - - - - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAAA T T T A T T T A T T CA T A T T - - - - - - - - - - - T A - - - - - - AGT T AC T A
- - - - - - - - - - - A T A T C T AGAA T AAAGC - - - - - - - - - - AAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T T T T T T T A T A T T T - - - - - - - - - - T AAA - - - - - - - - - - - -
AAAA T TGA T T A T T T AAAAAAA T T T CAG - - - - A T T A T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T T T T T AC T A T C T T AAAA T AGGAA - A TGGAAGA T T - - - - -
- - - - - - AAACGT AGCGTGT AGC T AACGT T AGT T T A TGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAAGA T A T T T ACAACCGC T C T T - - - - - - - - - - A T T T AA T T T CAA T A
T AGA T T T A T T T T CGGAAA T A T CAGA T T A T A T A T CA T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T T A T T T CGT T T T T T T T T TG - - - - A T - - - - - - - - - - - - - -
- - - T T T T A T T A T T T T T T A T TGC T T AAC - - - - T T T AAA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T T T T T AGAACAC T TGA T AA TGCA - - GT - - - - - - - - - - - -
- - - - - - C TGT A T A T T T T AAAA T AA T T T - - - - CC T ACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T A T TGT T T CA T T T T T T ACA TGT T T T - - - - - - - - - - - - - - - -
- - - - - - - - - - A T T TGT CA T AA T T - - - - - - - - GACCCAAAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T A T T T T T A T T T A T T T T T T C T AAA TGT C T AA T AAAAAA T T AGT A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - C T TGAGT AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - A T A T A T T T T C T T AA T T T T T A TGC T T ACAAA - - GT - - - - - - - - - - - -
- - - - - - - - - - - - - - - ACA T T A T T - - - - - - - - - - - - - - T T A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T C T A T T T T T AGGA TGT C T T T T AGT T A T - - A - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - AAA T A T T T T A T T ACAGT C T T ACAGAAC T C T - - CGGAGGAC T T CACG
- - - - - - - - CC T C T A T ACAAAAGTGC T T - - - - T T T AA T T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - ACACA T T T T T T T AGA T A T T T TGAGAACCGT - - - - - - - - - - - - - - T A
- - - T AA TGC T AC T T CC T A T A T CA T A T T AAA T T T T A T A - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AA T T T AA T T T AAA T AAA TG - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - T AA T T A T T A T AGTG - - - - - - - - GT TGT AGAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAAA T A TGT T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - T TGGGAGCGT A TG - - - - - - - - - - AAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAA - AA T T A T T T T T T T T AAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - GA T T T AACA T T TGT T A T AC T A - - - - A T A T A T AACA T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAAGA T ACA T T A T T A T T T A T T AGT CCGT CCA - T TGT TGGAAA T T T A T A
- - - - - - - - - - - - - - - - - - - - - - - - - - - A T AC - - - - - - AAA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAAAAA T AGA T T T T A T T CA T CGA T T T C T AAA T T AG - - T AAAA T ACCCAGT A
- - - - - - - - - - - - - - T T TGT AA - - - - - - C T A - - - - - - - - - A T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAAAA T A T T T ACA T T TGT A T T TGAG - - - - - T C - - - - - - AA T T CA T A
- - T T A T CAGTGC T A T T T ACA T T A T AA T T T A T T T T A T A T AA T AGC T A T T T A TGT AAC T AGT ACC T AAAA TGA TGT T T T T T AGGACGAA T CA T T AC TGT T TG - - - - - - - - - - T ACGGAC TGAAA TGAGT CCGT AAAA T AGC TGT T T T TGGGAGCGT A TGACAAA - - AAA T T AA T T T T T TGT T A TGT T T T A TGC - - - T C T T - - - - - - - - - - - -
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 size: 2205bp; fragments: 5727; full length: 399 (>=1984.5bp)
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 size: 2505bp; fragments: 5726; full length: 0 (>=2254.5bp)
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TE: ltr_1_family_1008
 size: 7630bp; fragments: 5769; full length: 1 (>=6867bp)
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