Start crop Point End crop Point

MSA length = 1221
T AAIT GAIATATTTTCACAAAATTTACACTTTTTCTGTAAATTTTT --------------------- AAAAGTTAAATTTACAGAAAAAGTGTAAATTTIAAAATT ATIAIAIGIA ---------- TIATA
A--TGT AAATATTTTIACAAAATTTACACTTTTTCTGTA AAAATTTAAAAAGTTAAATTTACAIAAAAAITGTAAATTTCAAAAT ATTTATAAAATGTAAATAAATAAN- - -ATAT

-------------------------------------------------------------------- AR A
-------------------------------------------------------------------- ARJA

TTGGCATG

GTTAAATTTACAGAAAAAGTGTAAATTTCAAAATTATTTACAAAATGTAAITAAATAAAATTATAT

GTTAAATTTACAGAAAAAGTGTAAATTTCAAAATTATTTACAAAATGTAABTAAATAAAATTATAT TTGGCATG
A--emmn- AAAAGTTAAATTTACAJAAAAATGJAAATTTCAAAATTATTTACAAAATGTA- - - - - - - - - - ATRATATTT TTAGATG
--------------------------------------------------------------- TRTrABTATARA - AAATATAITIATAIT LT

A-cmmm-- AABAGTTAAATTTACAGAAAAATTGTAAAT TTCAAA -« - = mmomme e oo ATTTIMMCA - - - - - - -------
-------------------------------------------------------------------- AAAJIGTTAAATTTACARAABAAGTGTAAATTTCAAAATTATTTATAAAATGTA- - - - - - - - - - ATTAJJA TTGGATG
------------------ AABAGTBAAATTBACAGAAAAAGTITAAAT TTCAAA - -« -« - cm e e I!AT

A--mnn-- AAAARBTTAAATTTACAGAAAAAGTGTAAAT TTCAAA - -« == cmmm i m e e

AAAATTTAAA.GTTAAATTTACAGAAAAAGTGIAAATTTCAAAATTATTTICAA—ATGIAAAT

ABTTTACACTTTTTCTTA- - - - TTTAAT AAAATTTAAAAAGTTAAATTTACAGAAAAAGTGTAAATTTCAAA - - = - - = m s mmmmmemmemmeemee e e o - ATATTTIMBC- - - - - - - -

C AAATTGTIAAATATTTTIACA!“%TTTACACTTTTTCTGTA A-mmmmmm o - AAGTTIRAATTTACAGAAAAAGTGTAAATTTIAAA - - < -« o v mm oo TTGGCATG
-------------------------------------------------------------------------------------------------------------- TATEAAAARRABTAAATATAATTATA THAG

AAAATTTAAAAAGT TAAATTTECAGAAAAAGTGTAAAT TTCAAA - <=« - cow e mm oo TTGGCATG- - - - -

-------------------------------------------------------------------- AAAAGHEIBTAGT TTACBGAAAAAGTGTAAAT TTCAAA - -« == c s m s e e e

------------------------------------------------------------------------------------ TTGGCATG
TTGGCATG
---------------------------------------------------------------------------------------------- TTGGCATG
AARAT TRAAAAART TIHAATTTACAGABAAATGTAAABT TCAAA - - - - - m e TATCETAC
A = = o s e e e e e e e e e e TTGGCATG

AAAATTTAAAAAGTTAABTTTACAGAAAAAGTGTAAATTTIARG - - - - - - - - - == - oo - AATAA- <= e e

A-vmmmo- AAAAGTTAAATTTACAGAAAAAGTGTAAATTTCAAAATIJATTTACAAAATGIJAAATAAATAAAATTATATTT
------------------------------------------------- TATA.ATG!IA— -BGrBATA---WTRTTT
r AATABT TRAAAART TAAR T T TACAGAAA - - - - - e !.T
TAGAGHETAMCAT -BCBBAATTGTGAAATATTTTCACAAAATTTACACT TT T TCTGTAAAT TTT T - - = = = = = = m m o m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o TAC----mmmmm-- AAATAAA- - - AJJATTT
------------------------- TA e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e TTGGCATG
T A-T.T-AAA-TAGIA.G AAAATTIAAIAAGTTAAATTTACAGIAAAAGIGTAAATTTCIEAITTATTTACAAAATGTAAAT ---------- TTGGCIEG
---------------------------------------------------------------------------------------------------------------- AATTTAAAAABT TAAATTTACA-AAAAAGTGTAAABT TCARA- - -« - - o c e e TTGGCANG
AAATTGTGAAATATTTTCACAAAATITACACITTTTCTGTIAATT ------------------------------------------------------------------ TATIAAATA ----- AAATA--- - -ATATTTEEATRTT--------
AT GTGAAATATTTTCACAAAATTTACACTTTTTCTGTAAATTTTTAAT - - - - - - - - - - A-vmmmo- AAAAGTTAAATTTAAGAAAAAGTGTAAATTCAAARITTATTACAAAATGTAAATAAATAAAATTATATTT TTGGCATG

TTGGCATG

------------------------------------------------------------ AAAATTTAAAARG -[JJAAATTTACAGAAAAAGTGTAAATTTCAAAATTATTACAA TAAABGGC
AAATTGTGAAATATTTTCACAAAATTTACACTTTTTCTGTAART T TTTAAT - -« - - ccmm e e o AAAABTTAAATTBACACBAAAAGTGTAAATTTCAAA -« -« s s s o mmmme e TTGGCATG
-------------------------------------------------------------------------------------------------------------- GECABGABCE- - - TAAATAAA- - -ATARTT TTGABAT -

CEAAATTGTGAAATATTTTCACAAAATTTACACTTTTTCTGTAATTTTTAAT -« - ccmmma e oo AAAABTTAAATTBACAGCBAAAAGTGTAAAT TTCAAA -« == c s mm o m e e TTGGCATG
--------------------------------------------------------------------------------------------------------------------------------------------------------------- TTGGCATG

ClA- - - - N
T- A = = s e e e e e e e e e e e e e e e e e e e e e e e 0 TTATA
THARAT TRTETAATATTTTCACARBAATTTACACT TTTTCTGT A - x o amm i m e m e e e AAAATTTAAAAAGTTAAATTTACAGAAAAAGTGTAAATTTCAAAATTATTTACAAAATGTAAATAATAAAATTETA
CEAAATTGTGAAATATTTTCACAAAATTTACACT T TTTCTOAAATT - - -« - c o e e e oo IATAIA.GT.ATAAITIA— N S
---------- T-BCBAAAT TIBBAAABATTTTCACAAAATTBACACTTTTTCTGTAAATTTTTAAT - -« - - - - - - - AAAABT TAAAAART TAAATTTACAGAAAA - -G TIAAT TT -« c o c e e e A e
1 @rcrnBABcTA--T---TETA---FTAT
---------------------------------------------------------------------------------- AAAAGTTAAATTTACAGAAAAAGTGTAAATTTCAAA - = - = mmm e s o e o e o emem oo oo SATATTT
----------------------------------------------------------------- AAAATTTAAAAAGTTAAATTTAARAAARAG TG TAAATTTIRAAAATT - - - TACAAAATGTI- - - - - - - - - - - - -AJIATTT
--------------------------------------------------------------------------------------------------------------------------------------------- .CA.AIG‘AT— --BATA---ABATE-
CBTABTBA - - - - - - - - AAATTTAGAAAGT TABATTTACATBAAAABTITAAATTTC -« o cmm e TETET
CAT-GCEAAATTGTGAAATATTTTCACAAAAT TACACT - TTTCTGTAAATRT TTRET - ---------G------- AAAARTAART TBACAGAAAAAGTGTAAATTTCAAAATTATTACABAATGTAA - - - - - - - - - ATTATATTT TTGGCATG
CEAAATTGTAAATATTTTACAATAT T TACACT TTTTCTGT A -« s m o me e e A-cmmmee o AAGTTIRAATTTACAGAAAAAGTGTAAATTTIAAA - - < -« o v mm oo ATATTT TTGGCATG

---------------------------------------------------------------------------------------------------------- AAA.TTIAAAIGTT.i——————————————————————————————————————————————AAATAA————ATATTT

----------------------------------------------------------------------- AAAAGTTAABTTTACAGAAAAAGTGTAAATTCAAAABTB- - TA- - - -« - ------ -
CBAAABTGTGAAATATTTTCACAAAAT T TACACT TTT - - - - - - c o= s oottt oo oL Lol

CAT - CkAATTGTGAAATATTTTC.AAAATTTACACTTTTTITGIAAATT ------------------------------------------------------------------------------------------

cABAGT

TT----T T CAAATTGTGAAATATTTTCACAAAATTTACACTTTTTCTGTAAAT TTTTAAT - <= - = - = - - - AAAABT TAAAAAGT TAAATTTACAGAAAAARTGTAAAT TTCAAA- < -« - x s m o m o m e
------ T A AAAANTTAAATTBACAGAAAAAGTGTAAAT TTCAAA S s s s
C CAT-8C AAATTGTGAAATATTTTCIC-AAAATTTICACTTTTTCTGIAAATTTTTAAT ---------- A o s e e e e e e e e e e e e
CAT TGGEAAGCAG T AAAAT TCORG T AR TGT - - - - - -~ -~ =--=-- AABIBTACACT TTTTCTGTAAATT T TAAT - - - -« - oo o oottt oLl
------- T o AAAATTTAAAAAGTTAAATTTACAGEABAAGTGTAAATTTCAAAATTATTTACA- ==« ccmmma e oo
------------------------------------------------------------------------------------------ AAAATTTAAAAAGTTAAATTTAIAGIAAAAGTGTAAATTTCAAAATTATTTACA————————————————————
T----@7 -Ic AAATTGTGAAATATTTTIHACAAAAT T TACACT TTTTCTGT A= - =« =« =« = - s - s -t -t ot e oL
------ B - T | YT L
------------------------------------------------------------------- AAAATTTAAAAAGTTAAATTTACAGAAAAARTGTAAATTTCAAAATTATTTACABAATGTAAATAAATAAR- - -BTARTT
----------------------------------------------------------------------------------------------------------- AAAAT TTIHAAAMG T TECR T/ - - - - - - - - - - - - - - e L L AAATAA- - - ATATTT
---------------------------------------------------- TT T T TCT G TAAAT T T T TAAT = & = & = & o & o o o o o o o o o o o e e o o o e o o e e o e e e e e e e e oo
AAA-TAGAGITGICAT—ICIAIATTGTGAAATATTTTCACAAAATTTAJTTTTTCTITAAATTTTTAAT -------------------------------------------------------------------------------------
-------------------------------------------------------------------------------------------------------------------- AAAAGTTAAATTTACAGAAAAAGTGTAAATTTIAAR- - - -« - - - oo
A~ TEAT AA A A AAAARI TGIIA TACIIA - - - - - - - - o e e e e e e e ICIAIAIGEI- - -BAABAABATTATARTT
TACTTEGAA TATGGRABCECA TG TIA - - - - - - - - - - - - - - oo oo oo CBARATGEAAAT GACATIEMCA
TG TABGAALGEGTAGAGETGTGATGACEAAATTGTGAAATATET TCACAARBAT - - ACACT TTTTCTGTAAART TT TAAT - - - - - - oottt ... TA.A‘AA




_I‘IMIMMM“I“I 1] A : i ] ' # Jm e “‘H
BW ”';W.NII:;III'. E‘menﬂl;;'iimw | I i ‘ m H‘#;n m
i :Eﬂﬂw'mmmmmiﬂ W -n .H i

o '..u. "':ﬂ“F"EF'!"[!]"WWﬂmlM| P W, l,ﬁw.. H*‘ﬁ o

W byl Jr

50 . ' hl.:llﬂlmi,,ﬁ,,,' S ” il \i - M
| | . Il ,| e i uunﬂ||||||||uwmwl l || ‘
» JLH P' T IRLEII il

Allal fow. =z gy H '
o o T e llhlll'rmlm.m."""‘!-m ‘mmw mqmm mnmmﬂ&nﬁmwmll F;E Y i
i EE . | i| I | (01 1

e, | 0
L1 e “- H y Wl m u. \ \ I 'WW‘“""""“""'“"'““HL M et

. M
H!""llﬁ“" ‘ | ‘

i - ”,:'l".'}“ |




] uf.bed g 1.bed fm 1.bed 0 O bcin.fa_aln.fa_cl.fa_gs.fa ce.fa_se

divergence to consensus (%)

20

15

10

5

size: 1221bp; fragments: 393; full length: 0 (>=1098.9bp)

I I I I I
0 200 400 600 800 1000

TE consensus (bp)

I
1200

coverage (bp)

100

200

150

After TEtrimmer 1221 bp

I I I I I
200 400 600 800 1000
TE consensus genomic coverage plot (bp)

I
1200

TE consensus self dotplot (bp)

400 600 800 1000 1200

200

AN

N

0

I
200

400 600 800
TE consensus self dotplot (bp)

I
1000

I
1200

No TE domain detected

0

I I I I I
200 400 600 800 1000
TE consensus structure and protein hits (bp)

I
1200



ly_76.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.i Aiter TEtrimmer Extended plDt Blue lines are boundaries
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After TEtrimmer ORF and PFAM domain plot

ORF2

ORF3

Bl ORFs

B PFAM domains

ORF1

200

400

600

800

1000

1200



Before TEtrimmer ORF and PFAM domain plot

Bl ORFs
B PFAM domains

ORF1

100 200 300 400 500




[E consensus before TEtrimmer (bp)

500

400

300

200

100

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)

/

V.
7 //
/
L/

77

I I
500 1000

TE consensus after TEtrimmer (bp)



