Start crop Point End crop Point

1 MSA length = 14319 1

------------------------------------------------------------------------------------------------------------------- TTTACATTGTIITTAGGTTTGCATTTTT---TRTTGTTATTACTG-
-------------------------------------------------------------------------------------------------------------- TTTTATTTACATTGEBMT TAGGTTTGCATTTTT---T@TTGTTATTACTG -
------------------------------------------------------------ TTACATATACAGACTTTTGTAATTATATATAAATTATATGTTTATTTTTGTTTTACTTACATTGIRT TEITTclATERTTATTT TTGTTATTIiTGI
-------------------------------------------------------------------------------------------------------------- TTTTATTACATTGTTTAGGTTT- -ATTTTT- - -TRTTGTTATTARTG-
-------------------------------------------------------------------------------------------------------------- TTTTATTTACATTGTETTIGGTTTGCATTTT|- - - TRTTGTTATTACTG-
-------------------------------------------------------------------------------------------------------------- BT TATTTACATTGTRTTAGGTTTGCATTT- -ATTTETTGTTATTACTGC
-------------------------------------------------------------------------------------------------------------- TTTTATTTACATTGTTTAGGTTTGCATTTTT---T@TTGTTATTACTG -
-------------------------------------------------------------------------------------------------------------- TTTTATTTACATTGTTTAGGTTTGCATTTTT---T@TTGTTATTACTG -
-------------------------------------------------------------------------------------------------------------- TTTTATTTACATTGTETTAGGTTTJCATTTTT- - - TRTTGTTATTACTG-
-------------------------------------------------------------------------------------------------------------- TTTTATTTACATTGTITTAGGTTGCATTTTT- - - TRTTGTTATTACTGC
------------------------------------------------------------ AGACATATAAAGACTCACATGATAATAAATATATTATTTATTTCTTTGTGAATTACTTAJAJITI /T TAGTTTTGCAATTTTATTTRATGTTAAAACTAC
------------------------------------------------------------ AGACATATAAAGACTCACATGATAATAAATATATTATTTATTTCTTTGTGAATTACTTA!E#TGT TTAGTTTTGCAATTTTATTTATGTTAAAACTAC
CTGTTGAATCTCTTTGAGTTGAGTGTATCCTTCTAAGCAACTACAAGCAT = = = = = = & & & & s & m o e o o e o e o m f e m ot e e o m f e o f e o o et et f f e m ot m et et e f it ot e m o e m e f oo e e oo e oeeoooaaoeoaaaa o
CTGTTGAATCTCTTTGAGTTGAGTGTATCCTTCTAAGCAACTACAAGCAT == == - == - - AGACATATAAAGACTCACATGATAATAAATATAT TAT TTAT T TCT T TGT G m = = = = = = = = m s e m e m o m e e e e e et e oo e e e e o e meaoomamae oo
CTGTTGAATCTCTTTGAGTTGAGTGTATCCTTCTAAGCAACTACAAGCAT = = = = = = & & & & s & o o e m o f f e o et e f o e m e o et e o f e m o e m et m f e m o e m e o et et ot e m o e m e f i mm e e oo e oeooeoaoaoaaaa o
------------------------------------------------------------ AGACATATAAAGACTCACATGATAATAAATATATTATTTATTTCTTTGTGAATTACTTACTTGTTTAGTTTTGCAATTTTATTTJATGTTAAAACTAC
CTGTTGAATCTCTTTGAGTTGAGTGTATCCTTCTAAGCAACTACAAGCAT = = = = = = & & & & s & m o e o o e o e o m f e m ot e e o m f e o f e o o et et f f e m ot m et et e f it ot e m o e m e f oo e e oo e oeeoooaaoeoaaaa o
CTGTTGAATCTCTTTGAGTTGAGTGTATCCTTCTAAGCAACTACAAGCAT = = = = = = & & & & s & o m e m o m f e o e ot m o e m e o m f e o o e o o e f e e m f e et et et ettt bt e m o e m e f oo e e oo e o eocoiaoeoaaaa o
CTGTTGAATCTCTTTGAGTTGAGTGTATCCTTCTAAGCAACTACAAGCAT = = = = = = & & & & s & o m e m o m f e o e ot m o e m e o m f e o o e o o e f e e m f e et et et ettt bt e m o e m e f oo e e oo e o eocoiaoeoaaaa o
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d_uf.bed g 2.bed fm_1.bed 0 O bcin.fa_aln.fa cl.fa gs.fa ce.fa I

divergence to consensus (%)

size: 14319bp; fragments: 903; full length: 0 (>=12887.1bp)
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.fasta.b.bed uf.bed g 2.bed fm 1.bed O O bcin.fa_aln.fa cl.fa gs
size: 14702bp; fragments: 885; full length: 0 (>=13231.8bp)
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TE: rnd_5 family 9295

size: 5577bp; fragments: 319; full length: 9 (>=5019.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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