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End crop Point
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After TEtrimmer 23862 bp

size: 23862bp; fragments: 5235; full length: 0 (>=21475.8bp)
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TE consensus (bp) TE consensus genomic coverage plot (bp) TE consensus self dotplot (bp) TE consensus structure and protein hits (bp)



d ufbed g Lbed fm Lbed 0 0 nbed g Lbed fm 2.bed 0.0 I After TEtrimmer Extended plot Blue lines are boundaries
size: 23908bp; fragments: 5235; full length: 0 (>=21517.2bp)
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TE: md_5_family_6694 Before TEtrimmer 1271 bp

size: 1271bp; fragments: 278; full length: 82 (>=1143.9bp)
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After TEtrimmer ORF and PFAM domain plot

Bl ORFs
B PFAM domains

OR‘F_1660FiF_164ORF162 ORF160 OF;E.SSOFE.56 OFE.54OR‘F_152 OFESO ORF148 OF;E.46OR‘F_144 OI?E410F§F_14O OFiF_138 OFiF_136 OR‘F_134ORF132 OFEE7 OFE.ZSOFiF_lZG OR{_lZ4 OR‘F_I]‘?Z:_].’LS
OEF’QE?OR_F’HDR#? 6DRF200R_FBV2_5@RF3]OW1 7ORF4D3!:_49R_§R_;3ORF5DF$ 30RF67 ORF7Z)w_;8ORF820+?!i_3B)RF92 OR{_lB(DRS(ﬂRT_l}ODRSN)RFl 50RF_1'L9
D_Flili_l@El?R_i10RF15)R_<R%_159R_?R_§)R_?8_;20RF36)R3%_15DRF46OE??_l@R_?R_;SORFGDRRHLl@ﬂ%_lB@RF7DT_EBORFSDR_%%_lBDRf‘)EDRF iEZJRF OGFE?%EZGRF 1®RF120
ORF OmF_IGB_Fg)R_FER_Fg)ViE)R_F?RE}ZRRiEBBQS ORF%O ORF%S ORFSJ} ORFSEiE@B_F?l Oﬂi OR_F7}1 Oﬂ%ﬂ.@ﬂl ORFB;S ORF%l ORF9>5 ORFlgO ORFlgS OE}O ORF_D‘B:_1}17
OEF}CDEF}S ORF; ORF1}4 ORF1}9 ORF2i ORF3}O ORF%FHB_FE&@_?%@R_FED&E}SZOEE OR_?%F_]GB_F?BiﬁIR_FEQiPﬂ6 ORF%Fl@%ﬁﬁRﬁ?ﬁFR@WF&QBﬂWWZl

0 5000 10000 15000 20000



Before TEtrimmer ORF and PFAM domain plot
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'nsus before TEtrimmer (bp)
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(windowsize = 25, threshold = 50.00 10/10/25)
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