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GGGGCCTTATTCTGTAAGTATTTTACCGTTC---=-=------ CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCCC
GGGGCCTTAITCTGTAAGTATTTTACCGTTC ---------- CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCC
GGGGCCTTATTCTGTAAGTATTTTACCGTTC---=-=-=----- CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCCC
GGGGCCTTATTCTGTAAGTATTTTACCGATC---=-=------ CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCIC
GGGGCCTTATTCTGTAAGTATTTTACCGTTC---=-=------ CGAATCGAATTTTCGGATCCIAAACCGAAAAAGATACAGAATAGGGCCCC
GGGGCCTTATTCTGTAAGTATTTTACCGATC---=-=------ CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCCC
GGGGCCTTATTCTGTAAGTATTTTACCGATC---=-=------ CGAATCGAATTTTCGGATCCGAAACIGAAAAAGATACAGAATAGGGCCCC
GGGGCCTTATTCTGTAAGTATTTTACCGATC---=-=------ CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCCC
GGGGCCTTATTCTGTAAGTATTTTACCGATC---=-=------ CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCCC-T
GGAGCCTTATTCTGTAAGTATTTTACCGATC---=-=------ CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCCCHIG
GGAGCCTTATTCTGTAAGTATTTTAICGATC ---------- CGAATCGAATTTTCGGATCCGAAACCGIAAAAGATACAGAATAGGGCCCCIG
GGGGCCTTATTCTGTAAGTATTTTACCGATC---=-=------ CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCCC-G
GGGGCCTTATTCTGTIAGTATTTTACCGATC ---------- CGAATCGAATTTTCGGATCCGAAACCGAAAAAGATACAGAATAGGGCCCCIG
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1.bed fm _1.bed 0 O n.bed g 1.bed fm 2.bed O O bcIn.fa _aln.fa

size: 1324bp; fragments: 258; full length: 22 (>=1191.6bp)
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ed_g_Lbed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa After TEtrimmer Extended plot Blue lines are boundaries

size: 1625bp; fragments: 257; full length: 0 (>=1462.5bp)
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TE: rnd_5 family 7239

size: 1260bp; fragments: 349; full length: 1 (>=1134bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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