Start crop Point End crop Point

1 MSA length = 1959 1
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = = s s s s e e oo e m o mm oo o - TTITCTAGGGTATTGTGAGTTTTAGTGTCGTCT

AGACIACACTAAAACTCACCAAAACCT CGGBAGCATTCGGATCCTACACG =« =« = - - x s m s s s ma e oo TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACEAAAACCTCGGAAGCATTCGGATCTACACG -« -« - s o mmmme e e TTGTCTAGGGTATJGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = === = mm o m o e e mm e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - - = = = = === = mm o m o e e o e e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - - = = = = === = mm o m o e e e e e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTARACG -« -« - o mmm e TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG
AGACGACACTAAAACTCACCAAAACCTCGGAAJCATTCGGATCCTACACG
------- AGACIJACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTAJACG
----------------- AGACGAIACTAAAACTCACIAAAACITCGGAAGCATTCGGATCCTACACG
AGACGACACTAAAACTCACCAAJJACCTCGGAAGCATTCGGGTCCTACACG
AGACGACACTAAAACTCACCAAAACCTCGGABGCATTCGGATCCTACACG
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG
--------------------------------- AGACGACACTAAAACTCACCAAAACCTCGJAAGCATTCGGATCCTACARG
AIACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGGTCCTACACG
A!ICIAIACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG --------------------------- TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
-------------------------------- T TAAAACTCACBAAAACCTCGGAAGCATTCGGATCCTACACG - === x-cmsmamaaae oo - TTGTCTAGGGTATEBGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = = === mmmmm e e e e e e o TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = === = mmmmmm e e e e e e e oo - TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = == = = mmmm oo e e o e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATICTACACG -« -« - = o mmmme e e TTGTCTAGGGTATTGTGAGT TTTAGTGTCGTCmm = === == mmmmmmm e e e e m o
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = == === = mmmmm e e e e e e o TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - - = = = = === = mmmm o e e e e e e e oo - TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCAT TIGGATCCTACACG - - - = - - - o s e e ettt
-------- AGACGACACTAAAACT CACEAAAACCTCGGA - =« -c o s me e oo e e e - TTGTCTAGGGTATEBGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = === = mmmmm e e e e e e o TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTC
--------- AGACGACACTAAAACTCACBAAAACCTCGGAAGCATTCGGATCCTACACG-=-=-c-c-cmamnaocoaoa oo - TTGTCTAGGGTATBGTGAGTTTTAGTGTCGTC
AGACBACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG =« -« = xmmmm s mmmm e oo TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
-------- AGACGACACTAAAACTCACEAAAACCTCGGAABCATTCGGATCCTACACG - = - = - = - o c o s s e m ot oot
----------------- AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG--=------=--s-es-“s"e"e-==---TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTC=- - - - - -
AGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = - = - = - - - oo o= o st oo oL Lo

4 4 4 4 4 4 -4 4440 -

AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG = = = = = = = = = = = m % f e m ot ot @t @t &t &t @ ot @ f e e m it mm e m i e e mdamamema o
----- AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG--=--«-==a-2a“2a“2222--2---TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
------- AGACGACACTAAAACTCACCAAAACIHTCGGAAGCATTCGGATCCTACACG =« =-=-=x=-=-s-c-u-u-u----TTGTCTAGGGTATTGTGAGRTTTAGTGTCGTCT

ARG CCTBG GBBIBTTIIET G GATCCTACACG - - - - - - - x s s oot m ot oo -TRGTAGAGH- - -------
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - - = = = = =« s e e e e e e e e e e e o - TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT'T_C-

----------------------------------- AGACGACACTAAAACTCACBAAAACCTCGGAAGCATTCGGATCCTACACG-=-=---cmcmcmanaaoe oo - TTGTCTAGGGTATEGTGAGTTTTAGTGTCGTCT e e
------------ AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGJATCCTACARG
-------------------------------------------------- ICTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTAIACG
----- AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = === = mmm o m e e e e e e o TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCTEIEEN- - - - - - - - - - -------- -
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGGTCCTACACG - = = = == === = mmmmm e e e e e e o TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = === = mmmmmm e e mm e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT - - - - -
AGACGACACTAAAACTCACBAAAACCTCGGAAGCATTCGGATCCTACACG =« =« = xmmmm s s mm e e o TTGTCTAGGGTATJGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AIA-CICIAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG ---------- CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGT TTTAGTGTCGTCT T - = = = m == mmmmmmm e e m o= o
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG - = = = = = = = = = = = = m m e m e e e e e e e e e e e e e e e e e e e e e e e e e o
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT - - -
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT - - - - -
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCTIEN- - -
---------- AGACGACACTAAAACTCACCCAAACCTCGGAAJJCATTCGGGTCCTACACG----------CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGT - = - = - -« - - - - -
------------------------------ AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG----------CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT - - - - -
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT - - - - - -
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG - = = = = = = = = = == m e e e e e e e e e e e e e eme e e e e e e oo o - - - - - - [CEEETERNTE T TE TRET . AN TCTCEE T - - - ----- -
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - e
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--=---=----- CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT-- - - - SRS THEEEEERRETC - - - - - - - AT Al A A - - - - - - - -
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGATTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCTICAAAAT TCATCAACTE TTTETC- AATTGGAAR ATEG- - ---------
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--=---=----- CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCTINEM- - - - - GRETEEIE TCT TCHRECHET  TRIer AT G- - - - --------
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG - = = = = = = = = = = = m e m e e e e e e e e e e e e e e e e e mmemmeeme e oo - - - - [ - - - TRCGCEEE T TEH - - - - - - -
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT - - - - -
----- AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG----------CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT - - - - -
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = === = mm o mmm e e e e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = === === === mm e oo mmm e e o TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTC-----n-== - - -
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACBAAAACCTCGGAAGCATTCGGATCCTACACG - = - =« o m o s o e oo m oo e BT - - - - - - -- o s s mmmmoomm oo m oo
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--=---=----- CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTETCECCTCT TREAA - - - - - - - - - - - - AT T[TOARA TTE A------------
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - - = = === === === mmmmm e mm e o TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTC - - - = - === == - -
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - CGTGTAGGAGCCGAATGCTTCCGAGGTTTGGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = === === === o m e mm e mm e e o TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT - - - - -
AGACGACACTAAAACTCACCCAAACCTCGGAAGCATTCGGGTCCTACACG--------- - e
AGACGACACTAAAACTCACCAAAACCTCGGAAGIATTCGGATCCTACACG =« =« = - s mmmmmmmmaa e oo TTGTCTAGGGTATTGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACITCGGAAGCATTCGGATCCTACACG =« -« = x s m s m s mmm e oo TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - - = = = = === = mmmm oo e e o e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - - - = = = === = mmmmmm e e o m e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = === == mm o mmm e e mm e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = = = = = = = = = m m o m m e e e e e e e e e e e e e e e e e e e e e e e e e o
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = === == mm o mmm e e mm e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = = === == mm o mmm e e mm e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - - = = = = === = mmmm o e e e e e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - - = = = = === = mmmm o e e e e e e e oo - TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = === === === o mmmmmmm e oo o TTGTCTAGGGTATGGTGAGT TTTAGTGTCGTCm = = = = = = = = = = = m m o m e m e e e e e e e e e e e e e e e e e e e o o -

AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = =« = = o o mmm e e e e e e e e TTGTCTAGGGTATGGTGAGTTTTAGTGTCGTCT_T_TT.T-— T TA A
AGACGACACTAAAACTCACCAAAACCTCGGAAGCATTCGGATCCTACACG - = = = - m e e e mm e e e e e o - TTGTCTAGGGTATGGTGAGT TTTAGTGTCGTCT = = = = = s m m o o e mmme e e e e e e = o s A ACAGA - - - - - - - - -
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size: 1959bp; fragments: 1567; full length: 0 (>=1763.1bp)
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y 682.fastab.bed ufbed g Lbed fm Lbed 0 0 belnfa ainfa cl After TEtrimmer Extended plot Blue lines are boundaries

size: 2259bp; fragments: 1497; full length: 0 (>=2033.1bp)
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TE: md_5 family_682 Before TEtrimmer 1827 bp

size: 1827bp; fragments: 1573; full length: 29 (>=1644.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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