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1 MSA length = 8929 1
----------------------------------------------------------------------------- ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGT = = = == = = mmmmmmmmm e me e me e o - 'GAGACT
A

AAABGATTGTC- - - - - - GAACGAACAAAGTTGAAAACATATCTTAAAATATAGAAAAATAATCCTTT - --n--n--- ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGTATAARMATAT AAAGAA
----------------------------------------------------------------------------- ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGT - - AAA AAIT TAA - - - - -AGGGAA
----------------------------------------------------------------------------- ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGT - -TAARATTTE- - ----- - - - -

AA-lITATTTGCCGGTCCGAAAGGCCAGATCAAAAAACGCATTTTAAAATAGAGGAAAAAAATCCCAT - = === - = = - - ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGTATAGAMAAT - - T
AAAICATTTGCCGGTCCGAAAGGCCAGATCAAAAAACGCATTTTAAAATAGAGGAAAAAAATCCCAT - = - == = = = - - ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGT - - AGEGEANNT
AAABICATTTGCCGGTCCGAAAGGCCAGATCAAAAAACGCATTTTAAAATAGGGGAAAAAAATCCCAT = - == = = = - - ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGTATAAA

----------------------------------------------------------------------------- ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGTATTGTATTT
AAAJJCATTTGCCGGTCCGAAAGGCCAGATCAAAAAACGCATTTTAAAATAGAGGAAAAAAATCCCAT - -« -« - - - - - ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGT == === -=-=«---
----------------------------------------------------------------------------- ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGT - - AAAATTT
----------------------------------------------------------------------------- ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGT - - - AAMATTT
----------------------------------------------------------------------------- ATTTATCTGAAACCGTGGATGGAAAACCGTGGCTATCTTCACGCCGGTAATATHATAT
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After TEtrimmer
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After TEtrimmer Extended plot Blue lines are boundaries
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divergence to consensus (%)
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TE: rnd_5 family 8603
size: 1290bp; fragments: 6250; full length: 2 (>=1161bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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iIsensus before TEtrimmer (bp)
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