Start crop Point End crop Point

1 MSA length = 4387 1
AAATCAATATAAATGTGCAAAAAAACGATATAAATTATTGTTATCGTTTG---------- TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATTT.TTTIATTT—TATTAAG

AAATCAATATAAATGTGCAAAAAAACGATATAAATTATTGTTATCGTTTG-=-=-=-=-=----- TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATTTGATTTGATTT -=-=--=----

AAATCAATATAAATGTGCAAAAAAACGATATAAATTATTGTTATCGTTTG=-=-=-=-=-=----- TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATTTGATTTGATTTA-------
AAATCAATATAAATGTGCAAAAAAACGATATAAATTATTGTTATCGTTTG-=-=-=-=-=----- TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATT T T - - - - - = = = = = - - s o oo oo m e oo - - - -
AAATCAATATAAATGTGCAAAAAAACGATATAAATTATTGTTATCGTTTG-=-=-=-=-=----- TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATTTGATTTGAT ---AATTAAA

AAATCAATATAAATGTGCAAAAAAACGATATAAATTATTGTTATCGTTTG === -=«--- - TGTTTAAAAAAAAGTAAATAAACTATTTTGATTT--TTTGATTTGARTT - -------
------------------------------------------------------------ TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATTTGATTTGATHT
------------------------------------------------------------ TGTTTIAAAIAAAGTAAATAAACTATTTTGATTTGATTTGATTTGATTT——————————————————————

------------------------------------------------------------ TGTTTEAAABAAAGTAAATAAACTATTTTGATTTGATTTGATTTGATTTA - - - - - - -

AAATCAATATAAATGTGCAAAAAAACGATATAAATTATTGTTATCGTTTG === -=«--- - TGTTTAAAAAAA-GTAAATAAACTART -« - - -« - c o c o mm oo AAAAAAA
AAATCAATATAAATGTGCAAAAAAACGATATAAATTATTGTTATCGTTTG === === -« - TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATTTGATTTGATTAAATTACA
------------------------------------------------------------ TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATTTGATTATTRA- - - - - - -

------------------------------------------------------------ TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATTTGATTTGARTT--------
------------------------------------------------------------ TGTTTAAAAAAAAGTAAATAAACTATTTTGATIATT - - - -[TlATTTA
AAATCAATATAAATGTGCAAAAAAACGATATAAATTATTGTTATCGTTTG-=----=--- TGTTTAAAAAAAAGTAAATAAACTATTTTGATTTGATTTGATTTGATTT






d_uf.bed g 2.bed fm_1.bed 0 O bcin.fa_aln.fa cl.fa gs.fa ce.fa I

divergence to consensus (%)

size: 4387bp; fragments: 153; full length: 8 (>=3948.3bp)
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sta.b.bed uf.bed g 2.bed fm_1.bed 0 O bcin.fa_aln.fa cl.fa_gs.fa

divergence to consensus (%)
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divergence to consensus (%)

TE: rnd_5 family 7777
size: 3597bp; fragments: 287; full length: 16 (>=3237.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

7
/ Ve / , /
3500 ) g
s 7 277 7 / / /(; ;
% ’ 7 s 7 i 7 /
, 7 , y, s /
7 7 , w7 7 y; / , 7 4 y
3000 ) y /
/ Ve /
7/ 7 /
’ ’ , ’
7 , / / 4 d
7 , 7 Ve / / s 7
, / ‘s, 7% ” / ’ y, ye /// Z 4 2, /
2500 L 2 , -
/ v s g ; , // a4 s P
7 7 / g
4 7 , /7 // / / Ty s
/ /
2000 , g 7 s 7
/ / / 7/
/ / P 7 /7
7 / / 7 /7
/ / 7/ / 7/ / / , 7
Ve /7 77 / /
/ / y,
/ y s / w4 /s R o
1500 , e 7
Ve 7/ /7
/ 7/ 7/ d , /7 g 7 /
% & g
/ 7 / / 7/ /7
/ 7 4
/! / . 7 7 y; P
7
1000 / ’ 7/ / i g , ’
/ 7/, / 7 7/
/ /
/S /
/ L g
7 ., 7 / o
/ /
’/7/ g d ” 7 J d g
y
500y, s s ;7 y
/7 / 4 7 /
/ 7/
s
’ s 7 , s 7 /s , 7,
’
7 , d 77 /s 7 7
Z
0 | | | | | | | |
0 500 1000 1500 2000 2500 3000 3500 4000

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)

TE consensus after TEtrimmer (bp)




